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280 QualityZcontrolledMsmallZscaleMproductionMofMaMwellZdefinedMbacteriophageMcocktailMforMuseMinMhumanM
clinicalMtrials[MPLoSgONEYM2009YMdYMedidd 3.7 313

279
sloningMofMafSMrRàqMgenesMamplifiedMfromMnormalMandMdisturbedMvaginalMmicrofloraMsuggestsMaM
strongMassociationMbetweenMqtopobiumMvaginaeYMwardnerellaMvaginalisMandMbacterialMvaginosis[MBMCg
MicrobiologyYM2004YMdYMaf

4.5 249

278
wenotypicMandMphenotypicMcharacterizationMofMtheMqcinetobacterMcalcoaceticusZqcinetobacterM
baumanniiMcomplexMwithMtheMproposalMofMqcinetobacterMpittiiMsp[Mnov[MUformerlyMqcinetobacterM
genomicMspeciesMcVMandMqcinetobacterMnosocomialisMsp[Mnov[MUformerlyMqcinetobacterMgenomicM
speciesMacTUV[MResearchgingMicrobiologyYM2011YMafbYMcicZd0d

4 243

277 StaphylococcusMpseudintermediusMsp[Mnov[YMaMcoagulaseZpositiveMspeciesMfromManimals[MInternationalg
JournalgofgSystematicgandgEvolutionarygMicrobiologyYM2005YMeeYMaefiZaegc 2.2 240

276 ydentificationMofMqcinetobacterMgenomicMspeciesMbyMamplifiedMribosomalMtàqMrestrictionManalysis[M
JournalgofgClinicalgMicrobiologyYM1995YMccYMaaZe 9.7 230

275
SpeciesZlevelMidentificationMofMisolatesMofMtheMqcinetobacterMcalcoaceticusZqcinetobacterMbaumanniiM
complexMbyMsequenceManalysisMofMtheMafSZbcSMrRàqMgeneMspacerMregion[MJournalgofgClinicalg
MicrobiologyYM2005YMdcYMafcbZi

9.7 219

274
‘ongitudinalManalysisMofMtheMvaginalMmicrofloraMinMpregnancyMsuggestsMthatM‘[McrispatusMpromotesMtheM
stabilityMofMtheMnormalMvaginalMmicrofloraMandMthatM‘[MgasseriMand]orM‘[MinersMareMmoreMconduciveMtoM
theMoccurrenceMofMabnormalMvaginalMmicroflora[MBMCgMicrobiologyYM2009YMiYMaaf

4.5 218

273 tistributionMofMqcinetobacterMspeciesMonMhumanMskinjMcomparisonMofMphenotypicMandMgenotypicM
identificationMmethods[MJournalgofgClinicalgMicrobiologyYM1997YMceYMbhaiZbe 9.7 214

272 qctiveMsrohnTsMdiseaseMandMulcerativeMcolitisMcanMbeMspecificallyMdiagnosedMandMmonitoredMbasedMonM
theMbiostructureMofMtheMfecalMflora[MInflammatorygBowelgDiseasesYM2008YMadYMadgZfa 4.5 202

271 RapidMidentificationMofMbacteriaMofMtheMsomamonadaceaeMwithMamplifiedMribosomalMtàqZrestrictionM
analysisMUqRtRqV[MFEMSgMicrobiologygLettersYM1992YMgbYMbbgZcc 2.9 191

270 TheMphageMtherapyMparadigmjMprˆ“tZˆ ZporterMorMsurZmesureo[MPharmaceuticalgResearchYM2011YMbhYMicdZg 4.5 188

269 βseudomonasMaeruginosaMpopulationMstructureMrevisited[MPLoSgONEYM2009YMdYMeggd0 3.7 174

268 ‘actobacillusMinersjMvriendMorMvoeo[MTrendsgingMicrobiologyYM2017YMbeYMahbZaia 12.4 169

267
WautersiaMgen[Mnov[YMaMnovelMgenusMaccommodatingMtheMphylogeneticMlineageMincludingMRalstoniaM
eutrophaMandMrelatedMspeciesYMandMproposalMofMRalstoniaM[βseudomonas]MsyzygiiMURobertsMetMal[M
aii0VMcomb[Mnov[MInternationalgJournalgofgSystematicgandgEvolutionarygMicrobiologyYM2004YMedYMcagZcbg

2.2 164

266 pZsresylMSulfate[MToxinsYM2017YMiYM 4.9 163

265 qpplicationMofMtRàqMintergenicMspacerMβsRMforMidentificationMofMunterococcusMspecies[MJournalgofg
ClinicalgMicrobiologyYM2000YMchYMdb0aZg 9.7 148

264 SomeMcoagulaseZnegativeMStaphylococcusMspeciesMaffectMudderMhealthMmoreMthanMothers[MJournalgofg
DairygScienceYM2011YMidYMbcbiZd0 4 143
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263 βrobioticMandMprebioticMinfluenceMbeyondMtheMintestinalMtract[MNutritiongReviewsYM2007YMfeYMdfiZhi 6.4 143

262 ’ulticenterMstudyMusingMstandardizedMprotocolsMandMreagentsMforMevaluationMofMreproducibilityMofM
βsRZbasedMfingerprintingMofMqcinetobacterMspp[MJournalgofgClinicalgMicrobiologyYM1997YMceYMc0gaZg 9.7 142

261 qcinetobacterMursingiiMsp[Mnov[MandMqcinetobacterMschindleriMsp[Mnov[YMisolatedMfromMhumanMclinicalM
specimens[MInternationalgJournalgofgSystematicgandgEvolutionarygMicrobiologyYM2001YMeaYMahiaZahii 2.2 140

260 ynteractionsMbetweenMracteriophageYMracteriaYMandMtheM’ammalianMymmuneMSystem[MVirusesYM2018YM
aaYM 6.2 135

259
QuantitativeMdeterminationMbyMrealZtimeMβsRMofMfourMvaginalM‘actobacillusMspeciesYMwardnerellaM
vaginalisMandMqtopobiumMvaginaeMindicatesManMinverseMrelationshipMbetweenM‘[MgasseriMandM‘[Miners[M
BMCgMicrobiologyYM2007YMgYMaae

4.5 131

258 QualityMandMsafetyMrequirementsMforMsustainableMphageMtherapyMproducts[MPharmaceuticalgResearchYM
2015YMcbYMbagcZi 4.5 129

257 qcinetobacterMbeijerinckiiMsp[Mnov[MandMqcinetobacterMgyllenbergiiMsp[Mnov[YMhaemolyticMorganismsM
isolatedMfromMhumans[MInternationalgJournalgofgSystematicgandgEvolutionarygMicrobiologyYM2009YMeiYMaahZbd2.2 119

256 ydentificationMofM’ycobacteriumMspeciesMbyMusingMamplifiedMribosomalMtàqMrestrictionManalysis[M
JournalgofgClinicalgMicrobiologyYM1993YMcaYMb0faZe 9.7 113

255 àaturallyMtransformableMqcinetobacterMsp[MstrainMqtβaMbelongsMtoMtheMnewlyMdescribedMspeciesM
qcinetobacterMbaylyi[MAppliedgandgEnvironmentalgMicrobiologyYM2006YMgbYMicbZf 4.8 110

254 qchromobacterMxylosoxidansMinMcysticMfibrosisjMprevalenceMandMclinicalMrelevance[MJournalgofgCysticg
FibrosisYM2007YMfYMgeZh 4.1 109

253 uvaluationMofMamplifiedMribosomalMtàqMrestrictionManalysisMforMidentificationMofMqcinetobacterM
genomicMspecies[MSystematicgandgAppliedgMicrobiologyYM1998YMbaYMccZi 4.2 105

252 TheMpossibilitiesMandMlimitationsMofMnucleicMacidMamplificationMtechnologyMinMdiagnosticMmicrobiology[M
JournalgofgMedicalgMicrobiologyYM1997YMdfYMahhZid 3.2 102

251 βroZMandMantiZinflammatoryMresponsesMofMperipheralMbloodMmononuclearMcellsMinducedMbyM
StaphylococcusMaureusMandMβseudomonasMaeruginosaMphages[MScientificgReportsYM2017YMgYMh00d 4.9 101

250 uxperimentalMphageMtherapyMofMburnMwoundMinfectionjMdifficultMfirstMsteps[MInternationalgJournalgofg
BurnsgandgTraumaYM2014YMdYMffZgc 0.4 100

249 wardnerellaMbiofilmMinvolvesMfemalesMandMmalesMandMisMtransmittedMsexually[MGynecologicgandg
ObstetricgInvestigationYM2010YMg0YMbefZfc 2.5 98

248
somparisonMbetweenMwramMstainMandMcultureMforMtheMcharacterizationMofMvaginalMmicroflorajM
definitionMofMaMdistinctMgradeMthatMresemblesMgradeMyMmicrofloraMandMrevisedMcategorizationMofMgradeM
yMmicroflora[MBMCgMicrobiologyYM2005YMeYMfa

4.5 98

247 ViscosityMgradientMwithinMtheMmucusMlayerMdeterminesMtheMmucosalMbarrierMfunctionMandMtheMspatialM
organizationMofMtheMintestinalMmicrobiota[MInflammatorygBowelgDiseasesYM2007YMacYMifcZg0 4.5 93

246 TheMepidemiologyMofMbacterialMvaginosisMinMrelationMtoMsexualMbehaviour[MBMCgInfectiousgDiseasesYM
2010YMa0YMha 4 88
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245 tistributionMofMnocardiaMspeciesMinMclinicalMsamplesMandMtheirMroutineMrapidMidentificationMinMtheM
laboratory[MJournalgofgClinicalgMicrobiologyYM2005YMdcYMbfbdZh 9.7 84

244 sultureZindependentManalysisMofMvaginalMmicroflorajMtheMunrecognizedMassociationMofMqtopobiumM
vaginaeMwithMbacterialMvaginosis[MAmericangJournalgofgObstetricsgandgGynecologyYM2004YMaiaYMaac0Zb 6.4 83

243
somparisonMofMβsRZbasedMtàqMfingerprintingMtechniquesMforMtheMidentificationMofM‘isteriaMspeciesM
andMtheirMuseMforMatypicalM‘isteriaMisolates[MInternationalgJournalgofgSystematicgBacteriologyYM1998YMdhM
βtMaYMabgZci

82

242
qcinetobacterMbereziniaeMsp[Mnov[MandMqcinetobacterMguillouiaeMsp[Mnov[YMtoMaccommodateM
qcinetobacterMgenomicMspeciesMa0MandMaaYMrespectively[MInternationalgJournalgofgSystematicgandg
EvolutionarygMicrobiologyYM2010YMf0YMhifZi0c

2.2 81

241
RespiratoryMtractMcarrierMratesMofM’oraxellaMUrranhamellaVMcatarrhalisMinMadultsMandMchildrenMandM
interpretationMofMtheMisolationMofM’[McatarrhalisMfromMsputum[MJournalgofgClinicalgMicrobiologyYM1990YM
bhYMbfgdZh0

9.7 81

240 StabilityMofMStaphylococcusMaureusMphageMySβMafterMfreezeZdryingMUlyophilizationV[MPLoSgONEYM2013YMhYMefhgig3.7 76

239 slinicalMspectrumMofMinfectionsMdueMtoMtheMnewlyMdescribedMqctinomycesMspeciesMq[MturicensisYMq[M
radingaeYMandMq[Meuropaeus[MJournalgofgClinicalgMicrobiologyYM1999YMcgYMhZac 9.7 75

238 SerologicalMtypingMofMrranhamellaMcatarrhalisMstrainsMonMtheMbasisMofMlipopolysaccharideMantigens[M
JournalgofgClinicalgMicrobiologyYM1990YMbhYMahbZg 9.7 73

237 sharacterizationMofMindigenousMvaginalMlactobacilliMfromMhealthyMwomenMasMprobioticMcandidates[M
InternationalgMicrobiologyYM2008YMaaYMbfaZf 3 73

236 ‘ongitudinalMqβsRMstudyMofMtheMdynamicsMofM‘[McrispatusYM‘[MinersYMq[MvaginaeYMUsialidaseMpositiveVMw[M
vaginalisYMandMβ[MbiviaMinMtheMvagina[MPLoSgONEYM2012YMgYMedebha 3.7 69

235 qntibioticMsusceptibilityMofMqtopobiumMvaginae[MBMCgInfectiousgDiseasesYM2006YMfYMea 4 69

234 TheMgramZpositiveMtonsillarMandMnasalMfloraMofMpigletsMbeforeMandMafterMweaning[MJournalgofgAppliedg
MicrobiologyYM2001YMiaYMiigZa00c 4.7 69

233 tàqMfingerprintingMtechniquesMforMmicroorganisms[MqMproposalMforMclassificationMandMnomenclature[M
MoleculargBiotechnologyYM1996YMfYMaaeZdb 3 69

232
umendedMdescriptionMofMwardnerellaMvaginalisMandMdescriptionMofMwardnerellaMleopoldiiMsp[Mnov[YM
wardnerellaMpiotiiMsp[Mnov[MandMwardnerellaMswidsinskiiMsp[Mnov[YMwithMdelineationMofMacMgenomicM
speciesMwithinMtheMgenusMwardnerella[MInternationalgJournalgofgSystematicgandgEvolutionaryg
MicrobiologyYM2019YMfiYMfgiZfhg

2.2 69

231 RapidMandMaccurateMidentificationMofMStaphylococcusMspeciesMbyMtRàqMintergenicMspacerMlengthM
polymorphismManalysis[MJournalgofgClinicalgMicrobiologyYM1997YMceYMbdggZha 9.7 68

230 βrevalenceMandMcorrelatesMofMbacterialMvaginosisMinMdifferentMsubZpopulationsMofMwomenMinM
subZSaharanMqfricajMaMcrossZsectionalMstudy[MPLoSgONEYM2014YMiYMea0ifg0 3.7 68

229
tistributionMofMtetracyclineMresistanceMgenesMinMgenotypicallyMrelatedMandMunrelatedMmultiresistantM
qcinetobacterMbaumanniiMstrainsMfromMdifferentMuuropeanMhospitals[MResearchgingMicrobiologyYM2005YM
aefYMcdhZee

4 67

228 somparisonMofMdifferentMsamplingMtechniquesMandMofMdifferentMcultureMmethodsMforMdetectionMofM
groupMrMstreptococcusMcarriageMinMpregnantMwomen[MBMCgInfectiousgDiseasesYM2010YMa0YMbhe 4 66
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227 uuropeanMregulatoryMconundrumMofMphageMtherapy[MFuturegMicrobiologyYM2007YMbYMdheZia 2.9 65

226
qpplicationMandMevaluationMofMtheMinterlaboratoryMreproducibilityMofMtRàqMintergenicMlengthM
polymorphismManalysisMUttàqZβsRVMforMidentificationMofMStreptococcusMspecies[MJournalgofgClinicalg
MicrobiologyYM2001YMciYMadcfZdb

9.7 65

225 àationalMepidemiologicMsurveysMofMunterobacterMaerogenesMinMrelgianMhospitalsMfromMaiifMtoMaiih[M
JournalgofgClinicalgMicrobiologyYM2001YMciYMhhiZif 9.7 64

224 wutMmicrobiotaMgenerationMofMproteinZboundMuremicMtoxinsMandMrelatedMmetabolitesMisMnotMalteredMatM
differentMstagesMofMchronicMkidneyMdisease[MKidneygInternationalYM2020YMigYMabc0Zabdb 9.9 63

223 qcinetobacterMparvusMsp[Mnov[YMaMsmallZcolonyZformingMspeciesMisolatedMfromMhumanMclinicalM
specimens[MInternationalgJournalgofgSystematicgandgEvolutionarygMicrobiologyYM2003YMecYMaefcZaefg 2.2 63

222
tescriptionMofMshryseobacteriumManthropiMsp[Mnov[MtoMaccommodateMclinicalMisolatesMbiochemicallyM
similarMtoMKaistellaMkoreensisMandMshryseobacteriumMhaifenseYMproposalMtoMreclassifyMKaistellaM
koreensisMasMshryseobacteriumMkoreenseMcomb[Mnov[MandMemendedMdescriptionMofMtheMgenusM
shryseobacterium[MInternationalgJournalgofgSystematicgandgEvolutionarygMicrobiologyYM2009YMeiYMbdbaZh

2.2 62

221 racteremicMinfectionMwithMβantoeaMananatis[MJournalgofgClinicalgMicrobiologyYM2004YMdbYMdcicZe 9.7 62

220 êutbreakMofMsevereMβseudomonasMaeruginosaMrespiratoryMinfectionsMdueMtoMcontaminatedM
nebulizers[MJournalgofgHospitalgInfectionYM1996YMccYMfcZg0 6.9 61

219 ydentificationMandMgenotypingMofMbacteriaMfromMpairedMvaginalMandMrectalMsamplesMfromMpregnantM
womenMindicatesMsimilarityMbetweenMvaginalMandMrectalMmicroflora[MBMCgInfectiousgDiseasesYM2009YMiYMafg 4 60

218 sharacterizationMofMnewlyMisolatedMlyticMbacteriophagesMactiveMagainstMqcinetobacterMbaumannii[M
PLoSgONEYM2014YMiYMea0dhec 3.7 59

217 ydentificationMofMsorynebacteriumMpseudotuberculosisMisolatesMfromMsheepMandMgoatsMbyMβsR[M
VeterinarygMicrobiologyYM2002YMhhYMgeZhc 3.3 59

216 wardnerellaMvaginalisMSubgroupsMtefinedMbyMcpnf0MSequencingMandMSialidaseMqctivityMinMysolatesM
fromMsanadaYMrelgiumMandMKenya[MPLoSgONEYM2016YMaaYMe0adfea0 3.7 59

215 wardnerellaMvaginalisMcomprisesMthreeMdistinctMgenotypesMofMwhichMonlyMtwoMproduceMsialidase[M
AmericangJournalgofgObstetricsgandgGynecologyYM2011YMb0dYMde0[eaZg 6.4 58

214 yntroducingMyesterdayâ��sMphageMtherapyMinMtodayâ��sMmedicine[MFuturegVirologyYM2012YMgYMcgiZci0 2.4 58

213 ‘ongitudinalMstudyMofMtheMdynamicsMofMvaginalMmicrofloraMduringMtwoMconsecutiveMmenstrualMcycles[M
PLoSgONEYM2011YMfYMebhah0 3.7 57

212 uxploringMtheMevolutionaryMdynamicsMofMplasmidsjMtheMqcinetobacterMpanZplasmidome[MBMCg
EvolutionarygBiologyYM2010YMa0YMei 3 57

211
slassificationMofMRalstoniaMpickettiiMbiovarMc]TthomasiiTMstrainsMUβickettMaiidVMandMofMnewMisolatesM
relatedMtoMnosocomialMrecurrentMmeningitisMasMRalstoniaMmannitolyticaMsp[Mnov[MInternationalgJournalg
ofgSystematicgandgEvolutionarygMicrobiologyYM2001YMeaYMedgZeeh

2.2 55

210 qMfruitfulMalliancejMtheMsynergyMbetweenMandMinMbacterialMvaginosisZassociatedMbiofilm[MSexuallyg
TransmittedgInfectionsYM2016YMibYMdhgZdia 2.8 55
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209
UnravellingMtheMracterialMVaginosisZqssociatedMriofilmjMqM’ultiplexMwardnerellaMvaginalisMandM
qtopobiumMvaginaeMvluorescenceMynMSituMxybridizationMqssayMUsingMβeptideMàucleicMqcidMβrobes[M
PLoSgONEYM2015YMa0YMe0acffeh

3.7 54

208 ‘actobacillusMinersYMtheMunusualMsuspect[MResearchgingMicrobiologyYM2017YMafhYMhbfZhcf 4 53

207 SharedMgenotypesMofMqchromobacterMxylosoxidansMstrainsMisolatedMfromMpatientsMatMaMcysticMfibrosisM
rehabilitationMcenter[MJournalgofgClinicalgMicrobiologyYM2005YMdcYMbiihZc00b 9.7 53

206
ydentificationMofMculturedMisolatesMofMclinicallyMimportantMyeastMspeciesMusingMfluorescentMfragmentM
lengthManalysisMofMtheMamplifiedMinternallyMtranscribedMrRàqMspacerMbMregionMUyTSbV[MBMCg
MicrobiologyYM2002YMbYMba

4.5 52

205 βseudomonasMaeruginosaMserotypeMêabMoutbreakMstudiedMbyMarbitraryMprimerMβsR[MJournalgofg
ClinicalgMicrobiologyYM1994YMcbYMfffZga 9.7 52

204 TypingMofMStaphylococcusMaureusMandMStaphylococcusMepidermidisMstrainsMbyMβsRManalysisMofM
interZySbefMspacerMlengthMpolymorphisms[MJournalgofgClinicalgMicrobiologyYM1997YMceYMbeh0Zg 9.7 52

203 racterialMbiofilmsMinMtheMvagina[MResearchgingMicrobiologyYM2017YMafhYMhfeZhgd 4 50

202 somparisonMofMVyTuKMbMwithMyTSbZfragmentMlengthMpolymorphismManalysisMforMidentificationMofMyeastM
species[MJournalgofgClinicalgMicrobiologyYM2004YMdbYMbb0iZaa 9.7 50

201
tiversityMandMweneticMRelatednessMwithinMweneraMXanthomonasMandMStenotrophomonasMUsingM
RestrictionMundonucleaseMSiteMtifferencesMofMβsRZamplifiedMafSMrRàqMwene[MSystematicgandgAppliedg
MicrobiologyYM1995YMahYMabgZace

4.2 50

200 uvaluationMofMsixMcommercialMassaysMforMtheMrapidMdetectionMofMslostridiumMdifficileMtoxinMand]orM
antigenMinMstoolMspecimens[MClinicalgMicrobiologygandgInfectionYM2001YMgYMeeZfd 9.5 49

199 êilZdegradingMqcinetobacterMstrainMRqwZaMandMstrainsMdescribedMasMTqcinetobacterMvenetianusMsp[M
nov[TMbelongMtoMtheMsameMgenomicMspecies[MResearchgingMicrobiologyYM1999YMae0YMfiZgc 4 49

198 somparisonMofMfiveMgenotypicMtechniquesMforMidentificationMofMoptochinZresistantM
pneumococcusZlikeMisolates[MJournalgofgClinicalgMicrobiologyYM2003YMdaYMcebaZe 9.7 48

197 ydentificationMofMnonlipophilicMcorynebacteriaMisolatedMfromMdairyMcowsMwithMmastitis[MJournalgofg
ClinicalgMicrobiologyYM1999YMcgYMiedZg 9.7 48

196 TheMpresenceMofMtheMputativeMwardnerellaMvaginalisMsialidaseMqMgeneMinMvaginalMspecimensMisM
associatedMwithMbacterialMvaginosisMbiofilm[MPLoSgONEYM2017YMabYMe0agbebb 3.7 48

195 qMbacteriophageMjourneyMatMtheMuuropeanM’edicinesMqgency[MFEMSgMicrobiologygLettersYM2016YMcfcYMfnvbbe2.9 47

194 TheMhighlyMautoaggregativeMandMadhesiveMphenotypeMofMtheMvaginalM‘actobacillusMplantarumMstrainM
s’βwec00MisMsortaseMdependent[MAppliedgandgEnvironmentalgMicrobiologyYM2013YMgiYMdegfZhe 4.8 47

193
tescriptionMofMsomamonasMaquaticaMcomb[Mnov[MandMsomamonasMkerstersiiMsp[Mnov[MforMtwoM
subgroupsMofMsomamonasMterrigenaMandMemendedMdescriptionMofMsomamonasMterrigena[M
InternationalgJournalgofgSystematicgandgEvolutionarygMicrobiologyYM2003YMecYMheiZhfb

2.2 47

192 uxogenousMglutathioneMcompletesMtheMdefenseMagainstMoxidativeMstressMinMxaemophilusMinfluenzae[M
JournalgofgBacteriologyYM2003YMaheYMaegbZha 3.5 46
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191 qcinetobacterMbaumanniiZinfectedMvascularMcathetersMcollectedMfromMhorsesMinManMequineMclinic[M
JournalgofgClinicalgMicrobiologyYM2000YMchYMdbh0Za 9.7 46

190 RecentMtrendsMinMmolecularMdiagnosticsMofMyeastMinfectionsjMfromMβsRMtoMàwS[MFEMSgMicrobiologyg
ReviewsYM2019YMdcYMeagZedg 15.1 45

189 êXqZbcZproducingMqcinetobacterMspeciesMfromMhorsesjMaMpublicMhealthMhazardo[MJournalgofg
AntimicrobialgChemotherapyYM2012YMfgYMc00iZa0 5.1 44

188 StabilityMandMactivityMofManMunterobacterMaerogenesZspecificMbacteriophageMunderMsimulatedM
gastroZintestinalMconditions[MAppliedgMicrobiologygandgBiotechnologyYM2004YMfeYMdfeZgb 5.7 44

187 ysolationMofM’oraxellaMcanisMfromManMulceratedMmetastaticMlymphMnode[MJournalgofgClinicalg
MicrobiologyYM2000YMchYMchg0Za 9.7 44

186 qM’ultiZsountryMsrossZSectionalMStudyMofMVaginalMsarriageMofMwroupMrMStreptococciMUwrSVMandM
uscherichiaMcoliMinMResourceZβoorMSettingsjMβrevalencesMandMRiskMvactors[MPLoSgONEYM2016YMaaYMe0adh0eb 3.7 44

185 βsRMandMtheMdetectionMofMβseudomonasMaeruginosaMinMrespiratoryMsamplesMofMsvMpatients[MqM
literatureMreview[MJournalgofgCysticgFibrosisYM2011YMa0YMbicZg 4.1 43

184 somparisonMofMtheMsensitivityMofMcultureYMβsRMandMquantitativeMrealZtimeMβsRMforMtheMdetectionMofM
βseudomonasMaeruginosaMinMsputumMofMcysticMfibrosisMpatients[MBMCgMicrobiologyYM2009YMiYMbdd 4.5 43

183 βseudomonasMaeruginosaMinMtheMhomeMenvironmentMofMnewlyMinfectedMcysticMfibrosisMpatients[M
EuropeangRespiratorygJournalYM2008YMcaYMhbbZi 13.6 43

182
TechnicalMnotejMuseMofMtransferMRàqZintergenicMspacerMβsRMcombinedMwithMcapillaryMelectrophoresisM
toMidentifyMcoagulaseZnegativeMStaphylococcusMspeciesMoriginatingMfromMbovineMmilkMandMteatMapices[M
JournalgofgDairygScienceYM2009YMibYMcb0dZa0

4 42

181
tescriptionMofMWautersiellaMfalseniiMgen[Mnov[YMsp[Mnov[YMtoMaccommodateMclinicalMisolatesM
phenotypicallyMresemblingMmembersMofMtheMgeneraMshryseobacteriumMandMumpedobacter[M
InternationalgJournalgofgSystematicgandgEvolutionarygMicrobiologyYM2006YMefYMbcbcZbcbi

2.2 42

180 βneumococcalMconjugateMvaccinationMinMchildrenMwithMrecurrentMacuteMotitisMmediajMaMtherapeuticM
alternativeo[MInternationalgJournalgofgPediatricgOtorhinolaryngologyYM2006YMg0YMbgeZhe 1.7 42

179 uvaluationMofMtheMapplicabilityMofMamplifiedMrtàqZrestrictionManalysisMUqRtRqVMtoMidentificationMofM
speciesMofMtheMgenusMsorynebacterium[MResearchgingMicrobiologyYM1995YMadfYMfccZda 4 41

178 ufficacyMofMtheMcombinationMofMtobramycinMandMaMmacrolideMinManMinMvitroMβseudomonasMaeruginosaM
matureMbiofilmMmodel[MAntimicrobialgAgentsgandgChemotherapyYM2010YMedYMdd0iZae 5.9 40

177 ysolationsMofM‘eclerciaMadecarboxylataMfromMaMpatientMwithMaMchronicallyMinflamedMgallbladderMandM
fromMaMpatientMwithMsepsisMwithoutMfocus[MJournalgofgClinicalgMicrobiologyYM2001YMciYMafgdZe 9.7 40

176 SusceptibilityMtestingMofMfluconazoleMbyMtheMàss‘SMbrothMmacrodilutionMmethodYMuZtestYMandMdiskM
diffusionMforMapplicationMinMtheMroutineMlaboratory[MJournalgofgClinicalgMicrobiologyYM2002YMd0YMiahZba 9.7 40

175 TrachealMcolonizationMwithMSphingomonasMpaucimobilisMinMmechanicallyMventilatedMneonatesMdueMtoM
contaminatedMventilatorMtemperatureMprobes[MJournalgofgHospitalgInfectionYM1996YMcbYMaiiZb0f 6.9 40

174 shronicMrhinosinusitisMwithMnasalMpolypsMisMcharacterizedMbyMdysbacteriosisMofMtheMnasalMmicrobiota[M
ScientificgReportsYM2018YMhYMgibf 4.9 40
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173 ymbalancesMbetweenMmatrixMmetalloproteinasesMU’’βsVMandMtissueMinhibitorMofMmetalloproteinasesM
UTy’βsVMinMmaternalMserumMduringMpretermMlabor[MPLoSgONEYM2012YMgYMedi0db 3.7 38

172 RapidMidentificationMofMrranhamellaMcatarrhalisMwithMdZmethylumbelliferylMbutyrate[MJournalgofg
ClinicalgMicrobiologyYM1988YMbfYMabbgZh 9.7 37

171 SelectionMandMcharacterizationMofMaMcandidateMtherapeuticMbacteriophageMthatMlysesMtheMuscherichiaM
coliMêa0djxdMstrainMfromMtheMb0aaMoutbreakMinMwermany[MPLoSgONEYM2012YMgYMeebg0i 3.7 37

170
weneMpolymorphismsMofMTollZlikeMandMrelatedMrecognitionMreceptorsMinMrelationMtoMtheMvaginalM
carriageMofMwardnerellaMvaginalisMandMqtopobiumMvaginae[MJournalgofgReproductivegImmunologyYM2009
YMgiYMafcZgc

4.2 36

169 andMxyVMinfectionMacquisitionjMaMsystematicMreviewMandMmetaZanalysis[MSexuallygTransmittedgInfections
YM2019YMieYMcfZdb 2.8 36

168 vluorescenceMinMsituMxybridizationMmethodMusingMβeptideMàucleicMqcidMprobesMforMrapidMdetectionMofM
‘actobacillusMandMwardnerellaMspp[MBMCgMicrobiologyYM2013YMacYMhb 4.5 35

167 TheMhumanMvaginalMmicrobialMcommunity[MResearchgingMicrobiologyYM2017YMafhYMhaaZhbe 4 35

166 ydentificationMofM‘actobacillusMspeciesMusingMttàqZβsR[MJournalgofgMicrobiologicalgMethodsYM2002YM
e0YMbfcZga 2.8 35

165 SelectiveMmediumMforMrranhamellaMcatarrhalisMwithMacetazolamideMasMaMspecificMinhibitorMofMàeisseriaM
spp[MJournalgofgClinicalgMicrobiologyYM1988YMbfYMbeddZh 9.7 35

164 ydentificationMofMsorynebacteriumMglucuronolyticumMstrainsMfromMtheMurogenitalMtractMofMhumansM
andMpigs[MJournalgofgClinicalgMicrobiologyYM2000YMchYMdfegZi 9.7 35

163 tescriptionMofMqcinetobacterMvenetianusMexMtiMselloMetMal[MaiigMsp[Mnov[MInternationalgJournalgofg
SystematicgandgEvolutionarygMicrobiologyYM2009YMeiYMacgfZha 2.2 34

162 ’icrofloraMofMtheMpenileMskinZlinedMneovaginaMofMtranssexualMwomen[MBMCgMicrobiologyYM2009YMiYMa0b 4.5 34

161 StaringMatMtheMcoldMsunjMblueMlightMregulationMisMdistributedMwithinMtheMgenusMqcinetobacter[MPLoSg
ONEYM2013YMhYMeee0ei 3.7 33

160
êligonucleotideMarrayZbasedMidentificationMofMspeciesMinMtheMqcinetobacterMcalcoaceticusZq[M
baumanniiMcomplexMinMisolatesMfromMbloodMculturesMandMantimicrobialMsusceptibilityMtestingMofMtheM
isolates[MJournalgofgClinicalgMicrobiologyYM2008YMdfYMb0ebZi

9.7 33

159 βolyphasicMtaxonomyMleadingMtoMtheMproposalMofM’oraxellaMcanisMsp[Mnov[MforM’oraxellaM
catarrhalisZlikeMstrains[MInternationalgJournalgofgSystematicgBacteriologyYM1993YMdcYMdchZdi 33

158 ysolationMandMQuantificationMofMUremicMToxinMβrecursorZweneratingMwutMracteriaMinMshronicMKidneyM
tiseaseMβatients[MInternationalgJournalgofgMoleculargSciencesYM2020YMbaYM 6.3 32

157 ’olecularMandMphenotypicMcharacterizationMofMqcinetobacterMstrainsMableMtoMdegradeMdieselMfuel[M
ResearchgingMicrobiologyYM2012YMafcYMafaZgb 4 32

156 tetectionMofMenterotoxinMtàqMinMStaphylococcusMaureusMstrainsMobtainedMfromMtheMmiddleMmeatusM
inMcontrolsMandMnasalMpolypMpatients[MAmericangJournalgofgRhinologygngAllergyYM2008YMbbYMbbcZg 32

Mario Vaneechoutte
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155 shryseobacteriumMhominisMsp[Mnov[YMtoMaccommodateMclinicalMisolatesMbiochemicallyMsimilarMtoMstsM
groupsMyyZhMandMyyZc[MInternationalgJournalgofgSystematicgandgEvolutionarygMicrobiologyYM2007YMegYMbfbcZbfbh2.2 32

154 wroupMqMstreptococcalMvaginitisjManMunrecognizedMcauseMofMvaginalMsymptomsMinMadultMwomen[M
ArchivesgofgGynecologygandgObstetricsYM2011YMbhdYMieZh 2.5 31

153 βuRZaMbetaZlactamaseZproducingMβseudomonasMaeruginosaMinManMintensiveMcareMunit[MJournalgofg
AntimicrobialgChemotherapyYM2000YMdeYMibdZe 5.1 31

152 StabilityMofMbacteriophagesMinMburnMwoundMcareMproducts[MPLoSgONEYM2017YMabYMe0ahbaba 3.7 31

151 ydentificationMandMantimicrobialMsusceptibilityMofMStaphylococcusMchromogenesMisolatesMfromM
intramammaryMinfectionsMofMdairyMcows[MVeterinarygMicrobiologyYM2002YMhgYMageZhb 3.3 30

150 upidemiologyMofMβseudomonasMaeruginosaMinMaMcysticMfibrosisMrehabilitationMcentre[MEuropeang
RespiratorygJournalYM2005YMbeYMdgdZha 13.6 30

149 upidemicMqchromobacterMxylosoxidansMstrainMamongMrelgianMcysticMfibrosisMpatientsMandMreviewMofM
literature[MBMCgMicrobiologyYM2016YMafYMabb 4.5 30

148 ’olecularMupidemiologyMandMslinicalMympactMofMqcinetobacterMcalcoaceticusZbaumanniiMsomplexMinMaM
relgianMrurnMWoundMsenter[MPLoSgONEYM2016YMaaYMe0aefbcg 3.7 30

147
WomenMwithMsymptomsMofMaMurinaryMtractMinfectionMbutMaMnegativeMurineMculturejMβsRZbasedM
quantificationMofMuscherichiaMcoliMsuggestsMinfectionMinMmostMcases[MClinicalgMicrobiologygandg
InfectionYM2017YMbcYMfdgZfeb

9.5 29

146 wenotypingMofMStreptococcusMagalactiaeMUgroupMrMstreptococciVMisolatedMfromMvaginalMandMrectalM
swabsMofMwomenMatMceZcgMweeksMofMpregnancy[MBMCgInfectiousgDiseasesYM2009YMiYMaec 4 29

145 StrongMcorrespondenceMinMbacterialMloadsMbetweenMtheMvaginaMandMrectumMofMpregnantMwomen[M
ResearchgingMicrobiologyYM2011YMafbYMe0fZac 4 28

144 TheMvaginalMmicrofloraMinMrelationMtoMgingivitis[MBMCgInfectiousgDiseasesYM2009YMiYMf 4 28

143 SurveyMofMβseudomonasMaeruginosaMandMitsMphagesjMdeMnovoMpeptideMsequencingMasMaMnovelMtoolMtoM
assessMtheMdiversityMofMworldwideMcollectedMviruses[MEnvironmentalgMicrobiologyYM2009YMaaYMac0cZac 5.2 28

142
ReclassificationMofMqcinetobacterMgrimontiiMsarrMetMal[Mb00cMasMaMlaterMsynonymMofMqcinetobacterMjuniiM
rouvetMandMwrimontMaihf[MInternationalgJournalgofgSystematicgandgEvolutionarygMicrobiologyYM2008YM
ehYMicgZd0

2.2 28

141 xaemophilusMinfluenzaeMbiofilmMformationMinMchronicMotitisMmediaMwithMeffusion[MEuropeangArchivesg
ofgOtouRhinouLaryngologyYM2016YMbgcYMceecZcef0 3.5 27

140 qMcomparativeMstudyMofMdifferentMstrategiesMforMremovalMofMendotoxinsMfromMbacteriophageM
preparations[MJournalgofgMicrobiologicalgMethodsYM2017YMacbYMaecZaei 2.8 26

139 TheMgenomeMsequenceMofMtheMhydrocarbonZdegradingMqcinetobacterMvenetianusMVuZsc[MResearchging
MicrobiologyYM2013YMafdYMdciZdi 4 26

138 uvaluationMofMinternalMtranscribedMspacerMbZRv‘βManalysisMforMtheMidentificationMofMdermatophytes[M
JournalgofgMedicalgMicrobiologyYM2010YMeiYMdhZed 3.2 26

(2010-2007)
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137 qntimicrobialMresistanceMandMresistanceMgenesMinMStaphylococcusMaureusMstrainsMfromMrabbits[M
VeterinarygMicrobiologyYM2004YMa0aYMbdeZea 3.3 26

136
TheMdevelopmentMofMaMafSMrRàqMgeneMbasedMβsRMforMtheMidentificationMofMStreptococcusM
pneumoniaeMandMcomparisonMwithMfourMotherMspeciesMspecificMβsRMassays[MBMCgInfectiousgDiseasesYM
2010YMa0YMa0d

4 25

135
ydentificationMofMspeciesMofMqbiotrophiaYMunterococcusYMwranulicatellaMandMStreptococcusMbyM
sequenceManalysisMofMtheMribosomalMafSZbcSMintergenicMspacerMregion[MJournalgofgMedicalg
MicrobiologyYM2007YMefYMe0dZeac

3.2 25

134 tigitizedMfluorescentMRv‘βManalysisMUfRv‘βVMasMaMuniversalMmethodMforMcomparingMgenomesMofM
culturableMdstàqMvirusesjMapplicationMtoMbacteriophages[MResearchgingMicrobiologyYM2007YMaehYMegbZha 4 25

133 êneMcaseMeachMofMrecurrentMmeningitisMandMhemoperitoneumMinfectionMwithMRalstoniaM
mannitolilytica[MJournalgofgClinicalgMicrobiologyYM2001YMciYMdehhZi0 9.7 25

132 sontinuousMambulatoryMperitonealMdialysisMperitonitisMdueMtoMunterococcusMcecorum[MJournalgofg
ClinicalgMicrobiologyYM2000YMchYMceaaZb 9.7 25

131 unhancesMViabilityMinManM’odel[MFrontiersgingCellulargandgInfectiongMicrobiologyYM2020YMa0YMhc 5.9 24

130
TransferMofMSejongiaMantarcticaYMSejongiaMjeoniiMandMSejongiaMmarinaMtoMtheMgenusMshryseobacteriumM
asMshryseobacteriumMantarcticumMcomb[Mnov[YMshryseobacteriumMjeoniiMcomb[Mnov[MandM
shryseobacteriumMmarinumMcomb[Mnov[MInternationalgJournalgofgSystematicgandgEvolutionaryg
MicrobiologyYM2009YMeiYMbbchZd0

2.2 24

129 SurveyMofMβseudomonasMaeruginosaMgenotypesMinMcolonisedMcysticMfibrosisMpatients[MEuropeang
RespiratorygJournalYM2006YMbhYMgd0Zg 13.6 24

128
ynvestigationMofMtheMeffectMofMtheMcoronalMrestorationMqualityMonMtheMcompositionMofMtheMrootMcanalM
microfloraMinMteethMwithMapicalMperiodontitisMbyMmeansMofMTZRv‘βManalysis[MInternationalgEndodonticg
JournalYM2004YMcgYMhaiZbg

5.4 24

127 RepetitiveZtàqZelementMβsRMfingerprintingMandMantibioticMresistanceMofMpanZuuropeanM
multiZresistantMqcinetobacterMbaumanniiMcloneMyyyMstrains[MJournalgofgMedicalgMicrobiologyYM2005YMedYMheaZhef3.2 24

126 tifferentiationMbetweenMhighMandMlowMvirulenceMStaphylococcusMaureusMstrainsMfromMrabbitsMbyM
randomlyMamplifiedMpolymorphicMtàqMURqβtVManalysis[MVeterinarygMicrobiologyYM2000YMgbYMcaaZi 3.3 24

125 xighMprevalenceMofMcurableMsexuallyMtransmittedMinfectionsMamongMpregnantMwomenMinMaMruralM
countyMhospitalMinMKilifiYMKenya[MPLoSgONEYM2017YMabYMe0ageaff 3.7 24

124
somparisonMofMcultureMwithMtwoMdifferentMqβsRMassaysMforMdetectionMofMrectovaginalMcarriageMofM
StreptococcusMagalactiaeMUgroupMrMstreptococciVMinMpregnantMwomen[MResearchgingMicrobiologyYM2011
YMafbYMdiiZe0e

4 23

123 ’odifiedMclassificationMofMwramZstainedMvaginalMsmearsMtoMpredictMspontaneousMpretermMbirthjMaM
prospectiveMcohortMstudy[MAmericangJournalgofgObstetricsgandgGynecologyYM2007YMaifYMebh[eaZf 6.4 23

122 xerpesMsimplexMvirusMtypeMaMinfectionMfacilitatesMinvasionMofMStaphylococcusMaureusMintoMtheMnasalM
mucosaMandMnasalMpolypMtissue[MPLoSgONEYM2012YMgYMecihge 3.7 23

121 ynfluenceMofMchronicMazithromycinMtreatmentMonMtheMcompositionMofMtheMoropharyngealMmicrobialM
communityMinMpatientsMwithMsevereMasthma[MBMCgMicrobiologyYM2017YMagYMa0i 4.5 22

120 qrrayZbasedMidentificationMofMspeciesMofMtheMgeneraMqbiotrophiaYMunterococcusYMwranulicatellaYMandM
Streptococcus[MJournalgofgClinicalgMicrobiologyYM2006YMddYMddadZbd 9.7 22

Mario Vaneechoutte
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119 uvaluationMofMamplifiedMrtàqMrestrictionManalysisMUqRtRqVMforMtheMidentificationMofMculturedM
mycobacteriaMinMaMdiagnosticMlaboratory[MBMCgMicrobiologyYM2002YMbYMd 4.5 22

118 ysMtheMimprovementMofMsvMpatientsYMhospitalizedMforMpulmonaryMexacerbationYMcorrelatedMtoMaM
decreaseMinMbacterialMloado[MPLoSgONEYM2013YMhYMegi0a0 3.7 22

117 wutMmicrobiotaMdynamicsMandMuraemicMtoxinsjMoneMsizeMdoesMnotMfitMall[MGutYM2019YMfhYMbbegZbbf0 19.2 22

116 qMsaseMofMβhageMTherapyMagainstMβandrugZResistantMinMaMabZYearZêldM‘ungZTransplantedMsysticM
vibrosisMβatient[MVirusesYM2021YMacYM 6.2 21

115 qcinetobacterMgandensisMsp[Mnov[MisolatedMfromMhorseMandMcattle[MInternationalgJournalgofgSystematicg
andgEvolutionarygMicrobiologyYM2014YMfdYMd00gZd0ae 2.2 20

114
ysolatesMbelongingMtoMstsMgroupMyyZiMbelongMpredominantlyMtoMSphingobacteriumMmizutaiiMYabuuchiM
etMal[MaihcjMemendedMdescriptionsMofMS[MmizutaiiMandMofMtheMgenusMSphingobacterium[MInternationalg
JournalgofgSystematicgandgEvolutionarygMicrobiologyYM2012YMfbYMbeihZbf0a

2.2 20

113
RapidMgenotypingMofMqchromobacterMxylosoxidansYMqcinetobacterMbaumanniiYMKlebsiellaM
pneumoniaeYMβseudomonasMaeruginosaMandMStenotrophomonasMmaltophiliaMisolatesMusingMmeltingM
curveManalysisMofMRqβtZgeneratedMtàqMfragmentsMU’cRqβtV[MResearchgingMicrobiologyYM2011YMafbYMchfZib

4 20

112 ynMvitroMactivityMofMsecnidazoleMagainstMqtopobiumMvaginaeYManManaerobicMpathogenMinvolvedMinM
bacterialMvaginosis[MClinicalgMicrobiologygandgInfectionYM2010YMafYMdg0Zb 9.5 20

111 wenotypeMbasedMevaluationMofMβseudomonasMaeruginosaMeradicationMtreatmentMsuccessMinMcysticM
fibrosisMpatients[MJournalgofgCysticgFibrosisYM2010YMiYMiiZa0c 4.1 20

110
somparisonMofMarbitrarilyMprimedMpolymeraseMchainMreactionMandMcellMenvelopeMproteinM
electrophoresisMforManalysisMofMqcinetobacterMbaumanniiMandMq[MjuniiMoutbreaks[MResearchging
MicrobiologyYM1995YMadfYMdegZfe

4 20

109
undocarditisMofMnativeMaorticMandMmitralMvalvesMdueMtoMsorynebacteriumMaccolensjMreportMofMaMcaseM
andMapplicationMofMphenotypicMandMgenotypicMtechniquesMforMidentification[MJournalgofgClinicalg
MicrobiologyYM1996YMcdYMabi0Zb

9.7 20

108 SepticemiaMinMneutropenicMpatientsMinfectedMwithMslostridiumMtertiumMresistantMtoMcefepimeMandM
otherMexpandedZspectrumMcephalosporins[MJournalgofgClinicalgMicrobiologyYM1999YMcgYMcgghZi 9.7 20

107 ydentificationMofMnonZfermentingMwramZnegativeMbacteriaMofMclinicalMimportanceMbyManM
oligonucleotideMarray[MJournalgofgMedicalgMicrobiologyYM2009YMehYMeifZf0e 3.2 19

106 uvaluationMofMamplifiedMrtàqMrestrictionManalysisMUqRtRqVMforMtheMidentificationMofM’ycoplasmaM
species[MBMCgInfectiousgDiseasesYM2005YMeYMdf 4 19

105
RapidMandMaccurateMidentificationMofMisolatesMofMsandidaMspeciesMbyMmeltingMpeakMandMmeltingMcurveM
analysisMofMtheMinternallyMtranscribedMspacerMregionMbMfragmentMUyTSbZ’sqV[MResearchgingMicrobiology
YM2013YMafdYMaa0Zg

4 18

104 ’ycobacteriumMinterjectumMasMcausativeMagentMofMcervicalMlymphadenitis[MJournalgofgClinicalg
MicrobiologyYM2001YMciYMgbeZg 9.7 18

103 TurnoverMofMxaemophilusMinfluenzaeMisolatesMinMotitisZproneMchildren[MInternationalgJournalgofg
PediatricgOtorhinolaryngologyYM2000YMedYMgZab 1.7 18

102 StudyMofMtheMinfluenceMofMplasmidsMonMtheMarbitraryMprimerMpolymeraseMchainMreactionMfingerprintMofM
uscherichiaMcoliMstrains[MFEMSgMicrobiologygLettersYM1994YMaaeYMcceZi 2.9 18

(1994-2002)
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101 ungineeredMβhageMundolysinMuliminatesMriofilmMwithoutMtamagingMreneficialMracteriaMinMracterialM
VaginosisMuxMVivo[MPathogensYM2021YMa0YM 4.5 18

100 StaphylococcusMaureusMcontrolsMinterleukinZeMreleaseMinMupperMairwayMinflammation[MJournalgofg
ProteomicsYM2018YMah0YMecZf0 3.9 17

99
uvaluationMofMlongZtermMcoZadministrationMofMtobramycinMandMclarithromycinMinMaMmatureMbiofilmM
modelMofMcysticMfibrosisMclinicalMisolatesMofMβseudomonasMaeruginosa[MInternationalgJournalgofg
AntimicrobialgAgentsYM2009YMcdYMcg0Zd

14.3 17

98 uffectsMofMβropidiumM’onoazideMUβ’qVMTreatmentMonM’ycobiomeMandMracteriomeMqnalysisMofM
systicMvibrosisMqirwaysMduringMuxacerbation[MPLoSgONEYM2016YMaaYMe0afhhf0 3.7 17

97 ynMvivoMevaluationMofMtheMvaginalMdistributionMandMretentionMofMaMmultiZparticulateMpelletMformulation[M
EuropeangJournalgofgPharmaceuticsgandgBiopharmaceuticsYM2009YMgcYMbh0Zd 5.7 16

96 qMcomparativeMevaluationMofMphenotypicMandMmolecularMmethodsMinMtheMidentificationMofMmembersM
ofMtheMStaphylococcusMsciuriMgroup[MSystematicgandgAppliedgMicrobiologyYM2005YMbhYMcecZg 4.2 16

95 saseMofMcatheterMsepsisMwithMRalstoniaMgilardiiMinMaMchildMwithMacuteMlymphoblasticMleukemia[MJournalg
ofgClinicalgMicrobiologyYM2001YMciYMdehcZd 9.7 16

94 racteremicMsommunityZqcquiredMβneumoniaMinMuthiopianMshildrenjMutiologyYMqntibioticMResistanceYM
RiskMvactorsYMandMslinicalMêutcome[MOpengForumgInfectiousgDiseasesYM2019YMfYMofz0bi 1 16

93 wenomicMandMphenotypicMcharacterizationMofMtheMspeciesMqcinetobacterMvenetianus[MScientificg
ReportsYM2016YMfYMbaihe 4.9 15

92 somparisonMofMcultureMandMqβsRMforMtheMdetectionMofMβseudomonasMaeruginosaMinMnotMchronicallyM
infectedMcysticMfibrosisMpatients[MBMCgMicrobiologyYM2010YMa0YMbde 4.5 15

91 retaZcaseinZderivedMpeptidesYMproducedMbyMbacteriaYMstimulateMcancerMcellMinvasionMandMmotility[M
EMBOgJournalYM2003YMbbYMfafaZgc 13 15

90 udwardsiellaMtardaMsepsisMinMaMliveZstrandedMspermMwhaleMUβhyseterMmacrocephalusV[MVeterinaryg
MicrobiologyYM2013YMaffYMcaaZe 3.3 14

89
tescriptionMofMqcidovoraxMwautersiiMsp[Mnov[MtoMaccommodateMclinicalMisolatesMandManMenvironmentalM
isolateYMmostMcloselyMrelatedMtoMqcidovoraxMavenae[MInternationalgJournalgofgSystematicgandg
EvolutionarygMicrobiologyYM2013YMfcYMbb0cZbb0f

2.2 14

88
βsychrobacterMisolatesMofMhumanMoriginYMotherMthanMβsychrobacterMphenylpyruvicusYMareM
predominantlyMβsychrobacterMfaecalisMandMβsychrobacterMpulmonisYMwithMemendedMdescriptionMofMβ[M
faecalis[MInternationalgJournalgofgSystematicgandgEvolutionarygMicrobiologyYM2012YMfbYMfgaZfgd

2.2 14

87 ydentificationMofMclinicallyMimportantManaerobicMbacteriaMbyManMoligonucleotideMarray[MJournalgofg
ClinicalgMicrobiologyYM2010YMdhYMabhcZi0 9.7 14

86 umendedMdescriptionMofMStreptococcusMferusMisolatedMfromMpigsMandMrats[MInternationalgJournalgofg
SystematicgandgEvolutionarygMicrobiologyYM2003YMecYMadcZadf 2.2 14

85
qMdoubleZblindMrandomizedMplaceboZcontrolledMstudyMonMtheMclinicalMandMmicrobialMeffectsMofManM
essentialMoilMmouthMrinseMusedMbyMpatientsMinMsupportiveMperiodontalMcare[MInternationalgJournalgofg
DentalgHygieneYM2013YMaaYMecZfa

2.6 13

84 traftMgenomeMsequenceMofMtheMhydrocarbonZdegradingMandMemulsanZproducingMstrainM
qcinetobacterMvenetianusMRqwZaT[MJournalgofgBacteriologyYM2012YMaidYMdggaZb 3.5 13

Mario Vaneechoutte
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83 RecoveryMofM’oraxellaMovisMfromMtheMbovineMrespiratoryMtractMandMdifferentiationMofM’oraxellaM
speciesMbyMttàqZintergenicMspacerMβsR[MVeterinarygMicrobiologyYM2007YMab0YMcgeZh0 3.3 13

82 umphysematousMwastritisMqssociatedMwithMslostridiumMsepticumMinMaMxorse[MJournalgofgVeterinaryg
InternalgMedicineYM2003YMagYMaaeZaah 3.1 13

81 racteremiaMdueMtoM’oraxellaMatlantaeMinMaMcancerMpatient[MJournalgofgClinicalgMicrobiologyYM2002YMd0YMbficZe9.7 13

80 uvaluationMofMafSMrRàqMweneMRestrictionMqnalysisMforMtheMydentificationMofMsulturedMêrganismsMofM
slinicallyMymportantslostridiumSpecies[MAnaerobeYM1996YMbYMbdiZbef 2.8 13

79 somparisonMofMtheMefficiencyMofMdifferentMcellMlysisMmethodsMandMdifferentMcommercialMmethodsMforM
RàqMextractionMfromMsandidaMalbicansMstoredMinMRàqlater[MBMCgMicrobiologyYM2019YMaiYMid 4.5 12

78 ’olecularMtypingMofMTrichomonasMvaginalisMisolatesMbyMactinMgeneMsequenceManalysisMandMcarriageMofM
T[MvaginalisMviruses[MParasitesgandgVectorsYM2017YMa0YMecg 4 12

77 qtopobiumMdeltaeMsp[Mnov[YMisolatedMfromMtheMbloodMofMaMpatientMwithMvournierTsMgangrene[M
InternationalgJournalgofgSystematicgandgEvolutionarygMicrobiologyYM2014YMfdYMcad0Zcade 2.2 12

76
ValidationMofMxighMResolutionM’eltingMqnalysisMUxR’VMofMtheMqmplifiedMyTSbMRegionMforMtheM
tetectionMandMydentificationMofMYeastsMfromMslinicalMSamplesjMsomparisonMwithMsultureMandM
’q‘tyZTêvMrasedMydentification[MPLoSgONEYM2015YMa0YMe0acbadi

3.7 12

75 traftMwenomeMSequenceMofM‘actobacillusMplantarumMs’βwec00YMaMxumanMVaginalMysolate[MGenomeg
AnnouncementsYM2014YMbYM 12

74
shryseobacteriumMarothriMsampbellMetMal[Mb00hMisMaMlaterMheterotypicMsynonymMofMshryseobacteriumM
hominisMVaneechoutteMetMal[Mb00g[MInternationalgJournalgofgSystematicgandgEvolutionarygMicrobiologyYM
2009YMeiYMfieZg

2.2 12

73 uvaluationMofMtRàqMgeneMβsRMforMidentificationMofMmollicutes[MJournalgofgClinicalgMicrobiologyYM2005YM
dcYMdeehZff 9.7 12

72 qcinetobacterYMshryseobacteriumYM’oraxellaYMandMêtherMàonfermentativeMwramZàegativeMRodshacZhcg 12

71 RoleMofMxyVMexposureMandMinfectionMinMrelationMtoMneonatalMwrSMdiseaseMandMrectovaginalMwrSM
carriagejMaMsystematicMreviewMandMmetaZanalysis[MScientificgReportsYM2017YMgYMachb0 4.9 11

70 qMtàqMtoolMforMearlyMdetectionMofMvaginalMdysbiosisMinMqfricanMwomen[MResearchgingMicrobiologyYM
2016YMafgYMaccZda 4 11

69 RoleMofMnasopharyngealMbacterialMfloraMinMtheMevaluationMofMrecurrentMmiddleMearMinfectionsMinM
children[MClinicalgMicrobiologygandgInfectionYM1999YMeYMec0Zecd 9.5 11

68 UrogenitalMpathogensYMassociatedMwithMTrichomonasMvaginalisYMamongMpregnantMwomenMinMKilifiYM
KenyajMaMnestedMcaseZcontrolMstudy[MBMCgInfectiousgDiseasesYM2018YMahYMedi 4 11

67 tevelopmentMofMaMqβsRMplatformMforMquantificationMofMtheMfiveMbacteriophagesMwithinM
bacteriophageMcocktailMbMUrvsbV[MScientificgReportsYM2019YMiYMachic 4.9 10

66 SusceptibilityMtestingMofMqtopobiumMvaginaeMforMdequaliniumMchloride[MBMCgResearchgNotesYM2012YMeYMaea 2.3 10

(2012-2007)
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65 ysolationMandMidentificationMofM’ycobacteriumMaviumMsubspeciesMsilvaticumMfromMaMhorse[M
ComparativegImmunologytgMicrobiologygandgInfectiousgDiseasesYM2012YMceYMc0cZg 2.6 10

64
ynhibitionMofMinfectionMandMtransmissionMofMxyVZaMandMlackMofMsignificantMimpactMonMtheMvaginalM
commensalMlactobacilliMbyMcarbohydrateZbindingMagents[MJournalgofgAntimicrobialgChemotherapyYM
2013YMfhYMb0bfZcg

5.1 10

63 ydentificationMofMaMnewMbiotypeMofMqctinomycesMhyovaginalisMinMtissuesMofMpigsMduringMdiagnosticM
bacteriologicalMexamination[MVeterinarygMicrobiologyYM2002YMhdYMicZa0b 3.3 10

62 ysolationMofMruttiauxellaMgaviniaeMfromMaMspinalMcordMpatientMwithMurinaryMbladderMpathology[MJournalg
ofgClinicalgMicrobiologyYM2002YMd0YMchfgZg0 9.7 10

61 qMmonoclonalMantibodyMreactiveMwithMaMcommonMepitopeMofM’oraxellaMUrranhamellaVMcatarrhalisM
lipopolysaccharides[MVaccinegJournalYM1996YMcYMceaZd 10

60 TheMprevalenceMofMmiddleMearMpathogensMinMtheMouterMearMcanalMandMtheMnasopharyngealMcavityMofM
healthyMyoungMadults[MClinicalgMicrobiologygandgInfectionYM2010YMafYMa0caZe 9.5 9

59 uxtendedZSpectrumMbetaZlactamaseMUuSr‘VMproducingMunterobacterMaerogenesMphenotypicallyM
misidentifiedMasMKlebsiellaMpneumoniaeMorMK[Mterrigena[MBMCgMicrobiologyYM2004YMdYMdi 4.5 9

58 qntibioticMsusceptibilityMofMacuteMotitisMmediaMpathogensMinMotitisZproneMrelgianMchildren[MEuropeang
JournalgofgPediatricsYM2004YMafcYMebdZi 4.1 9

57 uxperienceYMqwarenessMandMsonsciousnessjSuggestionsMforMtefinitionsMasMêfferedMbyManM
uvolutionaryMqpproach[MFoundationsgofgScienceYM2000YMeYMdbiZdef 0.8 9

56 uvidenceMofMlectinZmediatedMadherenceMofM’oraxellaMcatarrhalis[MInfectionYM1995YMbcYMcgZda 5.8 9

55 wenomesManalysisMandMbacteriaMidentificationjMTheMuseMofMoverlappingMgenesMasMmolecularMmarkers[M
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