
Georgios A Pavlopoulos

ListhofhPublicationshbyhCitations

Source:hhttps:yyexalyxcomyauthorvpdfy4587131ygeorgiosvavpavlopoulosvpublicationsvbyvcitationsxpdf

Version:h2024v04v19h

ThishdocumenthhashbeenhgeneratedhbasedhonhthehpublicationshandhcitationshrecordedhbyhexalyxcomxhForh

thehlatesthversionhofhthishpublicationhlistuhvisiththehlinkhgivenhabovex

ThehthirdhcolumnhishthehimpacthfactorhpIFrhofhthehjournaluhandhthehfourthhcolumnhishthehnumberhofh

citationshofhtheharticlex

74
papers

3,324
citations

26
h-index

57
g-index

86
ext. papers

4,450
ext. citations

9.1
avg, IF

5.3
L-index



k Paper IF Citations

74 UncoveringM‘arthTsMviromedMNaturebM2016bMkilbMjhkcif 50.4 551

73 UsingMgraphMtheoryMtoManalyzeMbiologicalMnetworksdMBioDataiMiningbM2011bMjbMgf 4.3 357

72 ProteinMstructureMdeterminationMusingMmetagenomeMsequenceMdatadMSciencebM2017bMikkbMhojchon 33.3 346

71 MetagenomicspMtoolsMandMinsightsMforManalyzingMnextcgenerationMsequencingMdataMderivedMfromM
biodiversityMstudiesdMBioinformaticsiandiBiologyiInsightsbM2015bMobMmkcnn 5.3 222

70 yultivationMandMsequencingMofMrumenMmicrobiomeMmembersMfromMtheMHungategfffMyollectiondM
NatureiBiotechnologybM2018bMilbMikocilm 44.5 207

69 gbffiMreferenceMgenomesMofMbacterialMandMarchaealMisolatesMexpandMcoverageMofMtheMtreeMofMlifedM
NatureiBiotechnologybM2017bMikbMlmlclni 44.5 161

68 wMsurveyMofMvisualizationMtoolsMforMbiologicalMnetworkManalysisdMBioDataiMiningbM2008bMgbMgh 4.3 134

67 IMçeVRpMaMdatabaseMofMculturedMandMunculturedMzNwMVirusesMandMretrovirusesdMNucleiciAcidsi
ResearchbM2017bMjkbMzjkmczjlk 20.1 115

66 LargecScaleMwnalysesMofMHumanMMicrobiomesMRevealMThousandsMofMSmallbMNovelMçenesdMCellbM2019bM
gmnbMghjkcghkodegj 56.2 91

65 wrenaizpMvisualizationMofMbiologicalMnetworksMinMizdMBMCiSystemsiBiologybM2008bMhbMgfj 3.5 73

64 NontargetedMvirusMsequenceMdiscoveryMpipelineMandMvirusMclusteringMforMmetagenomicMdatadMNaturei
ProtocolsbM2017bMghbMglmicglnh 18.8 71

63 xipartiteMgraphsMinMsystemsMbiologyMandMmedicinepMaMsurveyMofMmethodsMandMapplicationsdM
GigaSciencebM2018bMmbMgcig 7.6 64

62 VisualizingMgenomeMandMsystemsMbiologypMtechnologiesbMtoolsbMimplementationMtechniquesMandM
trendsbMpastbMpresentMandMfuturedMGigaSciencebM2015bMjbMin 7.6 60

61 wMreferenceMguideMforMtreeManalysisMandMvisualizationdMBioDataiMiningbM2010bMibMg 4.3 55

60 ProteincproteinMinteractionMpredictionsMusingMtextMminingMmethodsdMMethodsbM2015bMmjbMjmcki 4.6 53

59 wMçuideMtoMyonquerMtheMxiologicalMNetworkM‘raMUsingMçraphMTheorydMFrontiersiiniBioengineeringiandi
BiotechnologybM2020bMnbMij 5.8 50

58 HipMyLpMaMhighcperformanceMparallelMimplementationMofMtheMMarkovMclusteringMalgorithmMforM
largecscaleMnetworksdMNucleiciAcidsiResearchbM2018bMjlbMeii 20.1 48
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57 MedusapMwMtoolMforMexploringMandMclusteringMbiologicalMnetworksdMBMCiResearchiNotesbM2011bMjbMinj 2.3 44

56 wrenaizpMvisualizingMtimecdrivenMphenotypicMdifferencesMinMbiologicalMsystemsdMBMCiBioinformaticsbM
2012bMgibMjk 3.6 37

55 UnravelingMgenomicMvariationMfromMnextMgenerationMsequencingMdatadMBioDataiMiningbM2013bMlbMgi 4.3 33

54 ‘mpiricalMyomparisonMofMVisualizationMToolsMforMLargercScaleMNetworkMwnalysisdMAdvancesiini
BioinformaticsbM2017bMhfgmbMghmnoih 5.5 32

53 yaipirinipMusingMgeneMsetsMtoMrankMliteraturedMBioDataiMiningbM2012bMkbMg 4.3 32

52 wpolipoproteinMwcIMinhibitsMexperimentalMcolitisMandMcolitiscpropelledMcarcinogenesisdMOncogenebM
2016bMikbMhjolckfk 9.2 31

51 çlobalMxioIzcbasedMSwRScyoVchMproteinsMproximalMinteractomeMunveilsMnovelMtiesMbetweenMviralM
polypeptidesMandMhostMfactorsMinvolvedMinMmultipleMyOVIzgocassociatedMmechanisms 29

50 wnnotatecitpMaMSwisscknifeMapproachMtoMannotationbManalysisMandMinterpretationMofMsingleMnucleotideM
variationMinMhumanMdiseasedMGenomeiMedicinebM2012bMjbMmi 14.4 27

49 PredictionMofMmiRNwMtargetsdMMethodsiiniMoleculariBiologybM2015bMghlobMhfmcho 1.4 27

48 ProteoSignpManMendcuserMonlineMdifferentialMproteomicsMstatisticalManalysisMplatformdMNucleiciAcidsi
ResearchbM2017bMjkbMWiffcWifl 20.1 25

47 NwPpMTheMNetworkMwnalysisMProfilerbMaMwebMtoolMforMeasierMtopologicalManalysisMandMcomparisonMofM
mediumcscaleMbiologicalMnetworksdMBMCiResearchiNotesbM2017bMgfbMhmn 2.3 23

46 NetworkManalysisMofMgenesMandMtheirMassociationMwithMdiseasesdMGenebM2016bMkofbMlncmn 3.8 21

45 WhichMclusteringMalgorithmMisMbetterMforMpredictingMproteinMcomplexesudMBMCiResearchiNotesbM2011bM
jbMkjo 2.3 21

44 LwITORccLiteratureMwssistantMforMIdentificationMofMTermsMcocOccurrencesMandMRelationshipsdMBMCi
BioinformaticsbM2010bMggbMmf 3.6 21

43 ziversitybMevolutionbMandMclassificationMofMvirophagesMuncoveredMthroughMglobalMmetagenomicsdM
MicrobiomebM2019bMmbMgkm 16.6 21

42 HumanMgeneMcorrelationManalysisMUHçywVpMaMtoolMforMtheMidentificationMofMtranscriptionallyM
cocexpressedMgenesdMBMCiResearchiNotesbM2012bMkbMhlk 2.3 20

41 zrugQuestMcMaMtextMminingMworkflowMforMdrugMassociationMdiscoverydMBMCiBioinformaticsbM2016bMgmM
SupplMkbMgnh 3.6 19

40
çPyRsbMçcproteinsbMeffectorsMandMtheirMinteractionspMhumancgpzxbMaMdatabaseMemployingM
visualizationMtoolsMandMdataMintegrationMtechniquesdMDatabase:itheiJournaliofiBiologicaliDatabasesi
andiCurationbM2010bMhfgfbMbaqfgo
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39 jylustpMaMclusteringMandMvisualizationMtoolboxdMBioinformaticsbM2009bMhkbMgoojcl 7.2 18

38 çIxwpMaMclusteringMtoolMforMdetectingMproteinMcomplexesdMBMCiBioinformaticsbM2009bMgfMSupplMlbMSgg 3.6 18

37 OnThe’lypMaMtoolMforMautomatedMdocumentcbasedMtextMannotationbMdataMlinkingMandMnetworkM
generationdMBioinformaticsbM2009bMhkbMommcn 7.2 15

36 xioTextQuestUaVpMaMknowledgeMintegrationMplatformMforMliteratureMminingMandMconceptMdiscoverydM
BioinformaticsbM2014bMifbMihjockl 7.2 14

35 xiologicalMinformationMextractionMandMcococcurrenceManalysisdMMethodsiiniMoleculariBiologybM2014bM
ggkobMmmcoh 1.4 13

34 StructureMdeterminationMofMtheMHgcwxMcomplexMusingMmetagenomeMsequenceMdatapMinsightsMintoM
microbialMmercuryMmethylationdMCommunicationsiBiologybM2020bMibMihf 6.7 8

33 wnMenhancedMMarkovMclusteringMmethodMforMdetectingMproteinMcomplexesM2008bM 8

32 InterpretingMtheMOmicsMâ��eraâ��MzatadMSmartiInnovationwiSystemsiandiTechnologiesbM2013bMmocgff 0.5 7

31 MeanderpMvisuallyMexploringMtheMstructuralMvariomeMusingMspacecfillingMcurvesdMNucleiciAcidsiResearchbM
2013bMjgbMeggn 20.1 6

30 wrenaizwebpMinteractiveMizMvisualizationMofMmultilayeredMnetworksdMNucleiciAcidsiResearchbM2021bM
jobMWilcWjk 20.1 5

29 NORMwpMTheMNetworkMMakeupMwrtistMcMwMWebMToolMforMNetworkMwnnotationMVisualizationdMGenomicswi
ProteomicsiandiBioinformaticsbM2021bM 6.5 4

28 ’LwM‘pMwMWebMToolMforM’unctionalMandMLiteratureM‘nrichmentMwnalysisMofMMultipleMçeneMListsdM
BiologybM2021bMgfbM 4.9 4

27 ‘xploringMNetworksMinMtheMSTRINçMandMReactomeMzatabaseM2021bMkfmckhf 4

26 xiomoleculeMandMxioentityMInteractionMzatabasesMinMSystemsMxiologypMwMyomprehensiveMReviewdM
BiomoleculesbM2021bMggbM 5.9 4

25 wnalyzingMProteincProteinMInteractionMNetworksMwithMWebMToolsdMCurrentiBioinformaticsbM2011bMlbMinociom4.7 3

24 VisualizingMhighMdimensionalMdatasetsMusingMparallelMcoordinatespMwpplicationMtoMgeneMprioritizationM
2012bM 3

23 ReLiancepMaMmachineMlearningMandMliteraturecbasedMprioritizationMofMreceptorccligandMpairingsdM
BioinformaticsbM2012bMhnbMiklocikmj 7.2 3

22 OnThe’lypMaMtextcminingMwebMapplicationMforMautomatedMbiomedicalMentityMrecognitionbMdocumentM
annotationbMnetworkMandMfunctionalMenrichmentManalysisdMNARiGenomicsiandiBioinformaticsbM2021bMibMlqabfof3.7 3
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21 wMSimpleMçeneticMwlgorithmMforMxiomarkerMMiningdMLectureiNotesiiniComputeriSciencebM2012bMhhhchih 0.9 3

20 UniProtcRelatedMzocumentsMUUniRezVpMassistingMwetMlabMbiologistsMinMtheirMquestMonMfindingMnovelM
counterpartsMinMaMproteinMnetworkdMNARiGenomicsiandiBioinformaticsbM2020bMhbMlqaaffk 3.7 3

19 ProteoSignMvhpMaMfasterMandMevolvedMusercfriendlyMonlineMtoolMforMstatisticalManalysesMofMdifferentialM
proteomicsdMNucleiciAcidsiResearchbM2021bMjobMWkmicWkmm 20.1 3

18 MolecularM‘pidemiologyMofMSwRScyoVchMinMçreeceMRevealsMLowMRatesMofMOnwardMVirusMTransmissionM
afterMLiftingMofMTravelMRestrictionsMxasedMonMRiskMwssessmentMduringMSummerMhfhfdMMSpherebM2021bMeffgnfhg5 3

17 zataMandMprogramsMinMsupportMofMnetworkManalysisMofMgenesMandMtheirMassociationMwithMdiseasesdM
DataiiniBriefbM2016bMnbMgfilco 1.2 3

16 zistinctMtranscriptionalMprofileMofMbloodMmononuclearMcellsMinMxehˆ§etTsMdiseasepMinsightsMintoMtheM
centralMroleMofMneutrophilMchemotaxisdMRheumatologybM2021bMlfbMjogfcjogo 3.9 3

15 PR‘çOpMwMLiteratureMandMzatacMiningMResourceMtoMwssociateMMicroorganismsbMxiologicalMProcessesbM
andM‘nvironmentMTypesddMMicroorganismsbM2022bMgfbM 4.9 2

14 zistributedMManyctocManyMProteinMSequenceMwlignmentMusingMSparseMMatricesM2020bM 2

13 HowMtoMylusterMProteinMSequencespMToolsbMTipsMandMyommandsdMMOJiProteomicsipiBioinformaticsbM
2017bMkbM 0 2

12 xloodMTranscriptomesMofMwnticSwRScyoVchMwntibodycPositiveMHealthyMIndividualsMWhoM‘xperiencedM
wsymptomaticMylinicalMInfectiondMFrontiersiiniImmunologybM2021bMghbMmjlhfi 8.4 2

11 MiningMyellMyycleMLiteratureMUsingMSupportMVectorMMachinesdMLectureiNotesiiniComputeriSciencebM
2012bMhmnchnj 0.9 2

10 NORMwcTheMnetworkMmakeupMartistpMaMwebMtoolMforMnetworkMannotationMvisualization 2

9 OnThe’lyhdfpMaMtextcminingMwebMapplicationMforMautomatedMbiomedicalMentityMrecognitionbM
documentMannotationbMnetworkMandMfunctionalMenrichmentManalysis 2

8 TheMNetworkMwnalysisMProfilerMUNwPMvhdfVpMaMwebMtoolMforMvisualMtopologicalMcomparisonMbetweenM
multipleMnetworksdMEMBnetiJournalbM2021bMhlbMeoji 2.3 2

7 VIyTORpMwMvisualManalyticsMwebMapplicationMforMcomparingMclusterMsetsdMComputersiiniBiologyiandi
MedicinebM2021bMgikbMgfjkkm 7 2

6 OnThe’lyMhdfpMwMtoolMforMautomaticMannotationMofMfilesMandMbiologicalMinformationMextractionM2013bM 1

5 wMbioinformaticsMecdatingMstorypMcomputationalMpredictionMandMprioritizationMofMreceptorcligandM
pairsdMBMCiBioinformaticsbM2012bMgibM 3.6 1

4 TheMhumanMçPyRMsignalMtransductionMnetworkdMNetworkiModelingiAnalysisiiniHealthiInformaticsiandi
BioinformaticsbM2021bMgfbMg 1.6 1
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3 MolecularMepidemiologyMofMSwRScyoVchMinMçreeceMrevealsMlowMratesMofMonwardMvirusMtransmissionM
afterMliftingMofMtravelMrestrictionsMbasedMonMriskMassessmentMduringMsummerMhfhf 1

2 zarlingpMwMWebMwpplicationMforMzetectingMziseasecRelatedMxiomedicalM‘ntityMwssociationsMwithM
LiteratureMMiningddMBiomoleculesbM2022bMghbM 5.9 1

1 TowardsMxetterMPrioritizationMofM‘pigeneticallyMModifiedMzNwMRegionsdMLectureiNotesiiniComputeri
SciencebM2012bMhmfchmm 0.9
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