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l Paper IF Citations

375 wytoNwunNaNcytoscapeNpluginNforNcentralityNanalysisNandNevaluationNofNproteinNinteractionNnetworksbN
BioSystemsZN2015ZNefkZNjkakf 1.9 485

374 PatientNgeometryadrivenNinformationNretrievalNforNIMRTNtreatmentNplanNqualityNcontrolbNMedicalc
PhysicsZN2009ZNgjZNihmkaidi 4.4 206

373 xrugNrepositioningNbasedNonNcomprehensiveNsimilarityNmeasuresNandNviaRandomNwalkNalgorithmbN
BioinformaticsZN2016ZNgfZNfjjhake 7.2 190

372 RecurrentNneuralNnetworkNforNnonasmoothNconvexNoptimizationNproblemsNwithNapplicationNtoNtheN
identificationNofNgeneticNregulatoryNnetworksbNIEEEcTransactionsconcNeuralcNetworksZN2011ZNffZNkehafj 159

371 uNreviewNonNmachineNlearningNprinciplesNforNmultiaviewNbiologicalNdataNintegrationbNBriefingscinc
BioinformaticsZN2018ZNemZNgfiaghd 13.4 159

370 uNsurveyNofNMRIabasedNbrainNtumorNsegmentationNmethodsbNTsinghuacSciencecandcTechnologyZN2014ZN
emZNiklaimi 3.4 158

369 PredictionNofNlncRNuadiseaseNassociationsNbasedNonNinductiveNmatrixNcompletionbNBioinformaticsZN
2018ZNghZNggikaggjh 7.2 134

368 wircRfxiseasenNaNmanuallyNcuratedNdatabaseNforNexperimentallyNsupportedNcircularNRNusNassociatedN
withNvariousNdiseasesbNDatabase:cthecJournalcofcBiologicalcDatabasescandcCurationZN2018ZNfdelZN 5 110

367 IterationNmethodNforNpredictingNessentialNproteinsNbasedNonNorthologyNandNproteinaproteinN
interactionNnetworksbNBMCcSystemscBiologyZN2012ZNjZNlk 3.5 105

366 IdentifyingNproteinNcomplexesNandNfunctionalNmodulesaafromNstaticNPPINnetworksNtoNdynamicNPPIN
networksbNBriefingscincBioinformaticsZN2014ZNeiZNekkamh 13.4 104

365 wlassificationNofNulzheimerUsNxiseaseNUsingNWholeNvrainNβierarchicalNNetworkbNIEEEtACMc
TransactionsconcComputationalcBiologycandcBioinformaticsZN2018ZNeiZNjfhajgf 3 80

364 PredictingNMicroRNuaxiseaseNussociationsNvasedNonNImprovedNMicroRNuNandNxiseaseNSimilaritiesbN
IEEEtACMcTransactionsconcComputationalcBiologycandcBioinformaticsZN2018ZNeiZNekkhaeklf 3 79

363 LxuPnNaNwebNserverNforNlncRNuadiseaseNassociationNpredictionbNBioinformaticsZN2017ZNggZNhilahjd 7.2 72

362 wlusterViznNuNwytoscapeNuPPNforNwlusterNunalysisNofNviologicalNNetworkbNIEEEtACMcTransactionsconc
ComputationalcBiologycandcBioinformaticsZN2015ZNefZNleiaff 3 70

361 xetectingNProteinNwomplexesNvasedNonNUncertainN–raphNModelbNIEEEtACMcTransactionsconc
ComputationalcBiologycandcBioinformaticsZN2014ZNeeZNhljamk 3 67

360 xynamicNproteinNinteractionNnetworkNconstructionNandNapplicationsbNProteomicsZN2014ZNehZNgglaif 4.8 65

359 uNsurveyNonNUashapedNnetworksNinNmedicalNimageNsegmentationsbNNeurocomputingZN2020ZNhdmZNfhhafil 5.4 64
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358 PredictingNdrugâ��targetNinteractionNusingNpositiveaunlabeledNlearningbNNeurocomputingZN2016ZNfdjZNidaik 5.4 63

357 UnitedNwomplexNwentralityNforNIdentificationNofNyssentialNProteinsNfromNPPINNetworksbNIEEEtACMc
TransactionsconcComputationalcBiologycandcBioinformaticsZN2017ZNehZNgkdagld 3 61

356 uNTopologyNPotentialavasedNMethodNforNIdentifyingNyssentialNProteinsNfromNPPINNetworksbN
IEEEtACMcTransactionsconcComputationalcBiologycandcBioinformaticsZN2015ZNefZNgkfalg 3 59

355
UxoNwnNunNulgorithmNforNIdentifyingNyssentialNProteinsNvasedNonNProteinNxomainsNandN
ProteinaProteinNInteractionNNetworksbNIEEEtACMcTransactionsconcComputationalcBiologycandc
BioinformaticsZN2015ZNefZNfkjall

3 57

354 PredictionNofNwircRNuaxiseaseNussociationsNUsingNKuTZNModelNvasedNonNβeterogeneousNNetworksbN
InternationalcJournalcofcBiologicalcSciencesZN2018ZNehZNemidaemim 11.2 57

353 SparseNrepresentationNforNclassificationNofNtumorsNusingNgeneNexpressionNdatabNJournalcofc
BiomedicinecandcBiotechnologyZN2009ZNfddmZNhdgjlm 53

352 xWNNaRLSnNregularizedNleastNsquaresNmethodNforNpredictingNcircRNuadiseaseNassociationsbNBMCc
BioinformaticsZN2018ZNemZNifd 3.6 53

351 womputationalNapproachesNtoNpredictingNessentialNproteinsnNaNsurveybNProteomicscrcClinicalc
ApplicationsZN2013ZNkZNeleamf 3.1 50

350 IdentifyingNessentialNproteinsNfromNactiveNPPINnetworksNconstructedNwithNdynamicNgeneNexpressionbN
BMCcGenomicsZN2015ZNejNSupplNgZNSe 4.5 50

349 ProteinNcomplexNidentificationNthroughNMarkovNclusteringNwithNfireflyNalgorithmNonNdynamicN
proteinâ��proteinNinteractionNnetworksbNInformationcSciencesZN2016ZNgfmZNgdgagej 7.7 49

348 PredictionNofNessentialNproteinsNbasedNonNoverlappingNessentialNmodulesbNIEEEcTransactionsconc
NanobioscienceZN2014ZNegZNheiafh 3.4 49

347 womputationalNapproachesNforNprioritizingNcandidateNdiseaseNgenesNbasedNonNPPINnetworksbN
TsinghuacSciencecandcTechnologyZN2015ZNfdZNiddaief 3.4 48

346 wontrolNperformanceNimprovementNofNaNparallelNrobotNviaNtheNdesignNforNcontrolNapproachbN
MechatronicsZN2004ZNehZNmhkamjh 3 48

345 PWwxunNPathNWeightedNMethodNforNPredictingNcircRNuaxiseaseNussociationsbNInternationalcJournalc
ofcMolecularcSciencesZN2018ZNemZN 6.3 48

344 womplexNvrainNNetworkNunalysisNandNItsNupplicationsNtoNvrainNxisordersnNuNSurveybNComplexityZN2017
ZNfdekZNeafk 1.6 46

343 viomedicalNdataNandNcomputationalNmodelsNforNdrugNrepositioningnNaNcomprehensiveNreviewbN
BriefingscincBioinformaticsZN2021ZNffZNejdhaejem 13.4 45

342 PredictingNessentialNproteinsNbasedNonNsubcellularNlocalizationZNorthologyNandNPPINnetworksbNBMCc
BioinformaticsZN2016ZNekNSupplNlZNfkm 3.6 45

341 SinNLRRnNaNrobustNsubspaceNclusteringNmethodNforNcellNtypeNdetectionNbyNnonanegativeNandNlowarankN
representationbNBioinformaticsZN2019ZNgiZNgjhfagjid 7.2 44
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340 –lobalNandNrobustNstabilityNanalysisNofNgeneticNregulatoryNnetworksNwithNtimeavaryingNdelaysNandN
parameterNuncertaintiesbNIEEEcTransactionsconcBiomedicalcCircuitscandcSystemsZN2011ZNiZNgmeal 5.1 44

339 ProteinaproteinNinteractionsnNdetectionZNreliabilityNassessmentNandNapplicationsbNBriefingscinc
BioinformaticsZN2017ZNelZNkmlalem 13.4 43

338 wytowlusternNuNwytoscapeNPluginNforNwlusterNunalysisNandNVisualizationNofNviologicalNNetworksbN
InternationalcJournalcofcMolecularcSciencesZN2017ZNelZN 6.3 43

337 ProteinaproteinNinteractionNsiteNpredictionNthroughNcombiningNlocalNandNglobalNfeaturesNwithNdeepN
neuralNnetworksbNBioinformaticsZN2020ZNgjZNeeehaeefd 7.2 42

336 TransittabilityNofNcomplexNnetworksNandNitsNapplicationsNtoNregulatoryNbiomolecularNnetworksbN
ScientificcReportsZN2014ZNhZNhlem 4.9 40

335 xNRLMzaMxunPredictingNmicroRNuaxiseaseNussociationsNvasedNonNSimilaritiesNofNmicroRNusNandN
xiseasesbNIEEEtACMcTransactionsconcComputationalcBiologycandcBioinformaticsZN2019ZNejZNfggafhg 3 38

334 uutomatedNIwxamNwodingNviaNuNxeepNLearningNupproachbNIEEEtACMcTransactionsconcComputationalc
BiologycandcBioinformaticsZN2019ZNejZNeemgaefdf 3 38

333 xelayaindependentNstabilityNofNgeneticNregulatoryNnetworksbNIEEEcTransactionsconcNeuralcNetworksZN
2011ZNffZNejliamg 37

332 ImprovingNulzheimerUsNxiseaseNwlassificationNbyNwombiningNMultipleNMeasuresbNIEEEtACMc
TransactionsconcComputationalcBiologycandcBioinformaticsZN2018ZNeiZNejhmaejim 3 36

331 uNfastNandNhighNperformanceNmultipleNdataNintegrationNalgorithmNforNidentifyingNhumanNdiseaseN
genesbNBMCcMedicalcGenomicsZN2015ZNlNSupplNgZNSf 3.7 36

330 RecheckingNtheNwentralityaLethalityNRuleNinNtheNScopeNofNProteinNSubcellularNLocalizationNInteractionN
NetworksbNPLoScONEZN2015ZNedZNedegdkhg 3.7 36

329
uNxeepNLearningNzrameworkNforNIdentifyingNyssentialNProteinsNbyNIntegratingNMultipleNTypesNofN
viologicalNInformationbNIEEEtACMcTransactionsconcComputationalcBiologycandcBioinformaticsZN2021ZN
elZNfmjagdi

3 35

328 deepxrivernNPredictingNwancerNxriverN–enesNvasedNonNSomaticNMutationsNUsingNxeepNwonvolutionalN
NeuralNNetworksbNFrontierscincGeneticsZN2019ZNedZNeg 4.5 34

327 IdentifyingNessentialNproteinsNbasedNonNsubanetworkNpartitionNandNprioritizationNbyNintegratingN
subcellularNlocalizationNinformationbNJournalcofcTheoreticalcBiologyZN2018ZNhhkZNjiakg 2.3 33

326 ulzheimerUsNxiseaseNwlassificationNvasedNonNIndividualNβierarchicalNNetworksNwonstructedNWithNgaxN
TextureNzeaturesbNIEEEcTransactionsconcNanobioscienceZN2017ZNejZNhflahgk 3.4 30

325 xeepNconvolutionalNneuralNnetworkNforNautomaticallyNsegmentingNacuteNischemicNstrokeNlesionNinN
multiamodalityNMRIbNNeuralcComputingcandcApplicationsZN2020ZNgfZNjihiajiil 4.8 30

324 wlassificationNofNSchizophreniaNvasedNonNIndividualNβierarchicalNvrainNNetworksNwonstructedNzromN
StructuralNMRINImagesbNIEEEcTransactionsconcNanobioscienceZN2017ZNejZNjddajdl 3.4 29

323 IdentifyingNwanceraSpecificNcircRNuaRvPNvindingNSitesNvasedNonNxeepNLearningbNMoleculesZN2019ZNfhZN 4.8 29
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322 ImprovingNproteinNfunctionNpredictionNusingNdomainNandNproteinNcomplexesNinNPPINnetworksbNBMCc
SystemscBiologyZN2014ZNlZNgi 3.5 29

321 xiseaseN–eneNPredictionNbyNIntegratingNPPINNetworksZNwlinicalNRNuaSeqNxataNandNOMIMNxatabN
IEEEtACMcTransactionsconcComputationalcBiologycandcBioinformaticsZN2019ZNejZNfffafgf 3 29

320 uNfastNalgorithmNforNnonnegativeNmatrixNfactorizationNandNitsNconvergencebNIEEEcTransactionsconc
NeuralcNetworkscandcLearningcSystemsZN2014ZNfiZNeliiajg 10.3 28

319 IdentifyingNproteinNcomplexesNinNproteinaproteinNinteractionNnetworksNbyNusingNcliqueNseedsNandN
graphNentropybNProteomicsZN2013ZNegZNfjmakk 4.8 28

318 NetworkNoutputNcontrollabilityabasedNmethodNforNdrugNtargetNidentificationbNIEEEcTransactionsconc
NanobioscienceZN2015ZNehZNelhame 3.4 27

317 IntegratingNOmicNxataNwithNaNMultiplexNNetworkabasedNupproachNforNtheNIdentificationNofNwancerN
SubtypesbNIEEEcTransactionsconcNanobioscienceZN2016ZNeiZNggiaghf 3.4 27

316 xeepxSwnNuNxeepNLearningNMethodNtoNPredictNxrugNSensitivityNofNwancerNwellNLinesbNIEEEtACMc
TransactionsconcComputationalcBiologycandcBioinformaticsZN2021ZNelZNikiailf 3 27

315 ynhancingNtheNpredictionNofNdiseaseageneNassociationsNwithNmultimodalNdeepNlearningbN
BioinformaticsZN2019ZNgiZNgkgiagkhf 7.2 26

314 IdentifyingNdiseaseNgenesNbyNintegratingNmultipleNdataNsourcesbNBMCcMedicalcGenomicsZN2014ZNkN
SupplNfZNSf 3.7 26

313 StabilityNandNvifurcationNofNRingaStructuredN–eneticNRegulatoryNNetworksNWithNTimeNxelaysbNIEEEc
TransactionsconcCircuitscandcSystemscI:cRegularcPapersZN2012ZNimZNegefaegfd 3.9 26

312 –eneticNweightedNkameansNalgorithmNforNclusteringNlargeascaleNgeneNexpressionNdatabNBMCc
BioinformaticsZN2008ZNmNSupplNjZNSef 3.6 26

311 xynamicNmodelabasedNclusteringNforNtimeacourseNgeneNexpressionNdatabNJournalcofcBioinformaticsc
andcComputationalcBiologyZN2005ZNgZNlfeagj 1 26

310 wontrolNprinciplesNforNcomplexNbiologicalNnetworksbNBriefingscincBioinformaticsZN2019ZNfdZNffigaffjj 13.4 26

309 xiagnosisNofNuutismNSpectrumNxisorderNvasedNonNyigenvaluesNofNvrainNNetworksbNIEEEcAccessZN2019ZN
kZNeflhkhaeflhlj 3.5 25

308 vOSSnNaNnovelNscaffoldingNalgorithmNbasedNonNanNoptimizedNscaffoldNgraphbNBioinformaticsZN2017ZNggZNejmaekj7.2 25

307 IdentificationNofNhierarchicalNandNoverlappingNfunctionalNmodulesNinNPPINnetworksbNIEEEcTransactionsc
oncNanobioscienceZN2012ZNeeZNgljamg 3.4 25

306 InferenceNofNbiologicalNSasystemNusingNtheNseparableNestimationNmethodNandNtheNgeneticNalgorithmbN
IEEEtACMcTransactionsconcComputationalcBiologycandcBioinformaticsZN2012ZNmZNmiiaji 3 25

305 viX–voostnNaNscalableZNflexibleNboostingabasedNmethodNforNreconstructingNgeneNregulatoryN
networksbNBioinformaticsZN2019ZNgiZNelmgaemdd 7.2 25

(2019-2014)
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304 uttentionNconvolutionalNneuralNnetworkNforNaccurateNsegmentationNandNquantificationNofNlesionsNinN
ischemicNstrokeNdiseasebNMedicalcImagecAnalysisZN2020ZNjiZNedekme 15.4 24

303 yssentialNproteinNdiscoveryNbasedNonNaNcombinationNofNmodularityNandNconservatismbNMethodsZN2016ZN
eedZNihajg 4.6 23

302 xiseaseNgeneNidentificationNbyNusingNgraphNkernelsNandNMarkovNrandomNfieldsbNSciencecChinacLifec
SciencesZN2014ZNikZNedihajg 8.5 23

301 wonstructionNofNRefinedNProteinNInteractionNNetworkNforNPredictingNyssentialNProteinsbNIEEEtACMc
TransactionsconcComputationalcBiologycandcBioinformaticsZN2019ZNejZNegljaegmk 3 23

300 ynhancingNtheNfeatureNrepresentationNofNmultiamodalNMRINdataNbyNcombiningNmultiaviewN
informationNforNMwINclassificationbNNeurocomputingZN2020ZNhddZNgffaggf 5.4 23

299 uNNewNMethodNforNPredictingNProteinNzunctionsNzromNxynamicNWeightedNInteractomeNNetworksbN
IEEEcTransactionsconcNanobioscienceZN2016ZNeiZNegeam 3.4 22

298 STuTyaSPuwyNMOxyLNWITβNTIMyNxyLuYSNzORN–yNyNRy–ULuTORYNNyTWORKSbNJournalcofc
BiologicalcSystemsZN2004ZNefZNhlgaidd 1.6 22

297 yP–unNdeNnovoNassemblyNusingNtheNdistributionsNofNreadsNandNinsertNsizebNBioinformaticsZN2015ZNgeZNlfiagg7.2 21

296 PredictionNofNdiseaseNgenesNusingNtissueaspecifiedNgeneageneNnetworkbNBMCcSystemscBiologyZN2014ZN
lNSupplNgZNSg 3.5 21

295 SVMaRzyNbasedNfeatureNselectionNforNtandemNmassNspectrumNqualityNassessmentbNInternationalc
JournalcofcDatacMiningcandcBioinformaticsZN2011ZNiZNkgall 0.5 21

294 xyLuYaINxyPyNxyNTNSTuvILITYNOzN–yNyTIwNRy–ULuTORYNNyTWORKSNWITβNTIMyNxyLuYSbN
InternationalcJournalcofcModelingpcSimulationpcandcScientificcComputingZN2009ZNefZNgaem 0.8 21

293 MultiaReceptiveazieldNwNNNforNSemanticNSegmentationNofNMedicalNImagesbNIEEEcJournalcofc
BiomedicalcandcHealthcInformaticsZN2020ZNfhZNgfeiagffi 7.2 21

292
uNreliableNneighborabasedNmethodNforNidentifyingNessentialNproteinsNbyNintegratingNgeneN
expressionsZNorthologyZNandNsubcellularNlocalizationNinformationbNTsinghuacSciencecandcTechnologyZN
2016ZNfeZNjjlajkk

3.4 21

291 uutomaticNIwxNcodeNassignmentNofNwhineseNclinicalNnotesNbasedNonNmultilayerNattentionNviRNNbN
JournalcofcBiomedicalcInformaticsZN2019ZNmeZNedgeeh 10.2 21

290 yfficientNmultiakernelNxwNNNwithNpixelNdropoutNforNstrokeNMRINsegmentationbNNeurocomputingZN
2019ZNgidZNeekaefk 5.4 20

289 SxLxunNlncRNuadiseaseNassociationNpredictionNbasedNonNsingularNvalueNdecompositionNandNdeepN
learningbNMethodsZN2020ZNekmZNkgald 4.6 20

288 uNnovelNapproachNtoNdenoisingNionNtrapNtandemNmassNspectrabNProteomecScienceZN2009ZNkZNm 2.6 20

287 xetectingNproteinNcomplexesNfromNxPINsNbyNdensityNbasedNclusteringNwithNPigeonaInspiredN
OptimizationNulgorithmbNSciencecChinacInformationcSciencesZN2016ZNimZNe 3.4 20
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286 OverlapNmatrixNcompletionNforNpredictingNdrugaassociatedNindicationsbNPLoScComputationalcBiologyZN
2019ZNeiZNeeddkihe 5 20

285 wurrentNchallengesNandNsolutionsNofNdeNnovoNassemblybNQuantitativecBiologyZN2019ZNkZNmdaedm 3.9 19

284 xyNetViewernNaNwytoscapeNappNforNdynamicNnetworkNconstructionZNanalysisNandNvisualizationbN
BioinformaticsZN2018ZNghZNeimkaeimm 7.2 19

283 xiscoveringNessentialNproteinsNbasedNonNPPINnetworkNandNproteinNcomplexbNInternationalcJournalcofc
DatacMiningcandcBioinformaticsZN2015ZNefZNfhahg 0.5 19

282 OptimallyaconnectedNhiddenNmarkovNmodelsNforNpredictingNMβwabindingNpeptidesbNJournalcofc
BioinformaticscandcComputationalcBiologyZN2006ZNhZNmimald 1 19

281 uNgroupNLuSSOabasedNmethodNforNrobustlyNinferringNgeneNregulatoryNnetworksNfromNmultipleN
timeacourseNdatasetsbNBMCcSystemscBiologyZN2014ZNlNSupplNgZNSe 3.5 18

280 IdentifyingNproteinNcomplexesNbasedNonNmultipleNtopologicalNstructuresNinNPPINnetworksbNIEEEc
TransactionsconcNanobioscienceZN2013ZNefZNejiakf 3.4 18

279 IdentifyingNdynamicNproteinNcomplexesNbasedNonNgeneNexpressionNprofilesNandNPPINnetworksbN
BioMedcResearchcInternationalZN2014ZNfdehZNgkifjf 3 18

278 womputationalNxrugNRepositioningNwithNRandomNWalkNonNaNβeterogeneousNNetworkbNIEEEtACMc
TransactionsconcComputationalcBiologycandcBioinformaticsZN2019ZNejZNelmdaemdd 3 18

277 PrioritizationNofNorphanNdiseaseacausingNgenesNusingNtopologicalNfeatureNandN–ONsimilarityNbetweenN
proteinsNinNinteractionNnetworksbNSciencecChinacLifecSciencesZN2014ZNikZNedjhake 8.5 17

276 xetectingNproteinNcomplexesNfromNactiveNproteinNinteractionNnetworksNconstructedNwithNdynamicN
geneNexpressionNprofilesbNProteomecScienceZN2013ZNeeZNSfd 2.6 17

275 PrioritizingNxiseaseN–enesNbyNUsingNSearchNyngineNulgorithmbNCurrentcBioinformaticsZN2016ZNeeZNemiafdf 4.7 17

274 VariationalNgraphNautoaencodersNforNmiRNuadiseaseNassociationNpredictionbNMethodsZN2021ZNemfZNfiagh 4.6 17

273
vRWMxunPredictingNMicrobeaxiseaseNussociationsNvasedNonNSimilaritiesNandNviaRandomNWalkNonN
xiseaseNandNMicrobeNNetworksbNIEEEtACMcTransactionsconcComputationalcBiologycandcBioinformatics
ZN2020ZNekZNeimiaejdh

3 16

272 SchizophreniaNIdentificationNUsingNMultiaViewN–raphNMeasuresNofNzunctionalNvrainNNetworksbN
FrontierscincBioengineeringcandcBiotechnologyZN2019ZNkZNhkm 5.8 16

271 wonstrainedNtargetNcontrollabilityNofNcomplexNnetworksbNJournalcofcStatisticalcMechanics:cTheorycandc
ExperimentZN2017ZNfdekZNdjghdf 1.9 16

270 RTaPSMZNaNrealatimeNprogramNforNpeptideaspectrumNmatchingNwithNstatisticalNsignificancebNRapidc
CommunicationscincMasscSpectrometryZN2006ZNfdZNeemmafdl 2.2 16

269 wontrollabilityNandNItsNupplicationsNtoNviologicalNNetworksbNJournalcofcComputercSciencecandc
TechnologyZN2019ZNghZNejagh 1.7 15

(2019-2019)
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268 IdentifyingNIndividualawanceraRelatedN–enesNbyNRebalancingNtheNTrainingNSamplesbNIEEEcTransactionsc
oncNanobioscienceZN2016ZNeiZNgdmagei 3.4 15

267 QualityNassessmentNofNpeptideNtandemNmassNspectrabNBMCcBioinformaticsZN2008ZNmNSupplNjZNSeg 3.6 15

266 unalysisNofNSingleawellNRNuaseqNxataNbyNwlusteringNupproachesbNCurrentcBioinformaticsZN2019ZNehZNgehagff4.7 15

265 IdentificationNofNProteinNwomplexesNbyNUsingNaNSpatialNandNTemporalNuctiveNProteinNInteractionN
NetworkbNIEEEtACMcTransactionsconcComputationalcBiologycandcBioinformaticsZN2020ZNekZNlekalfk 3 15

264 wonstructingNxiseaseNSimilarityNNetworksNvasedNonNxiseaseNModuleNTheorybNIEEEtACMcTransactionsc
oncComputationalcBiologycandcBioinformaticsZN2020ZNekZNmdjamei 3 15

263 PywwnNworrectingNcontigsNbasedNonNpairedaendNreadNdistributionbNComputationalcBiologycandc
ChemistryZN2017ZNjmZNeklaelh 3.6 14

262 xMzLxunNuNxeepNLearningNzrameworkNforNPredictingNlncRNuaxiseaseNussociationsbNIEEEtACMc
TransactionsconcComputationalcBiologycandcBioinformaticsZN2021ZNelZNfgigafgjg 3 14

261 MinimumNsteeringNnodeNsetNofNcomplexNnetworksNandNitsNapplicationsNtoNbiomolecularNnetworksbNIETc
SystemscBiologyZN2016ZNedZNeejafg 1.4 14

260 urtificialNzishNSwarmNOptimizationNvasedNMethodNtoNIdentifyNyssentialNProteinsbNIEEEtACMc
TransactionsconcComputationalcBiologycandcBioinformaticsZN2020ZNekZNhmiaidi 3 14

259 xeNnovoNassemblyNmethodsNforNnextNgenerationNsequencingNdatabNTsinghuacSciencecandcTechnologyZN
2013ZNelZNiddaieh 3.4 14

258 upplicationsNofNgraphNtheoryNinNproteinNstructureNidentificationbNProteomecScienceZN2011ZNmNSupplNeZNSek 2.6 14

257 xeepyPnNaNdeepNlearningNframeworkNforNidentifyingNessentialNproteinsbNBMCcBioinformaticsZN2019ZN
fdZNidj 3.6 14

256 unNinterpretableNboostingNmodelNtoNpredictNsideNeffectsNofNanalgesicsNforNosteoarthritisbNBMCc
SystemscBiologyZN2018ZNefZNedi 3.5 14

255 IdentificationNofNproteinNcomplexesNfromNmultiarelationshipNproteinNinteractionNnetworksbNHumanc
GenomicsZN2016ZNedNSupplNfZNek 6.8 13

254 SpritesnNdetectionNofNdeletionsNfromNsequencingNdataNbyNreaaligningNsplitNreadsbNBioinformaticsZN2016
ZNgfZNekllamj 7.2 13

253 ImprovedNflowerNpollinationNalgorithmNforNidentifyingNessentialNproteinsbNBMCcSystemscBiologyZN2018
ZNefZNhj 3.5 13

252 SxTRLSnNPredictingNxrugaTargetNInteractionsNforNwomplexNxiseasesNvasedNonNwhemicalN
SubstructuresbNComplexityZN2017ZNfdekZNeaed 1.6 13

251 RobustNandNglobalNdelayadependentNstabilityNforNgeneticNregulatoryNnetworksNwithNparameterN
uncertaintiesbNIEEEcTransactionsconcNanobioscienceZN2012ZNeeZNfieal 3.4 13
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250 uIMuzynNuutismNspectrumNdisorderNidentificationNwithNmultiaatlasNdeepNfeatureNrepresentationNandN
ensembleNlearningbNJournalcofcNeurosciencecMethodsZN2020ZNghgZNedllhd 3 13

249 ImprovingNdeNnovoNussemblyNvasedNonNReadNwlassificationbNIEEEtACMcTransactionsconc
ComputationalcBiologycandcBioinformaticsZN2020ZNekZNekkaell 3 13

248 xiagnosisNofNuutismNSpectrumNxisorderNvasedNonNzunctionalNvrainNNetworksNwithNxeepNLearningbN
JournalcofcComputationalcBiologyZN2021ZNflZNehjaeji 1.7 13

247 TopologyNpotentialNbasedNseedagrowthNmethodNtoNidentifyNproteinNcomplexesNonNdynamicNPPINdatabN
InformationcSciencesZN2018ZNhfiZNehdaeig 7.7 12

246 PredictionNofNdiseasearelatedNgenesNbasedNonNweightedNtissueaspecificNnetworksNbyNusingNxNuN
methylationbNBMCcMedicalcGenomicsZN2014ZNkNSupplNfZNSh 3.7 12

245 MiningZNmodelingZNandNevaluationNofNsubnetworksNfromNlargeNbiomolecularNnetworksNandNitsN
comparisonNstudybNIEEEcTransactionsconcInformationcTechnologycincBiomedicineZN2009ZNegZNelhamh 12

244 PredictingNnovelNwircRNuadiseaseNassociationsNbasedNonNrandomNwalkNandNlogisticNregressionNmodelbN
ComputationalcBiologycandcChemistryZN2020ZNlkZNedkflk 3.6 12

243 xeepNconvolutionalNneuralNnetworkNforNaccurateNsegmentationNandNquantificationNofNwhiteNmatterN
hyperintensitiesbNNeurocomputingZN2020ZNglhZNfgeafhf 5.4 12

242 xxI–IPnNpredictingNdrugadrugNinteractionsNbasedNonN–aussianNinteractionNprofileNkernelsbNBMCc
BioinformaticsZN2019ZNfdZNigl 3.6 12

241 MwβMxunPredictingNMicrobeaxiseaseNussociationsNvasedNonNSimilaritiesNandNLowaRankNMatrixN
wompletionbNIEEEtACMcTransactionsconcComputationalcBiologycandcBioinformaticsZN2021ZNelZNjeeajfd 3 12

240 viomolecularNNetworkNwontrollabilityNWithNxrugNvindingNInformationbNIEEEcTransactionsconc
NanobioscienceZN2017ZNejZNgfjaggf 3.4 11

239 waxyVunNxetectionZNevaluationZNvisualizationNandNannotationNofNclustersNfromNbiologicalNnetworksbN
BioSystemsZN2016ZNeidZNklalj 1.9 11

238 whargeNstateNdeterminationNofNpeptideNtandemNmassNspectraNusingNsupportNvectorNmachineNVSVMWbN
IEEEcTransactionsconcInformationcTechnologycincBiomedicineZN2010ZNehZNiifal 11

237 InferenceNofN–eneNRegulatoryNNetworksNandNitsNValidationbNCurrentcBioinformaticsZN2007ZNfZNegmaehh 4.7 11

236 wontrolNofNhybridNMachinesNwithNfaxOzNforNtrajectoryNtrackingNproblemsbNIEEEcTransactionsconc
ControlcSystemscTechnologyZN2005ZNegZNgglaghf 4.8 11

235 M–TaSMnNuNMethodNforNwonstructingNwellularNSignalNTransductionNNetworksbNIEEEtACMcTransactionsc
oncComputationalcBiologycandcBioinformaticsZN2019ZNejZNhekahfh 3 11

234 xeepNMatrixNzactorizationNImprovesNPredictionNofNβumanNwircRNuaxiseaseNussociationsbNIEEEc
JournalcofcBiomedicalcandcHealthcInformaticsZN2021ZNfiZNlmealmm 7.2 11

233 uNβybridNwlusteringNulgorithmNforNIdentifyingNwellNTypesNfromNSingleawellNRNuaSeqNxatabNGenesZN
2019ZNedZN 4.2 10

(2019-2020)
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232 PredictingNβumanNlncRNuaxiseaseNussociationsNvasedNonN–eometricNMatrixNwompletionbNIEEEc
JournalcofcBiomedicalcandcHealthcInformaticsZN2020ZNfhZNfhfdafhfm 7.2 10

231 NetyPxnNuNnetworkabasedNessentialNproteinNdiscoveryNplatformbNTsinghuacSciencecandcTechnologyZN
2020ZNfiZNihfaiif 3.4 10

230 PredictingNProteinNwomplexesNinNWeightedNxynamicNPPINNetworksNvasedNonNIwSwbNComplexityZN2017ZN
fdekZNeaee 1.6 10

229 SymmetryNcompressionNmethodNforNdiscoveringNnetworkNmotifsbNIEEEtACMcTransactionsconc
ComputationalcBiologycandcBioinformaticsZN2012ZNmZNekkjalm 3 10

228 –eneNRegulatoryNNetworkNmodellingnNaNstateaspaceNapproachbNInternationalcJournalcofcDatacMiningc
andcBioinformaticsZN2008ZNfZNeaeh 0.5 10

227 unNynsembleNMethodNtoNReconstructN–eneNRegulatoryNNetworksNvasedNonNMultivariateNudaptiveN
RegressionNSplinesbNIEEEtACMcTransactionsconcComputationalcBiologycandcBioinformaticsZN2021ZNelZNghkagih3 10

226 MMβ–ynNdetectingNmildNcognitiveNimpairmentNbasedNonNmultiaatlasNmultiaviewNhybridNgraphN
convolutionalNnetworksNandNensembleNlearningbNClustercComputingZN2021ZNfhZNedgaeeg 2.1 10

225 uNnovelNmethodNofNgeneNregulatoryNnetworkNstructureNinferenceNfromNgeneNknockaoutNexpressionN
databNTsinghuacSciencecandcTechnologyZN2019ZNfhZNhhjahii 3.4 9

224 ySTIMuTIONNOzNwONTROLNyNyR–YNuNxNwONTROLNSTRuTy–IySNzORNwOMPLyXNNyTWORKSbN
InternationalcJournalcofcModelingpcSimulationpcandcScientificcComputingZN2015ZNelZNeiiddel 0.8 9

223 wytowtrlunalysernNaNwytoscapeNappNforNbiomolecularNnetworkNcontrollabilityNanalysisbNBioinformaticsZN
2018ZNghZNehflaehgd 7.2 9

222 NovoβwxnNdeNnovoNpeptideNsequencingNfromNβwxNspectrabNIEEEcTransactionsconcNanobioscienceZN
2014ZNegZNjiakf 3.4 9

221 TwoNrecursiveNleastNsquaresNparameterNestimationNalgorithmsNforNmultirateNmultipleainputNsystemsN
byNusingNtheNauxiliaryNmodelbNMathematicscandcComputerscincSimulationZN2012ZNlfZNkkkaklm 3.3 9

220 ReverseNengineeringNofNgeneNregulatoryNnetworksNfromNbiologicalNdatabNWileycInterdisciplinaryc
Reviews:cDatacMiningcandcKnowledgecDiscoveryZN2012ZNfZNgjiagli 6.9 9

219 ProteinNInferenceNbyNussemblingNPeptidesNIdentifiedNfromNTandemNMassNSpectrabNCurrentc
BioinformaticsZN2009ZNhZNffjafgg 4.7 9

218 xomainNcontrolNofNnonlinearNnetworkedNsystemsNandNapplicationsNtoNcomplexNdiseaseNnetworksbN
DiscretecandcContinuouscDynamicalcSystemscrcSeriescBZN2017ZNffZNfejmaffdj 1.3 9

217 –apReducenNaNgapNfillingNalgorithmNbasedNonNpartitionedNreadNsetsbNIEEEtACMcTransactionsconc
ComputationalcBiologycandcBioinformaticsZN2018ZN 3 9

216 MywnNMisassemblyNyrrorNworrectionNinNcontigsNbasedNonNdistributionNofNpairedaendNreadsNandN
statisticsNofN–wacontentsbNIEEEtACMcTransactionsconcComputationalcBiologycandcBioinformaticsZN2018ZN 3 9

215 unNyfficientNTrimmingNulgorithmNbasedNonNMultiazeatureNzusionNScoringNModelNforNN–SNxatabN
IEEEtACMcTransactionsconcComputationalcBiologycandcBioinformaticsZN2020ZNekZNkflakgl 3 9

Fang-Xiang Wu
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214 yP–ufnNmemoryaefficientNdeNnovoNassemblerbNBioinformaticsZN2015ZNgeZNgmllamd 7.2 8

213 xrugadrugNsimilarityNmeasureNandNitsNapplicationsbNBriefingscincBioinformaticsZN2021ZNffZN 13.4 8

212 MamatrixabasedNstabilityNconditionsNforNgeneticNregulatoryNnetworksNwithNtimeavaryingNdelaysNandN
noiseNperturbationsbNIETcSystemscBiologyZN2013ZNkZNfehaff 1.4 8

211 SwOPnNaNnovelNscaffoldingNalgorithmNbasedNonNcontigNclassificationNandNoptimizationbNBioinformaticsZN
2019ZNgiZNeehfaeeid 7.2 8

210 wuSNMznNuNwonvergedNulgorithmNforNsymmetricalNnonnegativeNmatrixNfactorizationbN
NeurocomputingZN2018ZNfkiZNfdgeafdhd 5.4 8

209 uNdataadrivenNclusteringNrecommendationNmethodNforNsingleacellNRNuasequencingNdatabNTsinghuac
SciencecandcTechnologyZN2021ZNfjZNkkfaklm 3.4 8

208 IdentifyingNxiseasea–eneNussociationsNWithN–raphaRegularizedNManifoldNLearningbNFrontierscinc
GeneticsZN2019ZNedZNfkd 4.5 7

207 ProteinNcomplexNdetectionNbasedNonNflowerNpollinationNmechanismNinNmultiarelationNreconstructedN
dynamicNproteinNnetworksbNBMCcBioinformaticsZN2019ZNfdZNege 3.6 7

206 PrioritizingNwancerN–enesNvasedNonNanNImprovedNRandomNWalkNMethodbNFrontierscincGeneticsZN2020ZN
eeZNgkk 4.5 7

205 uNxeepNLearningNzrameworkNforN–eneNOntologyNunnotationsNWithNSequenceaNandNNetworkavasedN
InformationbNIEEEtACMcTransactionsconcComputationalcBiologycandcBioinformaticsZN2021ZNelZNffdlaffek 3 7

204 iOPTIwSa–SONforNidentifyingNproteinNcomplexesNfromNdynamicNPPINnetworksbNBMCcMedicalcGenomicsZN
2017ZNedZNld 3.7 7

203 xoublealayerNclusteringNmethodNtoNpredictNproteinNcomplexesNbasedNonNpoweralawNdistributionNandN
proteinNsublocalizationbNJournalcofcTheoreticalcBiologyZN2016ZNgmiZNeljaemg 2.3 7

202 TargetingNTRPVeNonNcellularNplasticityNregulatedNbyNOvolNfNandNZebNeNinNhepatocellularNcarcinomabN
BiomedicinecandcPharmacotherapyZN2019ZNeelZNedmfkd 7.5 7

201 xetectingNconservedNproteinNcomplexesNusingNaNdividingaandamatchingNalgorithmNandNunequallyN
lenientNcriteriaNforNnetworkNcomparisonbNAlgorithmscforcMolecularcBiologyZN2015ZNedZNfe 1.8 7

200 uNlogisticNregressionNbasedNalgorithmNforNidentifyingNhumanNdiseaseNgenesN2014ZN 7

199 zeaturesabasedNdeisotopingNmethodNforNtandemNmassNspectrabNAdvancescincBioinformaticsZN2011ZN
fdeeZNfedldi 5.5 7

198 UsingNaNstateaspaceNmodelNandNlocationNanalysisNtoNinferNtimeadelayedNregulatoryNnetworksbNEurasipc
JournalconcBioinformaticscandcSystemscBiologyZN2009ZNhlhjde 7

197 zindingNSignificantlyNyxpressedNgenesNfromNtimeacourseNexpressionNprofilesbNInternationalcJournalcofc
BioinformaticscResearchcandcApplicationsZN2009ZNiZNidajg 0.9 7

(2009-2015)
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196 miRTRSnNuNRecommendationNulgorithmNforNPredictingNmiRNuNTargetsbNIEEEtACMcTransactionsconc
ComputationalcBiologycandcBioinformaticsZN2020ZNekZNedgfaedhe 3 7

195 uNdiseaseNinferenceNmethodNbasedNonNsymptomNextractionNandNbidirectionalNLongNShortNTermN
MemoryNnetworksbNMethodsZN2020ZNekgZNkialf 4.6 7

194 IdentifyingNtheNtissuesaofaoriginNofNcirculatingNcellafreeNxNusNisNaNpromisingNwayNinNnoninvasiveN
diagnosticsbNBriefingscincBioinformaticsZN2021ZNffZN 13.4 7

193 βighaRiskNPredictionNofNwardiovascularNxiseasesNviaNuttentionavasedNxeepNNeuralNNetworksbN
IEEEtACMcTransactionsconcComputationalcBiologycandcBioinformaticsZN2021ZNelZNedmgaeedi 3 7

192 uNNovelNxrugNRepositioningNupproachNvasedNonNwollaborativeNMetricNLearningbNIEEEtACMc
TransactionsconcComputationalcBiologycandcBioinformaticsZN2021ZNelZNhjgahke 3 7

191 xPwMNynNdetectingNproteinNcomplexesNfromNproteinaproteinNinteractionNnetworksNviaNmultialevelN
networkNembeddingbNIEEEtACMcTransactionsconcComputationalcBiologycandcBioinformaticsZN2021ZNPPZN 3 7

190 uNxeepNLearningNzrameworkNforNIdentifyingNyssentialNProteinsNvasedNonNProteinaProteinNInteractionN
NetworkNandN–eneNyxpressionNxataN2018ZN 7

189 uNNovelNworeauttachmentavasedNMethodNtoNIdentifyNxynamicNProteinNwomplexesNvasedNonN–eneN
yxpressionNProfilesNandNPPINNetworksbNProteomicsZN2019ZNemZNeelddefm 4.8 6

188 IdentificationNofNyssentialNProteinsNvasedNonNImprovedNβITSNulgorithmbNGenesZN2019ZNedZN 4.2 6

187 xeepNbeliefNnetworkavasedNMatrixNzactorizationNModelNforNMicroRNuaxiseaseNussociationsN
PredictionbNEvolutionarycBioinformaticsZN2020ZNejZNeekjmghgfdmemkdk 1.9 6

186 uNnovelNscaffoldingNalgorithmNbasedNonNcontigNerrorNcorrectionNandNpathNextensionbNIEEEtACMc
TransactionsconcComputationalcBiologycandcBioinformaticsZN2018ZN 3 6

185 PredictingNessentialNproteinsNfromNproteinaproteinNinteractionsNusingNorderNstatisticsbNJournalcofc
TheoreticalcBiologyZN2019ZNhldZNfkhaflg 2.3 6

184 unNunsupervisedNmachineNlearningNmethodNforNassessingNqualityNofNtandemNmassNspectrabNProteomec
ScienceZN2012ZNedNSupplNeZNSef 2.6 6

183 RobustNidentificationNmethodNforNnonlinearNmodelNstructuresNandNitsNapplicationNtoN
highaperformanceNaircraftbNInternationalcJournalcofcSystemscScienceZN2013ZNhhZNedhdaedie 2.3 6

182 UnifyingNproteinNinferenceNandNpeptideNidentificationNwithNfeedbackNtoNupdateNconsistencyN
betweenNpeptidesbNProteomicsZN2013ZNegZNfgmahk 4.8 6

181 womputationalNMethodsNtoNPredictNProteinNzunctionsNfromNProteinaProteinNInteractionNNetworksbN
CurrentcProteincandcPeptidecScienceZN2017ZNelZNeefdaeege 2.8 6

180 uNtwoastepNlogisticNregressionNalgorithmNforNidentifyingNindividualacancerarelatedNgenesN2015ZN 6

179 uvwNandNIzwnNmodulesNdetectionNmethodNforNPPINnetworkbNBioMedcResearchcInternationalZN2014ZN
fdehZNmjlekg 3 6

Fang-Xiang Wu
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178 QualityNassessmentNofNtandemNmassNspectraNusingNsupportNvectorNmachineNVSVMWbNBMCc
BioinformaticsZN2009ZNedNSupplNeZNShm 3.6 6

177 RecentNxevelopmentsNinNwomputationalNMethodsNforNxeNNovoNPeptideNSequencingNfromNTandemN
MassNSpectrometryNVMScMSWbNProteincandcPeptidecLettersZN2015ZNffZNmlgame 1.9 6

176 ImprovingNcircRNuadiseaseNassociationNpredictionNbyNsequenceNandNontologyNrepresentationsNwithN
convolutionalNandNrecurrentNneuralNnetworksbNBioinformaticsZN2020ZN 7.2 6

175 uutoencoderNvasedNMethodsNforNxiagnosisNofNuutismNSpectrumNxisorderbNLecturecNotescincComputerc
ScienceZN2020ZNgmaie 0.9 6

174 MultiMotifMakernNuNMultiaThreadNToolNforNIdentifyingNxNuNMethylationNMotifsNfromNPacbioNReadsbN
IEEEtACMcTransactionsconcComputationalcBiologycandcBioinformaticsZN2020ZNekZNffdaffi 3 6

173 uN–eneNRankNvasedNupproachNforNSingleNwellNSimilarityNussessmentNandNwlusteringbNIEEEtACMc
TransactionsconcComputationalcBiologycandcBioinformaticsZN2021ZNelZNhgeahhf 3 6

172 MxIPunNaNmicroRNuadrugNinteractionNpredictionNapproachNbasedNonNnonanegativeNmatrixN
factorizationbNBioinformaticsZN2020ZNgjZNidjeaidjk 7.2 5

171 womputationalNupproachesNforNTranscriptomeNussemblyNvasedNonNSequencingNTechnologiesbN
CurrentcBioinformaticsZN2020ZNeiZNfaej 4.7 5

170 wharacterizingNdynamicNregulatoryNprogramsNinNmouseNlungNdevelopmentNandNtheirNpotentialN
associationNwithNtumourigenesisNviaNmiRNuaTzamRNuNcircuitsbNBMCcSystemscBiologyZN2013ZNkNSupplNfZNSee3.5 5

169 PropertiesNofNsparseNpenaltiesNonNinferringNgeneNregulatoryNnetworksNfromNtimeacourseNgeneN
expressionNdatabNIETcSystemscBiologyZN2015ZNmZNejafh 1.4 5

168 ystimatingNparametersNofNSasystemsNbyNanNauxiliaryNfunctionNguidedNcoordinateNdescentNmethodbN
SystemscSciencecandcControlcEngineeringZN2014ZNfZNefiaegh 2 5

167 StateNobserverNdesignNforNdelayedNgeneticNregulatoryNnetworksbNComputationalcandcMathematicalc
MethodscincMedicineZN2014ZNfdehZNkjeijf 2.8 5

166 PredictingNbetaaturnsNinNproteinsNusingNsupportNvectorNmachinesNwithNfractionalNpolynomialsbN
ProteomecScienceZN2013ZNeeZNSi 2.6 5

165 PeptideNchargeNstateNdeterminationNofNtandemNmassNspectraNfromNlowaresolutionNcollisionNinducedN
dissociationbNProteomecScienceZN2011ZNmNSupplNeZNSg 2.6 5

164 SeparableNParameterNystimationNMethodNforNNonlinearNviologicalNSystemsN2009ZN 5

163 StabilityNanalysisNofNgeneticNregulatoryNnetworksNwithNmultipleNtimeNdelaysbNAnnualcInternationalc
ConferencecofcthecIEEEcEngineeringcincMedicinecandcBiologycSocietyZN2007ZNfddkZNeglkamd 5

162 uN–eneticNKameansNwlusteringNulgorithmNuppliedNtoN–eneNyxpressionNxatabNLecturecNotescinc
ComputercScienceZN2003ZNifdaifj 0.9 5

161 upplicationsNofNRandomNWalkNModelNonNviologicalNNetworksbNCurrentcBioinformaticsZN2016ZNeeZNfeeaffd 4.7 5

(2016-2009)
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160 xeepNlearningNforNbrainNdisorderNdiagnosisNbasedNonNfMRINimagesbNNeurocomputingZN2020ZN 5.4 5

159 KuIwxnNuNknowledgeNattentionabasedNdeepNlearningNframeworkNforNautomaticNIwxNcodingbN
NeurocomputingZN2020ZNhjmZNgkjagkj 5.4 5

158 IILLSnNpredictingNvirusareceptorNinteractionsNbasedNonNsimilarityNandNsemiasupervisedNlearningbNBMCc
BioinformaticsZN2019ZNfdZNjie 3.6 5

157 xetectingNproteinNcomplexNbasedNonNhierarchicalNcompressingNnetworkNembeddingN2019ZN 5

156 xrugatargetNinteractionNpredictionNusingNmultiaheadNselfaattentionNandNgraphNattentionNnetworkbN
IEEEtACMcTransactionsconcComputationalcBiologycandcBioinformaticsZN2021ZNPPZN 3 5

155 xeepLncLocnNaNdeepNlearningNframeworkNforNlongNnonacodingNRNuNsubcellularNlocalizationN
predictionNbasedNonNsubsequenceNembeddingbNBriefingscincBioinformaticsZN2021ZN 13.4 5

154 whineseNclinicalNnamedNentityNrecognitionNviaNmultiaheadNselfaattentionNbasedNviLSTMawRzbbNArtificialc
IntelligencecincMedicineZN2022ZNefkZNedfflf 7.4 5

153 NovoyxxnNxeNnovoNPeptideNSequencingNforNyTxcywxNSpectrabNIEEEtACMcTransactionsconc
ComputationalcBiologycandcBioinformaticsZN2017ZNehZNggkaghh 3 4

152 xetectingNSNPNcombinationsNdiscriminatingNhumanNpopulationsNfromNβapMapNdatabNIEEEc
TransactionsconcNanobioscienceZN2015ZNehZNffdal 3.4 4

151 uLSvMznNPredictingNlncRNuaxiseaseNussociationsNbyNulternatingNLeastNSquaresNvasedNonNMatrixN
zactorizationbNIEEEcAccessZN2020ZNlZNfjemdafjeml 3.5 4

150 PredictingNdrugadrugNinteractionsNbasedNonNintegratedNsimilarityNandNsemiasupervisedNlearningbN
IEEEtACMcTransactionsconcComputationalcBiologycandcBioinformaticsZN2020ZN 3 4

149 xeNnovoNpeptideNsequencingNusingNwIxNandNβwxNspectraNpairsbNProteomicsZN2016ZNejZNfjeiafjfh 4.8 4

148 zeatureNSelectionNviaNSwarmNIntelligenceNforNxeterminingNProteinNyssentialitybNMoleculesZN2018ZNfgZN 4.8 4

147 PredictingN–eneaxiseaseNussociationsNwithNManifoldNLearningbNLecturecNotescincComputercScienceZN
2018ZNfjiafke 0.9 4

146 unNimprovedNpeptideaspectralNmatchingNalgorithmNthroughNdistributedNsearchNoverNmultipleNcoresN
andNmultipleNwPUsbNProteomecScienceZN2014ZNefZNel 2.6 4

145 InferenceNofNgeneNregulatoryNsubnetworksNfromNtimeNcourseNgeneNexpressionNdatabNBMCc
BioinformaticsZN2012ZNegNSupplNmZNSg 3.6 4

144 PrioritizingNhumanNdiseaseNgenesNbyNmultipleNdataNintegrationN2013ZN 4

143 PrioritizationNofNcandidateNgenesNbasedNonNdiseaseNsimilarityNandNproteinUsNproximityNinNPPIN
networksN2013ZN 4
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142 PredictingNdrugatargetNinteractionNbasedNonNsequenceNandNstructureNinformationbN
IFACrPapersOnLineZN2015ZNhlZNefaej 0.7 4

141 wlusteringNPPINdataNbyNcombiningNzuNandNSβwNmethodbNBMCcGenomicsZN2015ZNejNSupplNgZNSg 4.5 4

140 uNzrameworkNofNxeNNovoNPeptideNSequencingNforNMultipleNTandemNMassNSpectrabNIEEEcTransactionsc
oncNanobioscienceZN2015ZNehZNhklahlh 3.4 4

139 IdentificationNofNyssentialNProteinsNbyNUsingNwomplexesNandNInteractionNNetworkbNLecturecNotescinc
ComputercScienceZN2014ZNfiiafji 0.9 4

138 NewNglobalNstabilityNconditionsNforNgeneticNregulatoryNnetworksNwithNtimeavaryingNdelaysN2012ZN 4

137 uNfeedbackNframeworkNforNproteinNinferenceNwithNpeptidesNidentifiedNfromNtandemNmassNspectrabN
ProteomecScienceZN2012ZNedZNjl 2.6 4

136
IdentificationNofNgeneNregulatoryNnetworksNfromNtimeNcourseNgeneNexpressionNdatabNAnnualc
InternationalcConferencecofcthecIEEEcEngineeringcincMedicinecandcBiologycSocietycIEEEcEngineeringcinc
MedicinecandcBiologycSocietycAnnualcInternationalcConferenceZN2010ZNfdedZNkmial

0.9 4

135 unNImprovedN–raphNyntropyabasedNMethodNforNIdentifyingNProteinNwomplexesN2011ZN 4

134 QualityNussessmentNofNTandemNMassNSpectraNbyNUsingNaNWeightedNKaMeansbNClinicalcProteomicsZN
2009ZNiZNeiaff 5 4

133 –loballyNdelayaindependentNstabilityNofNringastructuredNgeneticNregulatoryNnetworksN2011ZN 4

132 zeatureNSelectionNforNTandemNMassNSpectrumNQualityNussessmentN2008ZN 4

131 N2008ZN 4

130 –uTwxunNPredictingNcircRNuaxiseaseNussociationsNvasedNonN–raphNuttentionNNetworkbNCancersZN
2021ZNegZN 6.6 4

129 wonstructionNofNtheNspatialNandNtemporalNactiveNproteinNinteractionNnetworkNforNidentifyingNproteinN
complexesN2016ZN 4

128 uNnetworkNclusteringNbasedNfeatureNselectionNstrategyNforNclassifyingNautismNspectrumNdisorderbN
BMCcMedicalcGenomicsZN2019ZNefZNeig 3.7 4

127 LncRNuâ��diseaseNassociationNpredictionNthroughNcombiningNlinearNandNnonalinearNfeaturesNwithN
matrixNfactorizationNandNdeepNlearningNtechniquesN2019ZN 4

126 uNsurveyNonNpredictingNmicrobeadiseaseNassociationsnNbiologicalNdataNandNcomputationalNmethodsbN
BriefingscincBioinformaticsZN2021ZNffZN 13.4 4

125 PySMnNpredictingNtheNessentialityNofNmiRNusNbasedNonNgradientNboostingNmachinesNandNsequencesbN
BMCcBioinformaticsZN2020ZNfeZNeee 3.6 3

(2020-2015)
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124 ynsembleNdiseaseNgeneNpredictionNbyNclinicalNsampleabasedNnetworksbNBMCcBioinformaticsZN2020ZNfeZNkm 3.6 3

123 yvaluationNofNPathwayNuctivationNforNaNSingleNSampleNTowardNInflammatoryNvowelNxiseaseN
wlassificationbNFrontierscincGeneticsZN2019ZNedZNehde 4.5 3

122 zUNMarkernNzusionNNetworkavasedNMethodNtoNIdentifyNPrognosticNandNβeterogeneousNvreastN
wancerNviomarkersbNIEEEtACMcTransactionsconcComputationalcBiologycandcBioinformaticsZN2021ZNelZNfhlgafhme3 3

121 Multi–uideScannNaNmultiaprocessingNtoolNforNdesigningNwRISPRNguideNRNuNlibrariesbNBioinformaticsZN
2020ZNgjZNmfdamfe 7.2 3

120 PeptideNidentificationNbasedNonNfuzzyNclassificationNandNclusteringbNProteomecScienceZN2013ZNeeZNSed 2.6 3

119 PredictingN˛†aturnsNinNproteinNusingNkernelNlogisticNregressionbNBioMedcResearchcInternationalZN2013ZN
fdegZNlkdgkf 3 3

118 StabilityNandNbifurcationNanalysisNofNmodelsNforNzebrafishNsomitogenesisbNIEEEcTransactionsconc
NanobioscienceZN2011ZNedZNfgmahk 3.4 3

117 NonlinearNmodelabasedNmethodNforNclusteringNperiodicallyNexpressedNgenesbNScientificcWorldc
JournalpcTheZN2011ZNeeZNfdieaje 2.2 3

116
StatisticalNunalysisNofNMascotNPeptideNIdentificationNwithNuctiveNLogisticNRegressionbNInternationalc
ConferenceconcBioinformaticscandcBiomedicalcEngineering:c[proceedings]cInternationalcConferenceconc
BioinformaticscandcBiomedicalcEngineeringZN2010ZN

3

115 ystimationNofNparametersNinNrationalNreactionNratesNofNmolecularNbiologicalNsystemsNviaNweightedN
leastNsquaresbNInternationalcJournalcofcSystemscScienceZN2010ZNheZNkgald 2.3 3

114 unNadaptiveNapproachNtoNdenoisingNtandemNmassNspectraN2010ZN 3

113 MiningNandNstateaspaceNmodelingNandNverificationNofNsubanetworksNfromNlargeascaleNbiomolecularN
networksbNBMCcBioinformaticsZN2007ZNlZNgfh 3.6 3

112 ystimationNofNparametersNinNtheNlinearafractionalNmodelsbNAnnualcInternationalcConferencecofcthec
IEEEcEngineeringcincMedicinecandcBiologycSocietyZN2007ZNfddkZNedljam 3

111 InferringNgeneNregulatoryNnetworksNwithNtimeNdelaysNusingNaNgeneticNalgorithmbNIETcSystemscBiologyZN
2005ZNeifZNjkakh 3

110 N2006ZN 3

109 uNReviewNofNxrugNRepositioningNvasedNwhemicalainducedNwellNLineNyxpressionNxatabNCurrentc
MedicinalcChemistryZN2020ZNfkZNighdaigid 4.3 3

108 PredictingNdrugadrugNinteractionsNbyNgraphNconvolutionalNnetworkNwithNmultiakernelbNBriefingscinc
BioinformaticsZN2021ZN 13.4 3

107 MatrixNxecompositionNMethodsNinNvioinformaticsbNCurrentcBioinformaticsZN2013ZNlZNfimafjj 4.7 3
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106 xiagnosisNofNuSxNfromNrsafMRINImagesNvasedNonNvrainNxynamicNNetworksbNLecturecNotescinc
ComputercScienceZN2020ZNejjaekk 0.9 3

105 Novo–MyTnNxeNNovoNPeptideNSequencingNUsingN–raphsNwithNMultipleNydgeNTypesNV–MyTWNforN
yTxcywxNSpectrabNLecturecNotescincComputercScienceZN2014ZNfddafee 0.9 3

104 IdentifyingNproteinNcomplexesNinNdynamicNproteinaproteinNinteractionNnetworksNbasedNonNwuckooN
SearchNalgorithmN2016ZN 3

103 zindingNwommunityNModulesNofNvrainNNetworksNvasedNonNPSONwithNUniformNxesignbNBioMedc
ResearchcInternationalZN2019ZNfdemZNhmkmilf 3 3

102 PredictingNmiRNuaxiseaseNussociationsNvasedNonNMultiaViewNVariationalN–raphNuutoayncoderNwithN
MatrixNzactorizationbNIEEEcJournalcofcBiomedicalcandcHealthcInformaticsZN2021ZNPPZN 7.2 3

101 xiseaseNInferenceNwithNSymptomNyxtractionNandNvidirectionalNRecurrentNNeuralNNetworkN2018ZN 3

100 βumanNProteinNwomplexNSignaturesNforNxrugNRepositioningN2019ZN 2

99 IxNxxInNunNIntegratedNxrugNSimilarityNNetworkNMethodNforNPredictingNxrugaxrugNInteractionsbN
LecturecNotescincComputercScienceZN2019ZNlmamm 0.9 2

98 MuwnNMergingNussembliesNbyNUsingNudjacencyNulgebraicNModelNandNwlassificationbNFrontierscinc
GeneticsZN2019ZNedZNegmj 4.5 2

97 VulivSnNaNvisualNalignerNforNbisulfiteNsequencesbNBMCcBioinformaticsZN2017ZNelZNhed 3.6 2

96 PredictingNxiseaseN–enesNfromNwlinicalNSingleNSampleavasedNPPINNetworksbNLecturecNotescinc
ComputercScienceZN2018ZNfhkafil 0.9 2

95 yP–uaSwNnNuNzrameworkNforNdeNnovoNussemblyNofNSingleawellNSequencingNReadsbNIEEEtACMc
TransactionsconcComputationalcBiologycandcBioinformaticsZN2021ZNelZNehmfaeidg 3 2

94 N2013ZN 2

93 ProteinNInferenceNfromNtheNIntegrationNofNTandemNMSNxataNandNInteractomeNNetworksbNIEEEtACMc
TransactionsconcComputationalcBiologycandcBioinformaticsZN2017ZNehZNegmmaehdm 3 2

92 MywnNMisassemblyNerrorNcorrectionNinNcontigsNusingNaNcombinationNofNpairedaendNreadsNandN
–wacontentsN2017ZN 2

91 NovoPairnNxeNnovoNpeptideNsequencingNforNtandemNmassNspectraNpairN2014ZN 2

90 NotNuUNproteinNcomplexesNexhibitNdenseNstructuresNinNSbNcerevisiaeNPPINnetworkN2012ZN 2

89 ulternatingNweightedNleastNsquaresNparameterNestimationNforNbiologicalNSasystemsN2012ZN 2
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88 ParallelizingNPeptideaSpectrumNscoringNusingNmodernNgraphicsNprocessingNunitsN2011ZN 2

87 unNadaptiveNapproachNtoNdenoisingNtandemNmassNspectrabNProteomicsZN2011ZNeeZNgkkgal 4.8 2

86
IterativeNLinearNLeastNSquaresNMethodNofNParameterNystimationNforNLinearazractionalNModelsNofN
MolecularNviologicalNSystemsbNInternationalcConferenceconcBioinformaticscandcBiomedicalc
Engineering:c[proceedings]cInternationalcConferenceconcBioinformaticscandcBiomedicalcEngineeringZN
2010ZN

2

85 StructureNidentificationNandNparameterNestimationNofNbiologicalNsasystemsN2010ZN 2

84 InferringNgeneNregulatoryNnetworksNfromNmultipleNtimeNcourseNgeneNexpressionNdatasetsN2011ZN 2

83 ystimatingNparametersNinNtheNcaspaseaactivatedNapoptosisNsystembNInternationalcJournalcofc
BiomedicalcEngineeringcandcTechnologyZN2010ZNhZNggl 1.3 2

82 xeterminationNofNtheNminimumNnumberNofNmicroarrayNexperimentsNforNdiscoveryNofNgeneN
expressionNpatternsbNBMCcBioinformaticsZN2006ZNkNSupplNhZNSeg 3.6 2

81 uNsemiasupervisedNautoencoderNforNautismNdiseaseNdiagnosisbNNeurocomputingZN2022ZNhlgZNehdaehk 5.4 2

80 unNintegratedNbrainaspecificNnetworkNidentifiesNgenesNassociatedNwithNneuropathologicNandNclinicalN
traitsNofNulzheimerUsNdiseasebbNBriefingscincBioinformaticsZN2021ZN 13.4 2

79 UsingNxeepNNeuralNNetworkNtoNPredictNxrugNSensitivityNofNwancerNwellNLinesbNLecturecNotescinc
ComputercScienceZN2018ZNffgaffj 0.9 2

78 IdentificationNofNPrognosticNandNβeterogeneousNvreastNwancerNviomarkersNvasedNonNzusionN
NetworkNandNMultipleNScoringNStrategiesbNLecturecNotescincComputercScienceZN2019ZNifmaigh 0.9 2

77 RepuβRnNanNimprovedNapproachNforNdeNnovoNrepeatNidentificationNbyNassemblyNofNtheN
highafrequencyNreadsbNBMCcBioinformaticsZN2020ZNfeZNhjg 3.6 2

76 IdentifyingNgeneNsignaturesNforNcancerNdrugNrepositioningNbasedNonNsampleNclusteringbNIEEEtACMc
TransactionsconcComputationalcBiologycandcBioinformaticsZN2020ZNPPZN 3 2

75 IdentifyingNcellNtypesNfromNsingleacellNdataNbasedNonNsimilaritiesNandNdissimilaritiesNbetweenNcellsbN
BMCcBioinformaticsZN2021ZNffZNfii 3.6 2

74 IdentifyingNdiseaseNgenesNfromNPPINnetworksNweightedNbyNgeneNexpressionNunderNdifferentN
conditionsN2016ZN 2

73 TheNMSSNofNcomplexNnetworksNwithNcentralityNbasedNpreferenceNandNitsNapplicationNtoNbiomolecularN
networksN2016ZN 2

72 PredictingNmicroRNuaenvironmentalNfactorNinteractionsNbasedNonNbiarandomNwalkNandNmultialabelN
learningN2016ZN 2

71 uN–lobalNSimilarityNLearningNforNwlusteringNofNSingleawellNRNuaSeqNxataN2019ZN 2
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70 wSunNaNwebNserviceNforNtheNcompleteNprocessNofNwhIPaSeqNanalysisbNBMCcBioinformaticsZN2019ZNfdZNiei 3.6 2

69 ProteoformNcharacterizationNbasedNonNtopadownNmassNspectrometrybNBriefingscincBioinformaticsZN
2021ZNffZNekfmaekid 13.4 2

68 SSRynNwellNTypeNxetectionNvasedNonNSparseNSubspaceNRepresentationNandNSimilarityNynhancementbN
GenomicspcProteomicscandcBioinformaticsZN2021ZNemZNflfafme 6.5 2

67 IdentificationNofNTumorNTissueNofNOriginNwithNRNuaSeqNxataNandNUsingN–radientNvoostingNStrategybN
BioMedcResearchcInternationalZN2021ZNfdfeZNjjigkmg 3 2

66 viomolecularNNetworksNforNwomplexNxiseasesbNComplexityZN2018ZNfdelZNeag 1.6 2

65 MxuPlatformnNuNwomponentabasedNPlatformNforNwonstructingNandNussessingNmiRNuadiseaseN
ussociationNPredictionNMethodsbNCurrentcBioinformaticsZN2021ZNejZNkedakfe 4.7 2

64 MachineNlearningNbasedNliverNdiseaseNdiagnosisnNuNsystematicNreviewbNNeurocomputingZN2021ZNhjlZNhmfahmf5.4 2

63 xiagnosisNofNautismNspectrumNdisorderNwithNconvolutionalNautoencoderNandNstructuralNMRINimagesN
2021ZNfgagl 2

62 MaMatrixavasedNStateNObserverNxesignNforN–eneticNRegulatoryNNetworksNWithNMixedNxelaysbNIEEEc
TransactionsconcCircuitscandcSystemscII:cExpresscBriefsZN2018ZNjiZNedihaedil 3.5 1

61 xetectingNproteinNcomplexesNfromNxPINsNbyNOPTIwSNbasedNonNparticleNswarmNoptimizationN2016ZN 1

60 xiscoveringNbiologicalNpatternsNfromNshortNtimeaseriesNgeneNexpressionNprofilesNwithNintegratingN
PPINdatabNNeurocomputingZN2014ZNehiZNgaeg 5.4 1

59 PPINmodulesNdetectionNmethodNthroughNuvwaIzwNalgorithmN2013ZN 1

58 RobustNinferenceNofNgeneNregulatoryNnetworksNfromNmultipleNmicroarrayNdatasetsN2013ZN 1

57 NonlinearamodelabasedNanalysisNmethodsNforNtimeacourseNgeneNexpressionNdatabNScientificcWorldc
JournalpcTheZN2014ZNfdehZNgegkhk 2.2 1

56 uNdividingaandamatchingNalgorithmNtoNdetectNconservedNproteinNcomplexesNviaNlocalNnetworkN
alignmentN2013ZN 1

55
ystimatingNparametersNinNgeneticNregulatoryNnetworksNwithNSUMNlogicbNAnnualcInternationalc
ConferencecofcthecIEEEcEngineeringcincMedicinecandcBiologycSocietycIEEEcEngineeringcincMedicinecandc
BiologycSocietycAnnualcInternationalcConferenceZN2011ZNfdeeZNegkeah

0.9 1

54 SpeedNimprovementsNofNpeptideaspectrumNmatchingNusingNsingleainstructionNmultipleadataN
instructionsbNProteomicsZN2011ZNeeZNgkkmali 4.8 1

53
ParameterNestimationNmethodNforNimproperNfractionalNmodelsNandNitsNapplicationNtoNmolecularN
biologicalNsystemsbNAnnualcInternationalcConferencecofcthecIEEEcEngineeringcincMedicinecandcBiologyc
SocietycIEEEcEngineeringcincMedicinecandcBiologycSocietycAnnualcInternationalcConferenceZN2010ZN
fdedZNehkkald

0.9 1

(2010-2019)
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52
ulternatingNwonstraintNLeastNSquaresNParameterNystimationNforNSaSystemNModelsNofNviologicalN
NetworksbNInternationalcConferenceconcBioinformaticscandcBiomedicalcEngineering:c[proceedings]c
InternationalcConferenceconcBioinformaticscandcBiomedicalcEngineeringZN2010ZN

1

51 ImproveNuccuracyNofNPeptideNIdentificationNwithNwonsistencyNbetweenNPeptidesN2011ZN 1

50
ModelNbasedNclusteringNforNtandemNmassNspectrumNqualityNassessmentbNAnnualcInternationalc
ConferencecofcthecIEEEcEngineeringcincMedicinecandcBiologycSocietycIEEEcEngineeringcincMedicinecandc
BiologycSocietycAnnualcInternationalcConferenceZN2009ZNfddmZNjkhkaid

0.9 1

49
ParameterNestimationNinNrationalNmodelsNofNmolecularNbiologicalNsystemsbNAnnualcInternationalc
ConferencecofcthecIEEEcEngineeringcincMedicinecandcBiologycSocietycIEEEcEngineeringcincMedicinecandc
BiologycSocietycAnnualcInternationalcConferenceZN2009ZNfddmZNgfjgaj

0.9 1

48 uNfuzzyNclusterabasedNalgorithmNforNpeptideNidentificationN2012ZN 1

47 SubspaceNpursuitNforNgeneNprofileNclassificaitonN2009ZN 1

46 xynamicamodelabasedNmethodNforNselectingNsignificantlyNexpressedNgenesNfromNtimeacourseN
expressionNprofilesbNIEEEcTransactionsconcInformationcTechnologycincBiomedicineZN2010ZNehZNejaff 1

45 uNgeneticNalgorithmNforNinferringNtimeNdelaysNinNgeneNregulatoryNnetworks 1

44 1

43 RMSaUNetnNResidualNmultiascaleNUNetNforNliverNandNlesionNsegmentationbbNArtificialcIntelligencecinc
MedicineZN2022ZNefhZNedffge 7.4 1

42 SignificanceNunalysisNofNTimeawourseN–eneNyxpressionNProfilesN2007ZNegafh 1

41 uNreviewNofNdrugNrepositioningNbasedNchemicalainducedNcellNlineNexpressionNdatabNCurrentcMedicinalc
ChemistryZN2019ZNfjZN 4.3 1

40 zindingNwommunityNofNvrainNNetworksNvasedNonNNeighborNIndexNandNxPSONwithNxynamicN
wrossoverbNCurrentcBioinformaticsZN2020ZNeiZNflkafmm 4.7 1

39 MiRNuaxiseaseNussociationsNPredictionNvasedNonNNegativeNSampleNSelectionNandNMultialayerN
PerceptronbNLecturecNotescincComputercScienceZN2020ZNeklaell 0.9 1

38 xrugNTargetNIdentificationNvasedNonNStructuralNOutputNwontrollabilityNofNwomplexNNetworksbN
LecturecNotescincComputercScienceZN2014ZNellaemm 0.9 1

37 LSLSnNuNNovelNScaffoldingNMethodNvasedNonNPathNyxtensionbNLecturecNotescincComputercScienceZN
2017ZNhflahgl 0.9 1

36 RelatingNxiseasesNvasedNonNxiseaseNModuleNTheorybNLecturecNotescincComputercScienceZN2017ZNfhagg 0.9 1

35 MuxunNaNwebNserviceNforNanalysingNxNuNmethylationNarrayNdatabNBMCcBioinformaticsZN2020ZNfeZNhdg 3.6 1
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34 MiningNtheNplasmaaproteomeNassociatedNgenesNinNpatientsNwithNgastroaesophagealNcancersNforN
biomarkerNdiscoverybNScientificcReportsZN2021ZNeeZNkimd 4.9 1

33 ParallelNcomputingNforNgenomeNsequenceNprocessingbNBriefingscincBioinformaticsZN2021ZNffZN 13.4 1

32 PredictionNofNTargetaxrugNTherapyNbyNIdentifyingN–eneNMutationsNinNLungNwancerNWithN
βistopathologicalNStainedNImageNandNxeepNLearningNTechniquesbNFrontierscincOncologyZN2021ZNeeZNjhfmhi5.3 1

31 yssentialNProteinNPredictionNvasedNonNnodefvecNandNX–voostbNJournalcofcComputationalcBiologyZN
2021ZNflZNjlkakdd 1.7 1

30 deNnovoNrepeatNdetectionNbasedNonNtheNthirdNgenerationNsequencingNreadsN2019ZN 1

29 wlassificationNofNSchizophreniaNbyNIterativeNRandomNzorestNzeatureNSelectionNvasedNonNxNuN
MethylationNurrayNxataN2019ZN 1

28 xrugNandNdiseaseNsimilarityNcalculationNplatformNforNdrugNrepositioningN2019ZN 1

27 xualRanknNmultiplexNnetworkabasedNdualNrankingNforNheterogeneousNcomplexNdiseaseNanalysisN2019ZN 1

26 xg–RNnNaNdataNdrivenNdynamicNnetworkNconstructionNmethodNtoNinferNgeneNregulatoryNnetworksbN
BMCcGenomicsZN2019ZNfdZNmfm 4.5 1

25 IsoResolvenNpredictingNspliceNisoformNfunctionsNbyNintegratingNgeneNandNisoformalevelNfeaturesNwithN
domainNadaptationbNBioinformaticsZN2021ZNgkZNiffaigd 7.2 1

24 unNensembleNhybridNfeatureNselectionNmethodNforNneuropsychiatricNdisorderNclassificationbN
IEEEtACMcTransactionsconcComputationalcBiologycandcBioinformaticsZN2021ZNPPZN 3 1

23 uNdualNrankingNalgorithmNbasedNonNtheNmultiplexNnetworkNforNheterogeneousNcomplexNdiseaseN
analysisbNIEEEtACMcTransactionsconcComputationalcBiologycandcBioinformaticsZN2021ZNPPZN 3 1

22 uNsensitiveNrepeatNidentificationNframeworkNbasedNonNshortNandNlongNreadsbNNucleiccAcidscResearchZN
2021ZNhmZNeedd 20.1 1

21 NetuUwnNuNnetworkabasedNmultiabiomarkerNidentificationNmethodNbyNuUwNoptimizationbNMethodsZN
2021ZNemlZNijaij 4.6 1

20 uNdynamicNpredictorNselectionNalgorithmNforNpredictingNstockNmarketNmovementbNExpertcSystemsc
WithcApplicationsZN2021ZNeljZNeeilgj 7.8 1

19 ImprovedNSpectralNwlusteringNMethodNforNIdentifyingNwellNTypesNfromNSingleawellNxatabNLecturec
NotescincComputercScienceZN2019ZNekkaelm 0.9 0

18 womplexityNanalysisNandNparameterNestimationNofNdynamicNmetabolicNsystemsbNComputationalcandc
MathematicalcMethodscincMedicineZN2013ZNfdegZNjmlghe 2.8 0

17 PrognosticatingNOutcomeNinNPancreaticNβeadNwancerNWithNtheNuseNofNaNMachineNLearningNulgorithmbN
TechnologycincCancercResearchcandcTreatmentZN2021ZNfdZNeiggdgglfeedidkjk 2.7 0
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16 βumanNProteinNwomplexavasedNxrugNSignaturesNforNPersonalizedNwancerNMedicinebNIEEEcJournalcofc
BiomedicalcandcHealthcInformaticsZN2021ZNfiZNhdkmahdll 7.2 0

15 PredictingNProteinNzunctionsNvasedNonNxynamicNProteinNInteractionNNetworksbNLecturecNotescinc
ComputercScienceZN2015ZNgmdahde 0.9 0

14 PredictingNdiseaseaassociatedNgenesnNwomputationalNmethodsZNdatabasesZNandNevaluationsbNWileyc
InterdisciplinarycReviews:cDatacMiningcandcKnowledgecDiscoveryZN2021ZNeeZNeeglg 6.9 0

13 MachineNlearningNapproachesNforNpredictingNbiomoleculeadiseaseNassociationsbNBriefingscinc
FunctionalcGenomicsZN2021ZNfdZNfkgaflk 4.9 0

12 scuSKnNuNNovelNynsembleNzrameworkNforNwlassifyingNwellNTypesNvasedNonNSingleacellNRNuaseqNxatabN
IEEEcJournalcofcBiomedicalcandcHealthcInformaticsZN2021ZNfiZNgfgdagfgm 7.2 0

11 PvMarsNetnNuNMultivariateNudaptiveNRegressionNSplinesNvasedNMethodNtoNReconstructN–eneN
RegulatoryNNetworksbNLecturecNotescincComputercScienceZN2018ZNglahl 0.9

10 SPOwnNIdentificationNofNxrugNTargetsNinNviologicalNNetworksNviaNSetNPreferenceNOutputNwontrolbN
LecturecNotescincComputercScienceZN2020ZNfjagk 0.9

9 SpritesfnNxetectionNofNxeletionsNvasedNonNanNuccurateNulignmentNStrategybNLecturecNotescinc
ComputercScienceZN2018ZNegmaeid 0.9

8 ussigningNprobabilitiesNtoNMascotNpeptideNidentificationNusingNlogisticNregressionbNAdvancescinc
ExperimentalcMedicinecandcBiologyZN2010ZNjldZNffmagj 3.6

7 wonstructionNofNUncertainNProteinaProteinNInteractionNNetworksNandNItsNupplicationsbNLecturecNotesc
incComputercScienceZN2013ZNfljafmk 0.9

6 SearchingNSNPNwombinationsNRelatedNtoNyvolutionaryNInformationNofNβumanNPopulationsNonN
βapMapNxatabNLecturecNotescincComputercScienceZN2014ZNfklafll 0.9

5 xeletionNxetectionNMethodNUsingNtheNxistributionNofNInsertNSizeNandNaNPreciseNulignmentNStrategybN
IEEEtACMcTransactionsconcComputationalcBiologycandcBioinformaticsZN2021ZNelZNedkdaedle 3

4 OverlapNmatrixNcompletionNforNpredictingNdrugaassociatedNindicationsN2019ZNeiZNeeddkihe

3 OverlapNmatrixNcompletionNforNpredictingNdrugaassociatedNindicationsN2019ZNeiZNeeddkihe

2 OverlapNmatrixNcompletionNforNpredictingNdrugaassociatedNindicationsN2019ZNeiZNeeddkihe

1 OverlapNmatrixNcompletionNforNpredictingNdrugaassociatedNindicationsN2019ZNeiZNeeddkihe

Fang-Xiang Wu

22


