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i Paper IF Citations

147 weneticJdeterminantsJofJtelomereJlengthJfromJaZiVabbJancestrallyJdiverseJwholeWgenomeJ
sequencesJinJTOPγedXXJCellfGenomicsVJ2022VJbVJaZZZhdWaZZZhd 1

146 ulucidatingJmechanismsJofJgeneticJcrossWdiseaseJassociationsJatJtheJPROsRJvascularJdiseaseJlocusXXJ
NaturefCommunicationsVJ2022VJacVJabbb 17.4 0

145 γendelianJrandomizationJsupportsJbidirectionalJcausalityJbetweenJtelomereJlengthJandJclonalJ
hematopoiesisJofJindeterminateJpotentialXXJSciencefAdvancesVJ2022VJhVJeablfegi 14.3 3

144 qJbioinformaticsJpipelineJforJestimatingJmitochondrialJtNqJcopyJnumberJandJheteroplasmyJlevelsJ
fromJwholeJgenomeJsequencingJdataXXJNARfGenomicsfandfBioinformaticsVJ2022VJdVJlqacZcd 3.7 0

143 qssociationJofJmitochondrialJtNqJcopyJnumberJwithJcardiometabolicJdiseasesXXJCellfGenomicsVJ2021
VJaVJ 1

142 WholeWgenomeJsequencingJassociationJanalysisJofJquantitativeJredJbloodJcellJphenotypesjJTheJ
NxαryJTOPγedJprogramXJAmericanfJournalfoffHumanfGeneticsVJ2021VJaZhVJhgdWhic 11 5

141 vwαaJasJaJmodulatorJofJplasmaJtWdimerJlevelsjJuxomeWwideJmarkerJanalysisJofJplasmaJtPqVJPqyWaVJ
andJtWdimerXJJournalfoffThrombosisfandfHaemostasisVJ2021VJaiVJbZaiWbZbh 15.4 1

140 PotentialJRoleJforJtheJRqStaJwlucocorticoidWResponsiveJweneJinJsorticotrophJTumorigenesisXJ
JournalfoffthefEndocrinefSocietyVJ2021VJeVJqediWqedi 0.4 78

139 SequencingJofJecVhcaJdiverseJgenomesJfromJtheJNxαryJTOPγedJProgramXJNatureVJ2021VJeiZVJbiZWbii 50.4 268

138 rinomiRarejJqJrobustJtestJforJassociationJofJaJrareJgeneticJvariantJwithJaJbinaryJoutcomeJforJmixedJ
modelsJandJanyJcaseWcontrolJproportionXJHumanfGeneticsfandfGenomicsfAdvancesVJ2021VJbVJ 0.8 1

137 uxomeJsequencingJofJchildWparentJtriosJwithJbladderJexstrophyjJvindingsJinJbfJchildrenXJAmericanf
JournalfoffMedicalfGeneticsufPartfAVJ2021VJaheVJcZbhWcZda 2.5 1

136 WholeWgenomeJsequencingJinJdiverseJsubjectsJidentifiesJgeneticJcorrelatesJofJleukocyteJtraitsjJTheJ
NxαryJTOPγedJprogramXJAmericanfJournalfoffHumanfGeneticsVJ2021VJaZhVJahcfWahea 11 1

135
PredictionJofJvalseWPositiveJSevereJqcuteJRespiratoryJSyndromeJsoronavirusJbJRSqRSWsoVWbSJ
γolecularJResultsJinJaJxighWThroughputJOpenWPlatformJSystemXJJournalfoffMolecularfDiagnosticsVJ
2021VJbcVJaZheWaZif

5.1 1

134 WholeJgenomeJsequenceJanalysisJofJplateletJtraitsJinJtheJNxαryJtransWomicsJforJprecisionJmedicineJ
initiativeXJHumanfMolecularfGeneticsVJ2021VJ 5.6 2

133 wermlineJst’NarJαossWofWvunctionJVariantsJsauseJPediatricJsushingQsJtiseaseJWithJorJWithoutJanJ
γuNdJPhenotypeXJJournalfoffClinicalfEndocrinologyfandfMetabolismVJ2020VJaZeVJ 5.6 10

132 vrequencyJofJPathogenicJwermlineJVariantsJinJsancerWSusceptibilityJwenesJinJPatientsJWithJ
OsteosarcomaXJJAMAfOncologyVJ2020VJfVJgbdWgcd 13.4 60

131 qllelicJxeterogeneityJatJtheJsRPJαocusJydentifiedJbyJWholeWwenomeJSequencingJinJγultiWancestryJ
sohortsXJAmericanfJournalfoffHumanfGeneticsVJ2020VJaZfVJaabWabZ 11 2
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130 RequirementJofJvqTJandJtsxSJprotocadherinsJduringJhypothalamicWpituitaryJdevelopmentXJJCIf
InsightVJ2020VJeVJ 9.9 2

129 uvaluationJofJmitochondrialJtNqJcopyJnumberJestimationJtechniquesXJPLoSfONEVJ2020VJaeVJeZbbhaff 3.7 38

128 ORZfWZaJTheJRoleJofJwermlineJtefectsJinJsushingâ��sJtiseaseXJJournalfoffthefEndocrinefSocietyVJ2020VJ
dVJ 0.4 78

127 qssociationJofJpolymorphismsJinJandrogenJproductionVJuptakeVJandJconversionJchainJRqPUsSJgenesJ
withJmortalityJofJprostateJcancerJpatientsXXJJournalfoffClinicalfOncologyVJ2020VJchVJeebhWeebh 2.2

126
ReplicationJofJNewlyJydentifiedJweneticJqssociationsJretweenJqbdominalJqorticJqneurysmJandJ
SγYtbVJαyNsZZedZVJPsyvaYγγPiYZNvcceVJandJuRwXJEuropeanfJournalfoffVascularfandfEndovascularf
SurgeryVJ2020VJeiVJibWig

2.3 4

125 rurdenJofJrareJexomeJsequenceJvariantsJinJPROsJgeneJisJassociatedJwithJvenousJ
thromboembolismjJaJpopulationWbasedJstudyXJJournalfoffThrombosisfandfHaemostasisVJ2020VJahVJddeWdec 15.4 6

124 γitochondrialJtNqJcopyJnumberJcanJinfluenceJmortalityJandJcardiovascularJdiseaseJviaJmethylationJ
ofJnuclearJtNqJspwsXJGenomefMedicineVJ2020VJabVJhd 14.4 13

123 NearlyJxalfJofJwermlineJVariantsJPredictedJToJreJPathogenicJinJPatientsJWithJOsteosarcomaJqreJ
teJNovojJqJReportJvromJtheJshildrenQsJOncologyJwroupXJJCOfPrecisionfOncologyVJ2020VJdVJ 3.6 3

122 TheJPolygenicJandJγonogenicJrasisJofJrloodJTraitsJandJtiseasesXJCellVJ2020VJahbVJabadWabcaXeaa 56.2 96

121 ValidationJofJaJhybridJapproachJtoJstandardizeJimmunophenotypingJanalysisJinJlargeJpopulationJ
studiesjJTheJxealthJandJRetirementJStudyXJScientificfReportsVJ2020VJaZVJhgei 4.9 1

120 qJγendelianJrandomizationJofJ˛‡QJandJtotalJfibrinogenJlevelsJinJrelationJtoJvenousJ
thromboembolismJandJischemicJstrokeXJBloodVJ2020VJacfVJcZfbWcZfi 2.2 6

119 RareJwermlineJVariantsJinJPediatricJPatientsJWithJsushingQsJtiseasejJWhatJysJTheirJRoleoXJFrontiersfinf
EndocrinologyVJ2020VJaaVJdcc 5.7 4

118 TransWethnicJandJqncestryWSpecificJrloodWsellJweneticsJinJgdfVffgJyndividualsJfromJeJwlobalJ
PopulationsXJCellVJ2020VJahbVJaaihWabacXead 56.2 88

117 γitochondrialJtNqJcopyJnumberJandJincidentJatrialJfibrillationXJBMCfMedicineVJ2020VJahVJbdf 11.4 7

116 uvaluationJofJmitochondrialJtNqJcopyJnumberJestimationJtechniquesJ2020VJaeVJeZbbhaff

115 uvaluationJofJmitochondrialJtNqJcopyJnumberJestimationJtechniquesJ2020VJaeVJeZbbhaff

114 uvaluationJofJmitochondrialJtNqJcopyJnumberJestimationJtechniquesJ2020VJaeVJeZbbhaff

113 uvaluationJofJmitochondrialJtNqJcopyJnumberJestimationJtechniquesJ2020VJaeVJeZbbhaff

(2020-2020)
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112 weneticJanalysisJofJhssRPJinJqmericanJyndiansjJTheJStrongJxeartJvamilyJStudyXJPLoSfONEVJ2019VJadVJeZbbcegd3.7 2

111 tiscoveringJgeneticJinteractionsJbridgingJpathwaysJinJgenomeWwideJassociationJstudiesXJNaturef
CommunicationsVJ2019VJaZVJdbgd 17.4 26

110 qJlargeWscaleJexomeJarrayJanalysisJofJvenousJthromboembolismXJGeneticfEpidemiologyVJ2019VJdcVJddiWdeg2.6 11

109 γendelianJrandomizationJevaluationJofJcausalJeffectsJofJfibrinogenJonJincidentJcoronaryJheartJ
diseaseXJPLoSfONEVJ2019VJadVJeZbafbbb 3.7 11

108 αargeJwenomicJqberrationsJinJsorticotropinomasJqreJqssociatedJWithJwreaterJqggressivenessXJ
JournalfoffClinicalfEndocrinologyfandfMetabolismVJ2019VJaZdVJagibWahZa 5.6 10

107 RujJLRqsyqαJqNtJuTxNysJtyvvuRuNsuSJyNJSOsyOusONOγysJPOSyTyONJqNtJRyS’JOvJsxyαtxOOtJ
qsUTuJαYγPxOrαqSTysJαuU’uγyqLXJAmericanfJournalfoffEpidemiologyVJ2019VJahhVJaaibWaaic 3.8 3

106 wenomicJandJtranscriptomicJassociationJstudiesJidentifyJafJnovelJsusceptibilityJlociJforJvenousJ
thromboembolismXJBloodVJ2019VJacdVJafdeWafeg 2.2 63

105 wenomeWwideJassociationJmetaWanalysisJidentifiesJfiveJnovelJlociJforJageWrelatedJhearingJ
impairmentXJScientificfReportsVJ2019VJiVJaeaib 4.9 14

104 ORbdWfJNonWsyndromicJsushingQsJtiseaseJtueJToJst’NarJγutationsjJNovelJγutationsJqndJ
PhenotypicJveaturesJynJqJαargeJPediatricJsohortXJJournalfoffthefEndocrinefSocietyVJ2019VJcVJ 0.4 1

103
UseJofJnaZZVZZZJNxαryJTransWOmicsJforJPrecisionJγedicineJRTOPγedSJsonsortiumJwholeJgenomeJ
sequencesJimprovesJimputationJqualityJandJdetectionJofJrareJvariantJassociationsJinJadmixedJ
qfricanJandJxispanicYαatinoJpopulationsXJPLoSfGeneticsVJ2019VJaeVJeaZZheZZ

6 90

102 wenomeWWideJqssociationJTransethnicJγetaWqnalysesJydentifiesJNovelJqssociationsJRegulatingJ
soagulationJvactorJVyyyJandJvonJWillebrandJvactorJPlasmaJαevelsXJCirculationVJ2019VJaciVJfbZWfce 16.7 51

101 qJgenomeWwideJassociationJstudyJidentifiesJnewJlociJforJfactorJVyyJandJimplicatesJfactorJVyyJinJ
ischemicJstrokeJetiologyXJBloodVJ2019VJaccVJifgWigg 2.2 17

100 WholeJgenomeJsequenceJassociationJwithJuWselectinJlevelsJrevealsJlossWofWfunctionJvariantJinJ
qfricanJqmericansXJHumanfMolecularfGeneticsVJ2019VJbhVJeaeWebc 5.6 10

99
wenomeWwideJassociationJstudyJofJhomocysteineJinJqfricanJqmericansJfromJtheJzacksonJxeartJ
StudyVJtheJγultiWuthnicJStudyJofJqtherosclerosisVJandJtheJsoronaryJqrteryJRiskJinJYoungJqdultsJ
studyXJJournalfoffHumanfGeneticsVJ2018VJfcVJcbgWccg

4.3 5

98 vunctionalJvariantsJinJtheJgeneJconferJsharedJeffectsJonJriskJforJsrohnQsJdiseaseJandJParkinsonQsJ
diseaseXJSciencefTranslationalfMedicineVJ2018VJaZVJ 17.5 165

97
TheJgeneticJunderpinningsJofJvariationJinJagesJatJmenarcheJandJnaturalJmenopauseJamongJwomenJ
fromJtheJmultiWethnicJPopulationJqrchitectureJusingJwenomicsJandJupidemiologyJRPqwuSJStudyjJqJ
transWethnicJmetaWanalysisXJPLoSfONEVJ2018VJacVJeZbZZdhf

3.7 14

96 uvaluationJofJtheJrelationshipJbetweenJplasmaJlipidsJandJabdominalJaorticJaneurysmjJqJγendelianJ
randomizationJstudyXJPLoSfONEVJ2018VJacVJeZaiegai 3.7 26

95
tiscoveryVJfineWmappingVJandJconditionalJanalysesJofJgeneticJvariantsJassociatedJwithJsWreactiveJ
proteinJinJmultiethnicJpopulationsJusingJtheJγetabochipJinJtheJPopulationJqrchitectureJusingJ
wenomicsJandJupidemiologyJRPqwuSJstudyXJHumanfMolecularfGeneticsVJ2018VJbgVJbidZWbiec

5.6 8

Nathan D Pankratz

4



94 sommonJ˛–WglobinJvariantsJmodifyJhematologicJandJotherJclinicalJphenotypesJinJsickleJcellJtraitJandJ
diseaseXJPLoSfGeneticsVJ2018VJadVJeaZZgbic 6 25

93 PleiotropicJeffectsJofJnWfJandJnWcJfattyJacidWrelatedJgeneticJvariantsJonJcirculatingJhemostaticJ
variablesXJThrombosisfResearchVJ2018VJafhVJecWei 8.2 1

92 RareJcopyJnumberJvariantsJidentifiedJinJpruneJbellyJsyndromeXJEuropeanfJournalfoffMedicalfGenetics
VJ2018VJfaVJadeWaea 2.6 16

91 ’linefelterJsyndromeJinJmalesJwithJgermJcellJtumorsjJqJreportJfromJtheJshildrenQsJOncologyJwroupXJ
CancerVJ2018VJabdVJciZZWciZh 6.4 29

90 ydentificationJofJweneticJVariantsJαinkingJProteinJsJandJαipoproteinJγetabolismjJTheJqRysJStudyJ
RqtherosclerosisJRiskJinJsommunitiesSXJArteriosclerosisufThrombosisufandfVascularfBiologyVJ2017VJcgVJehiWeig9.4 8

89 xeritabilityJofJVascularJStructureJandJvunctionjJqJParentWshildJStudyXJJournalfoffthefAmericanfHeartf
AssociationVJ2017VJfVJ 6 8

88 SomaticJUSPhJweneJγutationsJqreJaJsommonJsauseJofJPediatricJsushingJtiseaseXJJournalfoff
ClinicalfEndocrinologyfandfMetabolismVJ2017VJaZbVJbhcfWbhdc 5.6 61

87 vailureJtoJreplicateJthrombomodulinJgeneticJvariantJpredictorsJofJvenousJthromboembolismJinJ
qfricanJqmericansXJBloodVJ2017VJacZVJfhhWfiZ 2.2 2

86 αossWofWfunctionJmutationsJinJtheJgeneJareJaJnovelJcauseJofJsushingQsJdiseaseXJEndocrinevRelatedf
CancerVJ2017VJbdVJcgiWcib 5.7 41

85 VariantsJinJrq’aVJSPRYdVJandJwqrbJareJassociatedJwithJpediatricJgermJcellJtumorsjJqJreportJfromJ
theJchildrenQsJoncologyJgroupXJGenesfChromosomesfandfCancerVJ2017VJefVJedhWeeh 5 19

84 qssociationJofJγitochondrialJtNqJsopyJNumberJWithJsardiovascularJtiseaseXJJAMAfCardiologyVJ
2017VJbVJabdgWabee 16.2 109

83 tiscoveryJandJreplicationJofJSNPWSNPJinteractionsJforJquantitativeJlipidJtraitsJinJoverJfZVZZZJ
individualsXJBioDatafMiningVJ2017VJaZVJbe 4.3 5

82 sorticotropinomaJasJaJsomponentJofJsarneyJsomplexXJJournalfoffthefEndocrinefSocietyVJ2017VJaVJiahWibe0.4 32

81 TransethnicJinsightJintoJtheJgeneticsJofJglycaemicJtraitsjJfineWmappingJresultsJfromJtheJPopulationJ
qrchitectureJusingJwenomicsJandJupidemiologyJRPqwuSJconsortiumXJDiabetologiaVJ2017VJfZVJbchdWbcih 10.3 16

80 qssociationJbetweenJmitochondrialJtNqJcopyJnumberJandJsuddenJcardiacJdeathjJfindingsJfromJtheJ
qtherosclerosisJRiskJinJsommunitiesJstudyJRqRysSXJEuropeanfHeartfJournalVJ2017VJchVJcddcWcddh 9.5 43

79 wenomeWwideJassociationJstudyJofJredJbloodJcellJtraitsJinJxispanicsYαatinosjJTheJxispanicJ
sommunityJxealthJStudyYStudyJofJαatinosXJPLoSfGeneticsVJ2017VJacVJeaZZfgfZ 6 38

78 ReplicationJofJgenomeWwideJassociationJsignalsJinJqsianJyndiansJwithJearlyWonsetJtypeJbJdiabetesXJ
ActafDiabetologicaVJ2016VJecVJiaeWibc 3.9 11

77 PlateletWRelatedJVariantsJydentifiedJbyJuxomechipJγetaWanalysisJinJaegVbicJyndividualsXJAmericanf
JournalfoffHumanfGeneticsVJ2016VJiiVJdZWee 11 61

(2016-2018)
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76 αargeWScaleJuxomeWwideJqssociationJqnalysisJydentifiesJαociJforJWhiteJrloodJsellJTraitsJandJ
PleiotropyJwithJymmuneWγediatedJtiseasesXJAmericanfJournalfoffHumanfGeneticsVJ2016VJiiVJbbWci 11 42

75
qssociationJbetweenJγitochondrialJtNqJsopyJNumberJinJPeripheralJrloodJandJyncidentJs’tJinJtheJ
qtherosclerosisJRiskJinJsommunitiesJStudyXJJournalfoffthefAmericanfSocietyfoffNephrology:fJASNVJ
2016VJbgVJbdfgWgc

12.7 79

74 uxomeJwenotypingJydentifiesJPleiotropicJVariantsJqssociatedJwithJRedJrloodJsellJTraitsXJAmericanf
JournalfoffHumanfGeneticsVJ2016VJiiVJhWba 11 47

73 RareJcopyJnumberJvariantsJimplicatedJinJposteriorJurethralJvalvesXJAmericanfJournalfoffMedicalf
GeneticsufPartfAVJ2016VJagZVJfbbWcc 2.5 16

72
WholeWuxomeJSequencingJydentifiesJαociJqssociatedJwithJrloodJsellJTraitsJandJRevealsJaJRoleJforJ
qlternativeJwvyarJSpliceJVariantsJinJxumanJxematopoiesisXJAmericanfJournalfoffHumanfGeneticsVJ
2016VJiiVJdhaWh

11 31

71 qJwenomeWWideJScanJydentifiesJVariantsJinJNvyrJqssociatedJwithJγetastasisJinJPatientsJwithJ
OsteosarcomaXJCancerfDiscoveryVJ2015VJeVJibZWca 24.4 71

70 NeuroXVJaJfastJandJefficientJgenotypingJplatformJforJinvestigationJofJneurodegenerativeJdiseasesXJ
NeurobiologyfoffAgingVJ2015VJcfVJafZeXegWab 5.6 70

69 weneticJandJnongeneticJriskJfactorsJforJchildhoodJcancerXJPediatricfClinicsfoffNorthfAmericaVJ2015VJ
fbVJaaWbe 3.6 94

68 RareJandJlowWfrequencyJvariantsJandJtheirJassociationJwithJplasmaJlevelsJofJfibrinogenVJvVyyVJvVyyyVJ
andJvWvXJBloodVJ2015VJabfVJeaiWbi 2.2 45

67 qssociationJofJexomeJsequencesJwithJplasmaJsWreactiveJproteinJlevelsJinJniZZZJparticipantsXJ
HumanfMolecularfGeneticsVJ2015VJbdVJeeiWga 5.6 31

66 sopyJnumberJvariationsJandJcognitiveJphenotypesJinJunselectedJpopulationsXJJAMAfvfJournalfoffthef
AmericanfMedicalfAssociationVJ2015VJcacVJbZddWed 27.4 96

65 TheJassociationsJbetweenJfWnWpropylthiouracilJRPROPSJintensityJandJtasteJintensitiesJdifferJbyJ
TqSbRchJhaplotypeXJJournalfoffNutrigeneticsfandfNutrigenomicsVJ2014VJgVJadcWeb 24

64 αargeWscaleJmetaWanalysisJofJgenomeWwideJassociationJdataJidentifiesJsixJnewJriskJlociJforJ
ParkinsonQsJdiseaseXJNaturefGeneticsVJ2014VJdfVJihiWic 36.3 1261

63 αowWvrequencyJsopyWNumberJVariantsJandJweneralJsognitiveJqbilityjJNoJuvidenceJofJqssociationXJ
IntelligenceVJ2014VJdbVJihWaZf 3 9

62 RareJnonsynonymousJexonicJvariantsJinJaddictionJandJbehavioralJdisinhibitionXJBiologicalfPsychiatryVJ
2014VJgeVJghcWi 7.9 39

61 weneticJassociationsJofJnonsynonymousJexonicJvariantsJwithJpsychophysiologicalJendophenotypesXJ
PsychophysiologyVJ2014VJeaVJacZZWh 4.1 21

60
γultiancestralJanalysisJofJinflammationWrelatedJgeneticJvariantsJandJsWreactiveJproteinJinJtheJ
populationJarchitectureJusingJgenomicsJandJepidemiologyJstudyXJCirculation:fCardiovascularf
GeneticsVJ2014VJgVJaghWhh

22

59 weneWcentricJmetaWanalysisJinJhgVgcfJindividualsJofJuuropeanJancestryJidentifiesJmultipleJ
bloodWpressureWrelatedJlociXJAmericanfJournalfoffHumanfGeneticsVJ2014VJidVJcdiWfZ 11 131
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58 vineJγappingJandJydentificationJofJrγyJαociJinJqfricanJqmericansXJAmericanfJournalfoffHumanf
GeneticsVJ2013VJicVJffaWga 11 63

57 qJgenomeWwideJassociationJstudyJforJvenousJthromboembolismjJtheJextendedJcohortsJforJheartJ
andJagingJresearchJinJgenomicJepidemiologyJRsxqRwuSJconsortiumXJGeneticfEpidemiologyVJ2013VJcgVJeabWeba2.6 80

56 OdorJidentificationJandJcognitiveJfunctionJinJtheJreaverJtamJOffspringJStudyXJJournalfoffClinicalf
andfExperimentalfNeuropsychologyVJ2013VJceVJffiWgf 2.1 22

55 vactorsJrelatedJtoJfungiformJpapillaeJdensityjJtheJbeaverJdamJoffspringJstudyXJChemicalfSensesVJ
2013VJchVJffiWgg 4.8 76

54 qnJanalysisJofJmeasuresJofJeffectJsizeJbyJageJofJonsetJinJcancerJgenomewideJassociationJstudiesXJ
GenesfChromosomesfandfCancerVJ2013VJebVJheeWi 5 5

53 qJmulticenterJstudyJofJglucocerebrosidaseJmutationsJinJdementiaJwithJαewyJbodiesXJJAMAf
NeurologyVJ2013VJgZVJgbgWce 17.2 285

52 αargeWscaleJgeneWcentricJmetaWanalysisJacrossJcbJstudiesJidentifiesJmultipleJlipidJlociXJAmericanf
JournalfoffHumanfGeneticsVJ2012VJiaVJhbcWch 11 189

51 γetaWanalysisJofJParkinsonQsJdiseasejJidentificationJofJaJnovelJlocusVJRyTbXJAnnalsfoffNeurologyVJ2012
VJgaVJcgZWhd 9.4 214

50 γetaWanalysisJofJtenseJwenecentricJqssociationJStudiesJRevealsJsommonJandJUncommonJVariantsJ
qssociatedJwithJxeightXJAmericanfJournalfoffHumanfGeneticsVJ2012VJiZVJaaafWaaag 11 78

49 weneJexpressionJprofilesJinJParkinsonJdiseaseJprefrontalJcortexJimplicateJvOXOaJandJgenesJunderJ
itsJtranscriptionalJregulationXJPLoSfGeneticsVJ2012VJhVJeaZZbgid 6 54

48 somprehensiveJresearchJsynopsisJandJsystematicJmetaWanalysesJinJParkinsonQsJdiseaseJgeneticsjJ
TheJPtweneJdatabaseXJPLoSfGeneticsVJ2012VJhVJeaZZbedh 6 420

47 VoxelwiseJgeneWwideJassociationJstudyJRvweneWqSSjJmultivariateJgeneWbasedJassociationJtestingJinJ
gcaJelderlyJsubjectsXJNeuroImageVJ2011VJefVJahgeWia 7.9 96

46 wenomicJsopyJNumberJqnalysisJinJqlzheimerQsJtiseaseJandJγildJsognitiveJympairmentjJqnJqtNyJ
StudyXJInternationalfJournalfoffAlzheimerosfDiseaseVJ2011VJbZaaVJgbidgh 3.7 43

45 γetaWanalysisJofJtenseJwenecentricJqssociationJStudiesJRevealsJsommonJandJUncommonJVariantsJ
qssociatedJwithJxeightXJAmericanfJournalfoffHumanfGeneticsVJ2011VJhhVJfWah 11 103

44 TranslationJinitiatorJuyvdwaJmutationsJinJfamilialJParkinsonJdiseaseXJAmericanfJournalfoffHumanf
GeneticsVJ2011VJhiVJcihWdZf 11 213

43 ydentifyingJrareJvariantsJfromJexomeJscansjJtheJwqWagJexperienceXJBMCfProceedingsVJ2011VJeJSupplJ
iVJSa 2.3 5

42 wenomewideJlinkageJstudyJofJmodifiersJofJαRR’bWrelatedJParkinsonQsJdiseaseXJMovementfDisordersVJ
2011VJbfVJbZciWdd 7 7

41 zointJanalysesJofJdiseaseJandJcorrelatedJquantitativeJphenotypesJusingJnextWgenerationJ
sequencingJdataXJGeneticfEpidemiologyVJ2011VJceJSupplJaVJSfgWgc 2.6 3

(2011-2013)
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40 sopyJnumberJvariationJinJfamilialJParkinsonJdiseaseXJPLoSfONEVJ2011VJfVJebZihh 3.7 53

39 wenomeWwideJassociationJofJfamilialJlateWonsetJqlzheimerQsJdiseaseJreplicatesJryNaJandJsαUJandJ
nominatesJsUwrPbJinJinteractionJwithJqPOuXJPLoSfGeneticsVJ2011VJgVJeaZZacZh 6 179

38
qJcommonlyJcarriedJalleleJofJtheJobesityWrelatedJvTOJgeneJisJassociatedJwithJreducedJbrainJvolumeJ
inJtheJhealthyJelderlyXJProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoff
AmericaVJ2010VJaZgVJhdZdWi

11.5 202

37 VoxelwiseJgenomeWwideJassociationJstudyJRvwWqSSXJNeuroImageVJ2010VJecVJaafZWgd 7.9 197

36 wenomeWwideJanalysisJrevealsJnovelJgenesJinfluencingJtemporalJlobeJstructureJwithJrelevanceJtoJ
neurodegenerationJinJqlzheimerQsJdiseaseXJNeuroImageVJ2010VJeaVJedbWed 7.9 119

35 WholeJgenomeJassociationJstudyJofJbrainWwideJimagingJphenotypesJforJidentifyingJquantitativeJ
traitJlociJinJγsyJandJqtjJqJstudyJofJtheJqtNyJcohortXJNeuroImageVJ2010VJecVJaZeaWfc 7.9 266

34 γaternalJinheritanceJandJmitochondrialJtNqJvariantsJinJfamilialJParkinsonQsJdiseaseXJBMCfMedicalf
GeneticsVJ2010VJaaVJec 2.1 26

33 NonWredundantJsummaryJscoresJappliedJtoJtheJNorthJqmericanJRheumatoidJqrthritisJsonsortiumJ
datasetXJBMCfProceedingsVJ2009VJcJSupplJgVJSci 2.3 0

32 qlphaWsynucleinJandJfamilialJParkinsonQsJdiseaseXJMovementfDisordersVJ2009VJbdVJaabeWca 7 32

31 wenomewideJassociationJstudyJforJsusceptibilityJgenesJcontributingJtoJfamilialJParkinsonJdiseaseXJ
HumanfGeneticsVJ2009VJabdVJeicWfZe 6.3 363

30 wenomewideJassociationJstudyJforJonsetJageJinJParkinsonJdiseaseXJBMCfMedicalfGeneticsVJ2009VJaZVJih 2.1 78

29 slinicalJcorrelatesJofJdepressiveJsymptomsJinJfamilialJParkinsonQsJdiseaseXJMovementfDisordersVJ
2008VJbcVJbbafWbc 7 25

28 yssuesJinJassociationJmappingJwithJhighWdensityJSNPJdataJandJdiverseJfamilyJstructuresXJGeneticf
EpidemiologyVJ2007VJcaJSupplJaVJSbbWcc 2.6 4

27 RaeadQJsubstitutionJinJαrrkbJisJnotJaJpathogenicJParkinsonQsJdiseaseJmutationXJMovementfDisorders
VJ2007VJbbVJbedWg 7 8

26 weneticsJofJParkinsonJdiseaseXJGeneticsfinfMedicineVJ2007VJiVJhZaWaa 8.1 77

25 qJtwoWstageJclassificationJapproachJidentifiesJsevenJsusceptibilityJgenesJforJaJsimulatedJcomplexJ
diseaseXJBMCfProceedingsVJ2007VJaJSupplJaVJScZ 2.3 3

24 PresenceJofJanJqPOudJalleleJresultsJinJsignificantlyJearlierJonsetJofJParkinsonQsJdiseaseJandJaJhigherJ
riskJwithJdementiaXJMovementfDisordersVJ2006VJbaVJdeWi 7 73

23 γutationsJinJαRR’bJotherJthanJwbZaiSJareJrareJinJaJnorthJqmericanWbasedJsampleJofJfamilialJ
ParkinsonQsJdiseaseXJMovementfDisordersVJ2006VJbaVJbbegWfZ 7 23
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22 γutationsJinJtzWaJareJrareJinJfamilialJParkinsonJdiseaseXJNeurosciencefLettersVJ2006VJdZhVJbZiWac 3.3 37

21 xearingJimpairmentJsusceptibilityJinJelderlyJmenJandJtheJtvNqahJlocusXJJAMAfOtolaryngologyVJ
2006VJacbVJeZfWaZ 38

20 shromosomeJeJandJParkinsonJdiseaseXJEuropeanfJournalfoffHumanfGeneticsVJ2006VJadVJaaZfWaZ 5.3 4

19 weneticJscreeningJforJaJsingleJcommonJαRR’bJmutationJinJfamilialJParkinsonQsJdiseaseXJLancetufTheVJ
2005VJcfeVJdaZWb 40 145

18 StandardJlinkageJandJassociationJmethodsJidentifyJtheJmechanismJofJfourJsusceptibilityJgenesJforJaJ
simulatedJcomplexJdiseaseXJBMCfGeneticsVJ2005VJfJSupplJaVJSadb 2.6 1

17 TheJvamilialJyntracranialJqneurysmJRvyqSJstudyJprotocolXJBMCfMedicalfGeneticsVJ2005VJfVJag 2.1 54

16 uvaluationJofJtheJroleJofJNurraJinJaJlargeJsampleJofJfamilialJParkinsonQsJdiseaseXJMovementf
DisordersVJ2004VJaiVJfdiWee 7 33

15 weneticsJofJParkinsonJdiseaseXJNeuroRxVJ2004VJaVJbceWdb 30

14 weneticsJofJParkinsonJdiseaseXJNeurotherapeuticsVJ2004VJaVJbceWbdb 6.4

13 wenomeWwideJlinkageJanalysisJandJevidenceJofJgeneWbyWgeneJinteractionsJinJaJsampleJofJcfbJ
multiplexJParkinsonJdiseaseJfamiliesXJHumanfMolecularfGeneticsVJ2003VJabVJbeiiWfZh 5.6 116

12 ydentificationJofJgenesJforJcomplexJdiseaseJusingJlongitudinalJphenotypesXJBMCfGeneticsVJ2003VJdJ
SupplJaVJSeh 2.6 3

11 SignificantJlinkageJofJParkinsonJdiseaseJtoJchromosomeJbqcfWcgXJAmericanfJournalfoffHumanf
GeneticsVJ2003VJgbVJaZecWg 11 138

10 wenomeJscreenJtoJidentifyJsusceptibilityJgenesJforJParkinsonJdiseaseJinJaJsampleJwithoutJparkinJ
mutationsXJAmericanfJournalfoffHumanfGeneticsVJ2002VJgaVJabdWce 11 150

9 ParametricJlinkageJanalysisJandJdisequilibriumJmethodsJtoJidentifyJlociJforJcomplexJdiseaseXJGeneticf
EpidemiologyVJ2001VJbaJSupplJaVJSebhWcc 2.6 1

8 γitochondrialJtNqJsopyJNumberJRmttNqWsNSJsanJynfluenceJγortalityJandJsardiovascularJtiseaseJ
viaJγethylationJofJNuclearJtNqJspws 2

7 tiscoveringJgeneticJinteractionsJbridgingJpathwaysJinJgenomeWwideJassociationJstudies 2

6 TheJPolygenicJandJγonogenicJrasisJofJrloodJTraitsJandJtiseases 3

5 ulucidatingJmechanismsJofJgeneticJcrossWdiseaseJassociationsjJanJintegrativeJapproachJimplicatesJ
proteinJsJasJaJcausalJpathwayJinJarterialJandJvenousJdiseases 2

(-2006)
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4 qssociationJofJmitochondrialJtNqJcopyJnumberJwithJcardiometabolicJdiseasesJinJaJlargeJ
crossWsectionalJstudyJofJmultipleJancestries 2

3 WholeJgenomeJsequencingJassociationJanalysisJofJquantitativeJredJbloodJcellJphenotypesjJtheJ
NxαryJTOPγedJprogram 1

2 SequencingJofJecVhcaJdiverseJgenomesJfromJtheJNxαryJTOPγedJProgram 68

1
UseJofJnaZZVZZZJNxαryJTransWOmicsJforJPrecisionJγedicineJRTOPγedSJsonsortiumJwholeJgenomeJ
sequencesJimprovesJimputationJqualityJandJdetectionJofJrareJvariantJassociationsJinJadmixedJ
qfricanJandJxispanicYαatinoJpopulations

2
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