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644 oxploitingGo“”GdatabasesGforGtheGdevelopmentGandGcharacterizationGofGgeneTderivedG““’TmarkersGinG
barleyGOrordeumGvulgareGvUPUGTheoreticalbandbAppliedbGeneticsSG2003SGXW_SG[XXTYY 6 1633

643 qenicGmicrosatelliteGmarkersGinGplantsdGfeaturesGandGapplicationsUGTrendsbinbBiotechnologySG2005SGYZSG[bT]]15.1 1315

642 nraftGgenomeGsequenceGofGchickpeaGOmicerGarietinumPGprovidesGaGresourceGforGtraitGimprovementUG
NaturebBiotechnologySG2013SGZXSGY[WT_ 44.5 781

641 xextTgenerationGsequencingGtechnologiesGandGtheirGimplicationsGforGcropGgeneticsGandGbreedingUG
TrendsbinbBiotechnologySG2009SGYaSG]YYTZW 15.1 692

640 nraftGgenomeGsequenceGofGpigeonpeaGOmajanusGcajanPSGanGorphanGlegumeGcropGofGresourceTpoorG
farmersUGNaturebBiotechnologySG2011SGZWSGbZTc 44.5 587

639 qenomicG“electionGinGzlantGlreedingdGwethodsSGwodelsSGandGzerspectivesUGTrendsbinbPlantbScienceSG
2017SGYYSGc_XTca] 13.1 548

638 ”heGdevelopmentGandGuseGofGmicrosatelliteGmarkersGforGgeneticGanalysisGandGplantGbreedingGwithG
emphasisGonGbreadGwheatUGEuphyticaSG2000SGXXZSGX_ZTXb] 2.1 524

637 ”heGgenomeGsequencesGofGkrachisGduranensisGandGkrachisGipaensisSGtheGdiploidGancestorsGofG
cultivatedGpeanutUGNaturebGeneticsSG2016SG[bSG[ZbT[_ 36.3 498

636 nevelopmentGandGimplementationGofGhighTthroughputG“xzGgenotypingGinGbarleyUGBMCbGenomicsSG
2009SGXWSG]bY 4.5 477

635 qenomicsTassistedGbreedingGforGcropGimprovementUGTrendsbinbPlantbScienceSG2005SGXWSG_YXTZW 13.1 454

634 kgriculturedGpeedingGtheGfutureUGNatureSG2013SG[ccSGYZT[ 50.4 363

633 xeglectingGlegumesGhasGcompromisedGhumanGhealthGandGsustainableGfoodGproductionUGNatureb
PlantsSG2016SGYSGX_XXY 11.5 344

632 wolecularGmarkersGandGtheirGapplicationsGinGwheatGbreedingUGPlantbBreedingSG1999SGXXbSGZ_cTZcW 2.4 337

631 sntegratedGgenomicsSGphysiologyGandGbreedingGapproachesGforGimprovingGdroughtGtoleranceGinG
cropsUGTheoreticalbandbAppliedbGeneticsSG2012SGXY]SG_Y]T[] 6 299

630
nifferentiallyGexpressedGgenesGbetweenGdroughtTtolerantGandGdroughtTsensitiveGbarleyGgenotypesG
inGresponseGtoGdroughtGstressGduringGtheGreproductiveGstageUGJournalbofbExperimentalbBotanySG2009SG
_WSGZ]ZXT[[

7 280

629 qenomeGsequenceGofGmungbeanGandGinsightsGintoGevolutionGwithinG—ignaGspeciesUGNatureb
CommunicationsSG2014SG]SG][[Z 17.4 274

628
’ecentGhistoryGofGartificialGoutcrossingGfacilitatesGwholeTgenomeGassociationGmappingGinGeliteGinbredG
cropGvarietiesUGProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaSG2006
SGXWZSGXb_]_T_X

11.5 266
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627 kgriculturalGbiotechnologyGforGcropGimprovementGinGaGvariableGclimatedGhopeGorGhypeiUGTrendsbinb
PlantbScienceSG2011SGX_SGZ_ZTaX 13.1 265

626 kGhighGdensityGbarleyGmicrosatelliteGconsensusGmapGwithGaa]G““’GlociUGTheoreticalbandbAppliedb
GeneticsSG2007SGXX[SGXWcXTXWZ 6 264

625 rarvestingGtheGpromisingGfruitsGofGgenomicsdGapplyingGgenomeGsequencingGtechnologiesGtoGcropG
breedingUGPLoSbBiologySG2014SGXYSGeXWWXbbZ 9.7 256

624 snGsilicoGanalysisGonGfrequencyGandGdistributionGofGmicrosatellitesGinGo“”sGofGsomeGcerealGspeciesUG
CellularbandbMolecularbBiologybLettersSG2002SGaSG]ZaT[_ 8.1 251

623 zlantGgrowthGpromotingGrhizobiadGchallengesGandGopportunitiesUGxbBiotechSG2015SG]SGZ]]TZaa 2.8 248

622 snterspecificGtransferabilityGandGcomparativeGmappingGofGbarleyGo“”T““’GmarkersGinGwheatSGryeGandG
riceUGPlantbScienceSG2005SGX_bSGXc]TYWY 5.3 235

621 qeneticGdissectionGofGdroughtGtoleranceGinGchickpeaGOmicerGarietinumGvUPUGTheoreticalbandbAppliedb
GeneticsSG2014SGXYaSG[[]T_Y 6 229

620 mropGlreedingGmhipsGandGqenotypingGzlatformsdGzrogressSGmhallengesSGandGzerspectivesUGMolecularb
PlantSG2017SGXWSGXW[aTXW_[ 14.4 229

619
momparativeGassessmentGofGo“”T““’SGo“”T“xzGandGkpvzGmarkersGforGevaluationGofGgeneticGdiversityG
andGconservationGofGgeneticGresourcesGusingGwildSGcultivatedGandGeliteGbarleysUGPlantbScienceSG2007SG
XaZSG_ZbT_[c

5.3 225

618 kchievementsGandGprospectsGofGgenomicsTassistedGbreedingGinGthreeGlegumeGcropsGofGtheGsemiTaridG
tropicsUGBiotechnologybAdvancesSG2013SGZXSGXXYWTZ[ 17.8 218

617 qenomeTwideGassociationGmappingdGaGcaseGstudyGinGbreadGwheatGO”riticumGaestivumGvUPUGMolecularb
BreedingSG2011SGYaSGZaT]b 3.4 216

616 vargeTscaleGtranscriptomeGanalysisGinGchickpeaGOmicerGarietinumGvUPSGanGorphanGlegumeGcropGofGtheG
semiTaridGtropicsGofGksiaGandGkfricaUGPlantbBiotechnologybJournalSG2011SGcSGcYYTZX 11.6 213

615 ”heGgenomeGsequenceGofGsegmentalGallotetraploidGpeanutGkrachisGhypogaeaUGNaturebGeneticsSG2019
SG]XSGbaaTbb[ 36.3 211

614 kGXSWWWTlociGtranscriptGmapGofGtheGbarleyGgenomedGnewGanchoringGpointsGforGintegrativeGgrassG
genomicsUGTheoreticalbandbAppliedbGeneticsSG2007SGXX[SGbYZTZc 6 203

613 kdvancesGinGcerealGgenomicsGandGapplicationsGinGcropGbreedingUGTrendsbinbBiotechnologySG2006SGY[SG[cWTc 15.1 203

612 zearlGmilletGgenomeGsequenceGprovidesGaGresourceGtoGimproveGagronomicGtraitsGinGaridG
environmentsUGNaturebBiotechnologySG2017SGZ]SGc_cTca_ 44.5 197

611 kdvancesGinGkrachisGgenomicsGforGpeanutGimprovementUGBiotechnologybAdvancesSG2012SGZWSG_ZcT]X 17.8 195

610 manGgenomicsGboostGproductivityGofGorphanGcropsiUGNaturebBiotechnologySG2012SGZWSGXXaYT_ 44.5 192
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609 nevelopmentGofGgenicT““’GmarkersGbyGdeepGtranscriptomeGsequencingGinGpigeonpeaG[majanusGcajanG
OvUPGwillspaugh]UGBMCbPlantbBiologySG2011SGXXSGXa 5.3 191

608 sdentificationSGcharacterizationGandGutilizationGofGo“”TderivedGgenicGmicrosatelliteGmarkersGforG
genomeGanalysesGofGcoffeeGandGrelatedGspeciesUGTheoreticalbandbAppliedbGeneticsSG2007SGXX[SGZ]cTaY 6 189

607 ”heGgenomeGofGcultivatedGpeanutGprovidesGinsightGintoGlegumeGkaryotypesSGpolyploidGevolutionGandG
cropGdomesticationUGNaturebGeneticsSG2019SG]XSGb_]Tba_ 36.3 188

606 vargeTscaleGdevelopmentGofGcostTeffectiveG“xzGmarkerGassaysGforGdiversityGassessmentGandGgeneticG
mappingGinGchickpeaGandGcomparativeGmappingGinGlegumesUGPlantbBiotechnologybJournalSG2012SGXWSGaX_TZY11.6 185

605 yrphanGlegumeGcropsGenterGtheGgenomicsGeraHUGCurrentbOpinionbinbPlantbBiologySG2009SGXYSGYWYTXW 9.9 184

604 qenomeGsequencingGofGtheGhighGoilGcropGsesameGprovidesGinsightGintoGoilGbiosynthesisUGGenomeb
BiologySG2014SGX]SG’Zc 18.3 179

603 nroughtGorVandGreatT“tressGoffectsGonG“eedGpillingGinGpoodGmropsdGsmpactsGonGpunctionalG
liochemistrySG“eedG×ieldsSGandGxutritionalG‘ualityUGFrontiersbinbPlantbScienceSG2018SGcSGXaW] 6.2 179

602 ”heGfirstG““’TbasedGgeneticGlinkageGmapGforGcultivatedGgroundnutGOkrachisGhypogaeaGvUPUGTheoreticalb
andbAppliedbGeneticsSG2009SGXXbSGaYcTZc 6 177

601 vegumeGmropsGzhylogenyGandGqeneticGniversityGforG“cienceGandGlreedingUGCriticalbReviewsbinbPlantb
SciencesSG2015SGZ[SG[ZTXW[ 5.6 172

600
sntegrationGofGnovelG““’GandGgeneTbasedG“xzGmarkerGlociGinGtheGchickpeaGgeneticGmapGandG
establishmentGofGnewGanchorGpointsGwithGwedicagoGtruncatulaGgenomeUGTheoreticalbandbAppliedb
GeneticsSG2010SGXYWSGX[X]T[X

6 172

599 wkqsmGpopulationsGinGcropsdGcurrentGstatusGandGfutureGprospectsUGTheoreticalbandbAppliedbGeneticsSG
2015SGXYbSGcccTXWXa 6 171

598 ssolationGandGcharacterizationGofGnovelGmicrosatelliteGmarkersGandGtheirGapplicationGforGdiversityG
assessmentGinGcultivatedGgroundnutGOkrachisGhypogaeaPUGBMCbPlantbBiologySG2008SGbSG]] 5.3 171

597 kGcomprehensiveGresourceGofGdroughtTGandGsalinityTGresponsiveGo“”sGforGgeneGdiscoveryGandGmarkerG
developmentGinGchickpeaGOmicerGarietinumGvUPUGBMCbGenomicsSG2009SGXWSG]YZ 4.5 165

596 kpplicationGofGgenomicsTassistedGbreedingGforGgenerationGofGclimateGresilientGcropsdGprogressGandG
prospectsUGFrontiersbinbPlantbScienceSG2015SG_SG]_Z 6.2 161

595
sdentificationGofGseveralGsmallGmainTeffectG‘”vsGandGaGlargeGnumberGofGepistaticG‘”vsGforGdroughtG
toleranceGrelatedGtraitsGinGgroundnutGOkrachisGhypogaeaGvUPUGTheoreticalbandbAppliedbGeneticsSG2011SG
XYYSGXXXcTZY

6 158

594 kpvzTbasedGmolecularGcharacterizationGofGanGeliteGgermplasmGcollectionGofGtatrophaGcurcasGvUSGaG
biofuelGplantUGPlantbScienceSG2009SGXa_SG]W]TXZ 5.3 157

593 ”heGuseGofGmicrosatellitesGforGdetectingGnxkGpolymorphismSGgenotypeGidentificationGandGgeneticG
diversityGinGwheatUGTheoreticalbandbAppliedbGeneticsSG2000SGXWWSG]b[T]cY 6 153

592
nraftGgenomeGofGtheGpeanutGkTgenomeGprogenitorGOkrachisGduranensisPGprovidesGinsightsGintoG
geocarpySGoilGbiosynthesisSGandGallergensUGProceedingsbofbthebNationalbAcademybofbSciencesbofbtheb
UnitedbStatesbofbAmericaSG2016SGXXZSG_ab]TcW

11.5 149

RajeevrKumarrVarshney

4



591 “altGsensitivityGinGchickpeaUGPlantpbCellbandbEnvironmentSG2010SGZZSG[cWT]Wc 8.4 146

590 qeneticGdissectionGofGdroughtGandGheatGtoleranceGinGchickpeaGthroughGgenomeTwideGandGcandidateG
geneTbasedGassociationGmappingGapproachesUGPLoSbONESG2014SGcSGec_a]b 3.7 146

589 qeneticGstructureSGdiversitySGandGallelicGrichnessGinGcompositeGcollectionGandGreferenceGsetGinG
chickpeaGOmicerGarietinumGvUPUGBMCbPlantbBiologySG2008SGbSGXW_ 5.3 142

588 qenotypingTbyTsequencingGbasedGintraTspecificGgeneticGmapGrefinesGaGNN‘”vThotspotIGregionGforG
droughtGtoleranceGinGchickpeaUGMolecularbGeneticsbandbGenomicsSG2015SGYcWSG]]cTaX 3.1 140

587 qlobalGagriculturalGintensificationGduringGclimateGchangedGaGroleGforGgenomicsUGPlantbBiotechnologyb
JournalSG2016SGX[SGXWc]Tb 11.6 138

586 kccessingGgeneticGdiversityGforGcropGimprovementUGCurrentbOpinionbinbPlantbBiologySG2010SGXZSGX_aTaZ 9.9 137

585 kGhighTdensityGconsensusGmapGofGbarleyGtoGcompareGtheGdistributionGofG‘”vsGforGpartialGresistanceG
toGzucciniaGhordeiGandGofGdefenceGgeneGhomologuesUGTheoreticalbandbAppliedbGeneticsSG2007SGXX[SG[baT]WW6 136

584
zrolineGoverTaccumulationGalleviatesGsaltGstressGandGprotectsGphotosyntheticGandGantioxidantG
enzymeGactivitiesGinGtransgenicGsorghumG[“orghumGbicolorGOvUPGwoench]UGPlantbPhysiologybandb
BiochemistrySG2015SGc[SGXW[TXZ

5.4 135

583 kG‘”vGstudyGonGlateGleafGspotGandGrustGrevealedGoneGmajorG‘”vGforGmolecularGbreedingGforGrustG
resistanceGinGgroundnutGOkrachisGhypogaeaGvUPUGTheoreticalbandbAppliedbGeneticsSG2010SGXYXSGcaXTb[ 6 135

582  holeTgenomeGresequencingGofGYcYGpigeonpeaGaccessionsGidentifiesGgenomicGregionsGassociatedG
withGdomesticationGandGagronomicGtraitsUGNaturebGeneticsSG2017SG[cSGXWbYTXWbb 36.3 134

581 omergingGqenomicG”oolsGforGvegumeGlreedingdGmurrentG“tatusGandGputureGzrospectsUGFrontiersbinb
PlantbScienceSG2016SGaSG[]] 6.2 133

580 xovelG““’GmarkersGfromGlkmTendGsequencesSGnkr”GarraysGandGaGcomprehensiveGgeneticGmapGwithG
XSYcXGmarkerGlociGforGchickpeaGOmicerGarietinumGvUPUGPLoSbONESG2011SG_SGeYaYa] 3.7 132

579 “tructuralGvariationsGinGplantGgenomesUGBriefingsbinbFunctionalbGenomicsSG2014SGXZSGYc_TZWa 4.9 128

578 vargeTscaleGanalysisGofGtheGbarleyGtranscriptomeGbasedGonGexpressedGsequenceGtagsUGPlantbJournalSG
2004SG[WSGYa_TcW 6.9 125

577 warkerTassistedGintrogressionGofGaG‘”vGregionGtoGimproveGrustGresistanceGinGthreeGeliteGandGpopularG
varietiesGofGpeanutGOkrachisGhypogaeaGvUPUGTheoreticalbandbAppliedbGeneticsSG2014SGXYaSGXaaXTbX 6 118

576
‘uantitativeGtraitGlocusGanalysisGandGconstructionGofGconsensusGgeneticGmapGforGfoliarGdiseaseG
resistanceGbasedGonGtwoGrecombinantGinbredGlineGpopulationsGinGcultivatedGgroundnutGOkrachisG
hypogaeaGvUPUGMolecularbBreedingSG2012SGZWSGaaZTabb

3.4 118

575 ovaluationGofG“treptomycesGstrainsGisolatedGfromGherbalGvermicompostGforGtheirGplantG
growthTpromotionGtraitsGinGriceUGMicrobiologicalbResearchSG2014SGX_cSG[WTb 5.3 117

574 ’esequencingGofG[YcGchickpeaGaccessionsGfromG[]GcountriesGprovidesGinsightsGintoGgenomeG
diversitySGdomesticationGandGagronomicGtraitsUGNaturebGeneticsSG2019SG]XSGb]aTb_[ 36.3 116
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573 vargeGvariationGinGsalinityGtoleranceGinGchickpeaGisGexplainedGbyGdifferencesGinGsensitivityGatGtheG
reproductiveGstageUGFieldbCropsbResearchSG2007SGXW[SGXYZTXYc 5.5 116

572 ”ranscriptomeGanalysesGrevealGgenotypeTGandGdevelopmentalGstageTspecificGmolecularGresponsesGtoG
droughtGandGsalinityGstressesGinGchickpeaUGScientificbReportsSG2016SG_SGXcYYb 4.9 114

571 woreGgenomicGresourcesGforGlessTstudiedGcropsUGTrendsbinbBiotechnologySG2010SGYbSG[]YT_W 15.1 112

570 ‘”vTseqGforGrapidGidentificationGofGcandidateGgenesGforGXWWTseedGweightGandGrootVtotalGplantGdryG
weightGratioGunderGrainfedGconditionsGinGchickpeaUGPlantbBiotechnologybJournalSG2016SGX[SGYXXWTYXXc 11.6 112

569 nevelopmentGandGuseGofGgenicGmolecularGmarkersGOqwwsPGforGconstructionGofGaGtranscriptGmapGofG
chickpeaGOmicerGarietinumGvUPUGTheoreticalbandbAppliedbGeneticsSG2011SGXYYSGX]aaTbc 6 110

568 oxcitingGjourneyGofGXWGyearsGfromGgenomesGtoGfieldsGandGmarketsdG“omeGsuccessGstoriesGofG
genomicsTassistedGbreedingGinGchickpeaSGpigeonpeaGandGgroundnutUGPlantbScienceSG2016SGY[YSGcbTXWa 5.3 107

567 knalysisGofGlkmTendGsequencesGOlo“sPGandGdevelopmentGofGlo“T““’GmarkersGforGgeneticGmappingG
andGhybridGpurityGassessmentGinGpigeonpeaGOmajanusGsppUPUGBMCbPlantbBiologySG2011SGXXSG]_ 5.3 105

566 ‘”vsGforGchlorophyllGandGchlorophyllGfluorescenceGparametersGinGbarleyGunderGpostTfloweringG
droughtUGEuphyticaSG2008SGX_ZSGYWZTYX[ 2.1 105

565 sdentificationGofGaGmicrosatelliteGonGchromosomesG_lGandGaG“”“GonGanGofGbreadGwheatGshowingGanG
associationGwithGpreharvestGsproutingGtoleranceUGTheoreticalbandbAppliedbGeneticsSG1999SGccSGZZ_TZ[W 6 103

564 nevelopmentGandGovaluationGofGaGrighGnensityGqenotypingGNkxiom_krachisNGkrrayGwithG]bGuG“xzsG
forGkcceleratingGqeneticsGandGlreedingGinGqroundnutUGScientificbReportsSG2017SGaSG[W]aa 4.9 102

563 murrentGstateTofTartGofGsequencingGtechnologiesGforGplantGgenomicsGresearchUGBriefingsbinbFunctionalb
GenomicsSG2012SGXXSGZTXX 4.9 102

562 ‘”vTseqGapproachGidentifiedGgenomicGregionsGandGdiagnosticGmarkersGforGrustGandGlateGleafGspotG
resistanceGinGgroundnutGOkrachisGhypogaeaGvUPUGPlantbBiotechnologybJournalSG2017SGX]SGcYaTc[X 11.6 101

561 kGmicrosatelliteGmarkerGassociatedGwithGaG‘”vGforGgrainGproteinGcontentGonGchromosomeGarmGYnvG
ofGbreadGwheatUGTheoreticalbandbAppliedbGeneticsSG1999SGccSGZ[XTZ[] 6 101

560 warkerTkssistedGlackcrossingGtoGsntrogressG’esistanceGtoGpusariumG iltG’aceGXGandGkscochytaG
llightGinGmGYX[SGanGoliteGmultivarGofGmhickpeaUGPlantbGenomeSG2014SGaSGplantgenomeYWXZUXWUWWZ] 4.4 100

559 sdentificationGofGquantitativeGtraitGlociGforGproteinGcontentSGoilGcontentGandGoilGqualityGforGgroundnutG
OkrachisGhypogaeaGvUPUGFieldbCropsbResearchSG2011SGXYYSG[cT]c 5.5 100

558 “equencingGofGmultivatedGzeanutSGkrachisGhypogaeaSG×ieldsGsnsightsGintoGqenomeGovolutionGandGyilG
smprovementUGMolecularbPlantSG2019SGXYSGcYWTcZ[ 14.4 99

557 sntegratedGconsensusGmapGofGcultivatedGpeanutGandGwildGrelativesGrevealsGstructuresGofGtheGkGandGlG
genomesGofGkrachisGandGdivergenceGofGtheGlegumeGgenomesUGDNAbResearchSG2013SGYWSGXaZTb[ 4.5 99

556 sdentificationGofGcandidateGgenomeGregionsGcontrollingGdiseaseGresistanceGinGkrachisUGBMCbPlantb
BiologySG2009SGcSGXXY 5.3 98
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555 zigeonpeaGgenomicsGinitiativeGOzqsPdGanGinternationalGeffortGtoGimproveGcropGproductivityGofG
pigeonpeaGOmajanusGcajanGvUPUGMolecularbBreedingSG2010SGY_SGZcZT[Wb 3.4 98

554 vargeGgeneticGvariationGforGheatGtoleranceGinGtheGreferenceGcollectionGofGchickpeaGOmicerGarietinumG
vUPGgermplasmUGPlantbGeneticbResources:bCharacterisationbandbUtilisationSG2011SGcSG]cT_c 1 97

553 qeneticGmappingGandGlkmGassignmentGofGo“”TderivedG““’GmarkersGshowsGnonTuniformGdistributionG
ofGgenesGinGtheGbarleyGgenomeUGTheoreticalbandbAppliedbGeneticsSG2006SGXXZSGYZcT]W 6 97

552
poodGvegumesGandG’isingG”emperaturesdGoffectsSGkdaptiveGpunctionalGwechanismsG“pecificGtoG
’eproductiveGqrowthG“tageGandG“trategiesGtoGsmproveGreatG”oleranceUGFrontiersbinbPlantbScienceSG
2017SGbSGX_]b

6.2 96

551 zrioritizationGofGcandidateGgenesGinGI‘”vThotspotIGregionGforGdroughtGtoleranceGinGchickpeaGOmicerG
arietinumGvUPUGScientificbReportsSG2015SG]SGX]Yc_ 4.9 96

550 smpactGofGqenomicG”echnologiesGonGmhickpeaGlreedingG“trategiesUGAgronomySG2012SGYSGXccTYYX 3.6 96

549 nraftGgenomeGsequenceGofGadzukiGbeanSG—ignaGangularisUGScientificbReportsSG2015SG]SGbW_c 4.9 95

548 zreTbreedingGforGdiversificationGofGprimaryGgeneGpoolGandGgeneticGenhancementGofGgrainGlegumesUG
FrontiersbinbPlantbScienceSG2013SG[SGZWc 6.2 93

547
wolecularGbreedingGforGintrogressionGofGfattyGacidGdesaturaseGmutantGallelesGOahpknYkGandG
ahpknYlPGenhancesGoilGqualityGinGhighGandGlowGoilGcontainingGpeanutGgenotypesUGPlantbScienceSG2016SG
Y[YSGYWZTYXZ

5.3 89

546 pastT”rackGsntrogressionGofGâ��‘”vThotspotâ��GforG’ootG”raitsGandGytherGnroughtG”oleranceG”raitsGinGtqG
XXSGanGoliteGandGveadingG—arietyGofGmhickpeaUGPlantbGenomeSG2013SG_SGplantgenomeYWXZUWaUWWYY 4.4 89

545 “uperTzangenomeGbyGsntegratingGtheG ildG“ideGofGaG“peciesGforGkcceleratedGmropGsmprovementUG
TrendsbinbPlantbScienceSG2020SGY]SGX[bTX]b 13.1 87

544 vargeTscaleGdevelopmentGofGcostTeffectiveGsingleTnucleotideGpolymorphismGmarkerGassaysGforG
geneticGmappingGinGpigeonpeaGandGcomparativeGmappingGinGlegumesUGDNAbResearchSG2012SGXcSG[[cT_X 4.5 86

543 knGintraTspecificGconsensusGgeneticGmapGofGpigeonpeaG[majanusGcajanGOvUPGwillspaugh]GderivedGfromG
sixGmappingGpopulationsUGTheoreticalbandbAppliedbGeneticsSG2012SGXY]SGXZY]TZb 6 85

542 zotentialGofGpromotionGofGallelesGbyGgenomeGeditingGtoGimproveGquantitativeGtraitsGinGlivestockG
breedingGprogramsUGGeneticsbSelectionbEvolutionSG2015SG[aSG]] 4.9 84

541 ”owardGtheGsequenceTbasedGbreedingGinGlegumesGinGtheGpostTgenomeGsequencingGeraUGTheoreticalb
andbAppliedbGeneticsSG2019SGXZYSGacaTbX_ 6 84

540 wolecularGmappingGofG‘”vsGforGresistanceGtoGpusariumGwiltGOraceGXPGandGkscochytaGblightGinGchickpeaG
OmicerGarietinumGvUPUGEuphyticaSG2013SGXcZSGXYXTXZZ 2.1 81

539 knGinternationalGreferenceGconsensusGgeneticGmapGwithGbcaGmarkerGlociGbasedGonGXXGmappingG
populationsGforGtetraploidGgroundnutGOkrachisGhypogaeaGvUPUGPLoSbONESG2012SGaSGe[XYXZ 3.7 80

538 qenomeTonabledGzredictionGwodelsGforG×ieldG’elatedG”raitsGinGmhickpeaUGFrontiersbinbPlantbScienceSG
2016SGaSGX___ 6.2 80

(2016-2010)
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537 sdentificationGofG‘”vsGassociatedGwithGoilGcontentGandGmappingGpknYGgenesGandGtheirGrelativeG
contributionGtoGoilGqualityGinGpeanutGOkrachisGhypogaeaGvUPUGBMCbGeneticsSG2014SGX]SGXZZ 2.6 79

536 qroundnutGimprovementdGuseGofGgeneticGandGgenomicGtoolsUGFrontiersbinbPlantbScienceSG2013SG[SGYZ 6.2 79

535 qenerationGandGcomparisonGofGo“”TderivedG““’sGandG“xzsGinGbarleyGOrordeumGvulgareGvUPUGHereditas
SG2001SGXZ]SGX[]T]X 2.4 79

534 nefiningGtheGtranscriptomeGassemblyGandGitsGuseGforGgenomeGdynamicsGandGtranscriptomeGprofilingG
studiesGinGpigeonpeaGOmajanusGcajanGvUPUGDNAbResearchSG2011SGXbSGX]ZT_[ 4.5 78

533 ”heGfirstGsetGofGo“”GresourceGforGgeneGdiscoveryGandGmarkerGdevelopmentGinGpigeonpeaGOmajanusG
cajanGvUPUGBMCbPlantbBiologySG2010SGXWSG[] 5.3 78

532 sdentificationGandGmomparativeGknalysisGofGnifferentialGqeneGoxpressionGinG“oybeanGveafG”issueG
underGnroughtGandGploodingG“tressG’evealedGbyG’xkT“eqUGFrontiersbinbPlantbScienceSG2016SGaSGXW[[ 6.2 78

531 qenomeGwideGassociationGanalysesGforGdroughtGtoleranceGrelatedGtraitsGinGbarleyGOrordeumGvulgareG
vUPUGFieldbCropsbResearchSG2012SGXY_SGXaXTXbW 5.5 77

530
nevelopmentGandGcharacterizationGofGlkmTendGsequenceGderivedG““’sSGandGtheirGincorporationGintoG
aGnewGhigherGdensityGgeneticGmapGforGcultivatedGpeanutGOkrachisGhypogaeaGvUPUGBMCbPlantbBiologySG
2012SGXYSGXW

5.3 76

529 zearlGmilletG[zennisetumGglaucumGOvUPG’UGlrU]GconsensusGlinkageGmapGconstructedGusingGfourG’svG
mappingGpopulationsGandGnewlyGdevelopedGo“”T““’sUGBMCbGenomicsSG2013SGX[SGX]c 4.5 76

528
qenomewideGassociationGstudiesGforG]WGagronomicGtraitsGinGpeanutGusingGtheGNreferenceGsetNG
comprisingGZWWGgenotypesGfromG[bGcountriesGofGtheGsemiTaridGtropicsGofGtheGworldUGPLoSbONESG2014SG
cSGeXW]YYb

3.7 76

527 kssessmentGofGsmm—GYGˆ�GtqG_YGchickpeaGprogeniesGshowsGsensitivityGofGreproductionGtoGsaltGstressG
andGrevealsG‘”vGforGseedGyieldGandGyieldGcomponentsUGMolecularbBreedingSG2012SGZWSGcTYX 3.4 76

526 o“”TderivedGsingleGnucleotideGpolymorphismGmarkersGforGassemblingGgeneticGandGphysicalGmapsGofG
theGbarleyGgenomeUGFunctionalbandbIntegrativebGenomicsSG2008SGbSGYYZTZZ 3.8 76

525 qenomeTwideG“xzGqenotypingG’esolvesG“ignaturesGofG“electionGandG”etrasomicG’ecombinationGinG
zeanutUGMolecularbPlantSG2017SGXWSGZWcTZYY 14.4 75

524 momparativeGanalysisGofGtheGgrainGproteomeGfractionGinGbarleyGgenotypesGwithGcontrastingGsalinityG
toleranceGduringGgerminationUGPlantpbCellbandbEnvironmentSG2010SGZZSGYXXTYY 8.4 75

523 momparativeGanalysisGofGexpressedGsequenceGtagsGOo“”sPGbetweenGdroughtTtolerantGandG
TsusceptibleGgenotypesGofGchickpeaGunderGterminalGdroughtGstressUGBMCbPlantbBiologySG2011SGXXSGaW 5.3 74

522 xextTgenerationGsequencingGforGidentificationGofGcandidateGgenesGforGpusariumGwiltGandGsterilityG
mosaicGdiseaseGinGpigeonpeaGOmajanusGcajanPUGPlantbBiotechnologybJournalSG2016SGX[SGXXbZTc[ 11.6 74

521 momprehensiveGtranscriptomeGassemblyGofGmhickpeaGOmicerGarietinumGvUPGusingGsangerGandGnextG
generationGsequencingGplatformsdGdevelopmentGandGapplicationsUGPLoSbONESG2014SGcSGeb_WZc 3.7 73

520 kGcomprehensiveGtranscriptomeGassemblyGofGzigeonpeaGOmajanusGcajanGvUPGusingGsangerGandG
secondTgenerationGsequencingGplatformsUGMolecularbPlantSG2012SG]SGXWYWTb 14.4 73

RajeevrKumarrVarshney
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519 zroteomicsGandGwetabolomicsdG”woGomergingGkreasGforGvegumeGsmprovementUGFrontiersbinbPlantb
ScienceSG2015SG_SGXXX_ 6.2 72

518
‘uantitativeGtraitGlocusGanalysisGandGconstructionGofGconsensusGgeneticGmapGforGdroughtGtoleranceG
traitsGbasedGonGthreeGrecombinantGinbredGlineGpopulationsGinGcultivatedGgroundnutGOkrachisG
hypogaeaGvUPUGMolecularbBreedingSG2012SGZWSGa]aTaaY

3.4 72

517 qeneticGpatternsGofGdomesticationGinGpigeonpeaGOmajanusGcajanGOvUPGwillspUPGandGwildGmajanusG
relativesUGPLoSbONESG2012SGaSGeZc]_Z 3.7 72

516 mhickpeaGimprovementdGroleGofGwildGspeciesGandGgeneticGmarkersUGBiotechnologybandbGeneticb
EngineeringbReviewsSG2008SGY]SGY_aTZXZ 4.1 71

515 qenomeTwideGdissectionGofGkzYVo’pGandGr“zcWGgeneGfamiliesGinGfiveGlegumesGandGexpressionG
profilesGinGchickpeaGandGpigeonpeaUGPlantbBiotechnologybJournalSG2016SGX[SGX]_ZTaa 11.6 71

514 sdentificationGofGeightGchromosomesGandGaGmicrosatelliteGmarkerGonGXk“GassociatedGwithG‘”vGforG
grainGweightGinGbreadGwheatUGTheoreticalbandbAppliedbGeneticsSG2000SGXWWSGXYcWTXYc[ 6 70

513 manGgenomicsGdeliverGclimateTchangeGreadyGcropsiUGCurrentbOpinionbinbPlantbBiologySG2018SG[]SGYW]TYXX 9.9 68

512
momparativeGgenomicsGandGpredictionGofGconditionallyGdispensableGsequencesGinGlegumeTinfectingG
pusariumGoxysporumGformaeGspecialesGfacilitatesGidentificationGofGcandidateGeffectorsUGBMCb
GenomicsSG2016SGXaSGXcX

4.5 68

511 nesigningGputureGmropsdGqenomicsTkssistedGlreedingGmomesGofGkgeUGTrendsbinbPlantbScienceSG2021SG
Y_SG_ZXT_[c 13.1 68

510  holeGgenomeGreTsequencingGrevealsGgenomeTwideGvariationsGamongGparentalGlinesGofGX_GmappingG
populationsGinGchickpeaGOmicerGarietinumGvUPUGBMCbPlantbBiologySG2016SGX_G“upplGXSGXW 5.3 67

509 qenomicsTassistedGbreedingGinGfourGmajorGpulseGcropsGofGdevelopingGcountriesdGpresentGstatusGandG
prospectsUGTheoreticalbandbAppliedbGeneticsSG2014SGXYaSGXY_ZTcX 6 67

508 ”ransferabilityGandGpolymorphismGofGbarleyGo“”T““’GmarkersGusedGforGphylogeneticGanalysisGinG
rordeumGchilenseUGBMCbPlantbBiologySG2008SGbSGca 5.3 67

507 neepGsequencingGanalysisGofGtheGtranscriptomesGofGpeanutGaerialGandGsubterraneanGyoungGpodsG
identifiesGcandidateGgenesGrelatedGtoGearlyGembryoGabortionUGPlantbBiotechnologybJournalSG2013SGXXSGXX]TYa11.6 65

506 ]qsGforGcropGgeneticGimprovementUGCurrentbOpinionbinbPlantbBiologySG2020SG]_SGXcWTXc_ 9.9 64

505 qenomeTwideGsequencingGofGlonganGOnimocarpusGlonganGvourUPGprovidesGinsightsGintoGmolecularG
basisGofGitsGpolyphenolTrichGcharacteristicsUGGigaScienceSG2017SG_SGXTX[ 7.6 63

504
qenomeGsequencingGofGadzukiGbeanGO—ignaGangularisPGprovidesGinsightGintoGhighGstarchGandGlowGfatG
accumulationGandGdomesticationUGProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedb
StatesbofbAmericaSG2015SGXXYSGXZYXZTb

11.5 62

503 “copeGforGimprovementGofGyieldGunderGdroughtGthroughGtheGrootGtraitsGinGchickpeaGOmicerGarietinumG
vUPUGFieldbCropsbResearchSG2015SGXaWSG[aT][ 5.5 62

502 ”ranslationalGqenomicsGinGkgriculturedG“omeGoxamplesGinGqrainGvegumesUGCriticalbReviewsbinbPlantb
SciencesSG2015SGZ[SGX_cTXc[ 5.6 62

(2015-2015)
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501 qenomeTwideGanalysisGandGidentificationGofGgenesGrelatedGtoGpotassiumGtransporterGfamiliesGinGriceG
OyryzaGsativaGvUPUGPlantbScienceSG2007SGXaYSGaWbTaYX 5.3 62

500 oxploringGplantGgrowthTpromotionGactinomycetesGfromGvermicompostGandGrhizosphereGsoilGforGyieldG
enhancementGinGchickpeaUGBrazilianbJournalbofbMicrobiologySG2016SG[aSGb]Tc] 2.2 61

499 righT”hroughputGostimationGofGmropG”raitsdGkG’eviewGofGqroundGandGkerialGzhenotypingGzlatformsUG
IEEEbGeosciencebandbRemotebSensingbMagazineSG2021SGcSGYWWTYZX 8.9 61

498 qeneticGdiversityGofGrootGsystemGarchitectureGinGresponseGtoGdroughtGstressGinGgrainGlegumesUG
JournalbofbExperimentalbBotanySG2018SG_cSGZY_aTZYaa 7 60

497 xovelG““’GwarkersGforGzolymorphismGnetectionGinGzigeonpeaGOmajanusGsppUPUGPlantbBreedingSG2010SG
XYcSGX[YTX[b 2.4 60

496 qenomicsTassistedGbreedingGforGdroughtGtoleranceGinGchickpeaUGFunctionalbPlantbBiologySG2014SG[XSGXXabTXXcW2.7 59

495 waleTsterilityGsystemsGinGpigeonpeaGandGtheirGroleGinGenhancingGyieldUGPlantbBreedingSG2010SGXYcSGXY]TXZ[2.4 59

494
kdvancesGinGgeneticsGandGmolecularGbreedingGofGthreeGlegumeGcropsGofGsemiTaridGtropicsGusingG
nextTgenerationGsequencingGandGhighTthroughputGgenotypingGtechnologiesUGJournalbofbBiosciencesSG
2012SGZaSGbXXTYW

2.3 58

493 oxploringGgeneticGvariationGforGsalinityGtoleranceGinGchickpeaGusingGimageTbasedGphenotypingUG
ScientificbReportsSG2017SGaSGXZWW 4.9 57

492
kcceleratingGgeneticGgainsGinGlegumesGforGtheGdevelopmentGofGprosperousGsmallholderGagriculturedG
integratingGgenomicsSGphenotypingSGsystemsGmodellingGandGagronomyUGJournalbofbExperimentalb
BotanySG2018SG_cSGZYcZTZZXY

7 57

491 righTdensityGgeneticGmapGusingGwholeTgenomeGresequencingGforGfineGmappingGandGcandidateGgeneG
discoveryGforGdiseaseGresistanceGinGpeanutUGPlantbBiotechnologybJournalSG2018SGX_SGXc][TXc_a 11.6 56

490 xovelGqenomicG”oolsGandGwodernGqeneticGandGlreedingGkpproachesGforGmropGsmprovementUG
JournalbofbPlantbBiochemistrybandbBiotechnologySG2009SGXbSGXYaTXZb 1.6 56

489 ovaluationGandGvalidationGofGhousekeepingGgenesGasGreferenceGforGgeneGexpressionGstudiesGinG
pigeonpeaGOmajanusGcajanPGunderGdroughtGstressGconditionsUGPLoSbONESG2015SGXWSGeWXYYb[a 3.7 56

488 ”woGkeyGgenomicGregionsGharbourG‘”vsGforGsalinityGtoleranceGinGsmm—GYGˆ�GtqGXXGderivedGchickpeaG
OmicerGarietinumGvUPGrecombinantGinbredGlinesUGBMCbPlantbBiologySG2015SGX]SGXY[ 5.3 55

487 wultiTparentGpopulationsGinGcropsdGaGtoolboxGintegratingGgenomicsGandGgeneticGmappingGwithG
breedingUGHereditySG2020SGXY]SGZc_T[X_ 3.6 53

486 nevelopmentGandGevaluationGofGhighTdensityGkxiomGmicer“xz´ krrayGforGhighTresolutionGgeneticG
mappingGandGbreedingGapplicationsGinGchickpeaUGPlantbBiotechnologybJournalSG2018SGX_SGbcWTcWX 11.6 53

485 ’ecentGbreedingGprogramsGenhancedGgeneticGdiversityGinGbothGdesiGandGkabuliGvarietiesGofGchickpeaG
OmicerGarietinumGvUPUGScientificbReportsSG2016SG_SGZb_Z_ 4.9 53

484 righTresolutionGskimGgenotypingGbyGsequencingGrevealsGtheGdistributionGofGcrossoversGandGgeneG
conversionsGinGmicerGarietinumGandGlrassicaGnapusUGTheoreticalbandbAppliedbGeneticsSG2015SGXYbSGXWZcT[a 6 52
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483 mytoplasmicGmaleGsterilityTassociatedGchimericGopenGreadingGframesGidentifiedGbyGmitochondrialG
genomeGsequencingGofGfourGmajanusGgenotypesUGDNAbResearchSG2013SGYWSG[b]Tc] 4.5 52

482 qenomicG”oolsGinGqroundnutGlreedingGzrogramdG“tatusGandGzerspectivesUGFrontiersbinbPlantbScienceSG
2016SGaSGYbc 6.2 52

481 qeneticGmappingGofG‘”vsGcontrollingGfattyGacidsGprovidedGinsightsGintoGtheGgeneticGcontrolGofGfattyG
acidGsynthesisGpathwayGinGpeanutGOkrachisGhypogaeaGvUPUGPLoSbONESG2015SGXWSGeWXXc[][ 3.7 51

480 qeneticGmappingGandGquantitativeGtraitGlocusGanalysisGofGresistanceGtoGsterilityGmosaicGdiseaseGinG
pigeonpeaG[majanusGcajanGOvUPGwillspU]UGFieldbCropsbResearchSG2011SGXYZSG]ZT_X 5.5 51

479 “ingleGnucleotideGpolymorphismsGinGryeGO“ecaleGcerealeGvUPdGdiscoverySGfrequencySGandGapplicationsG
forGgenomeGmappingGandGdiversityGstudiesUGTheoreticalbandbAppliedbGeneticsSG2007SGXX[SGXXW]TX_ 6 50

478 pineGmappingGandGgeneGcloningGinGtheGpostTxq“GeradGadvancesGandGprospectsUGTheoreticalbandb
AppliedbGeneticsSG2020SGXZZSGXacXTXbXW 6 50

477 wappingG‘”vGforGresistanceGtoGbotrytisGgreyGmouldGinGchickpeaUGEuphyticaSG2011SGXbYSGXTc 2.1 49

476 –nderstandingGsheathGblightGresistanceGinGricedGtheGroadGbehindGandGtheGroadGaheadUGPlantb
BiotechnologybJournalSG2020SGXbSGbc]TcX] 11.6 49

475 kGwesternG“aharaGcentreGofGdomesticationGinferredGfromGpearlGmilletGgenomesUGNaturebEcologybandb
EvolutionSG2018SGYSGXZaaTXZbW 12.3 48

474 kGchromosomalGgenomicsGapproachGtoGassessGandGvalidateGtheGdesiGandGkabuliGdraftGchickpeaG
genomeGassembliesUGPlantbBiotechnologybJournalSG2014SGXYSGaabTb_ 11.6 48

473
“ingleGxucleotideGzolymorphismâ��basedGqeneticGniversityGinGtheG’eferenceG“etGofGzeanutGOkrachisG
sppUPGbyGnevelopingGandGkpplyingGmostToffectiveGuompetitiveGklleleG“pecificGzolymeraseGmhainG
’eactionGqenotypingGkssaysUGPlantbGenomeSG2013SG_SGplantgenomeYWXZUW_UWWXc

4.4 48

472 ”heGfirstGgeneticGmapGofGpigeonGpeaGbasedGonGdiversityGarraysGtechnologyGOnkr”PGmarkersUGJournalbofb
GeneticsSG2011SGcWSGXWZTc 1.2 48

471 righGthroughputGsequencingGofGsmallG’xkGcomponentGofGleavesGandGinflorescenceGrevealedG
conservedGandGnovelGmi’xksGasGwellGasGphasi’xkGlociGinGchickpeaUGPlantbScienceSG2015SGYZ]SG[_T]a 5.3 47

470 wolecularGwappingGofG‘”vsGforGreatG”oleranceGinGmhickpeaUGInternationalbJournalbofbMolecularb
SciencesSG2018SGXcSG 6.3 47

469 yxidativeGstressGandGcarbonGmetabolismGinfluenceGkspergillusGflavusGtranscriptomeGcompositionG
andGsecondaryGmetaboliteGproductionUGScientificbReportsSG2016SG_SGZba[a 4.9 47

468 knalyticalGandGnecisionG“upportG”oolsGforGqenomicsTkssistedGlreedingUGTrendsbinbPlantbScienceSG
2016SGYXSGZ][TZ_Z 13.1 46

467 qenomicGtoolsGandGgermplasmGdiversityGforGchickpeaGimprovementUGPlantbGeneticbResources:b
CharacterisationbandbUtilisationSG2011SGcSG[]T]b 1 46

466 sdentificationGandGvalidationGofGaGcoreGsetGofGinformativeGgenicG““’GandG“xzGmarkersGforGassayingG
functionalGdiversityGinGbarleyUGMolecularbBreedingSG2008SGYYSGXTXZ 3.4 46

(2008-2013)
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465 qeneticGdiversityGandGdemographicGhistoryGofGmajanusGsppUGillustratedGfromGgenomeTwideG“xzsUG
PLoSbONESG2014SGcSGebb]_b 3.7 46

464 ’ootGtraitsGconferGgrainGyieldGadvantagesGunderGterminalGdroughtGinGchickpeaGOGvUPUGFieldbCropsb
ResearchSG2017SGYWXSGX[_TX_X 5.5 45

463 nroughtGandGheatGstressTrelatedGproteinsdGanGupdateGaboutGtheirGfunctionalGrelevanceGinGimpartingG
stressGtoleranceGinGagriculturalGcropsUGTheoreticalbandbAppliedbGeneticsSG2019SGXZYSGX_WaTX_Zb 6 45

462 qenomicTenabledGpredictionGmodelsGusingGmultiTenvironmentGtrialsGtoGestimateGtheGeffectGofG
genotypeGˆ�GenvironmentGinteractionGonGpredictionGaccuracyGinGchickpeaUGScientificbReportsSG2018SGbSGXXaWX 4.9 45

461 ’esistanceGtoGkspergillusGflavusGinGmaizeGandGpeanutdGwolecularGbiologySGbreedingSGenvironmentalG
stressSGandGfutureGperspectivesUGCropbJournalSG2015SGZSGYYcTYZa 4.6 45

460 “ingleGxucleotideGzolymorphismGqenotypingGforGlreedingGandGqeneticsGkpplicationsGinGmhickpeaG
andGzigeonpeaGusingGtheGleadXpressGzlatformUGPlantbGenomeSG2013SG_SGplantgenomeYWXZUW]UWWXa 4.4 45

459 nevelopmentGandGdeploymentGofGaGhighTdensityGlinkageGmapGidentifiedGquantitativeGtraitGlociGforG
plantGheightGinGpeanutGOkrachisGhypogaeaGvUPUGScientificbReportsSG2016SG_SGZc[ab 4.9 45

458 xewGrypervariableG““’GwarkersGforGniversityGknalysisSGrybridGzurityG”estingGandG”raitGwappingGinG
zigeonpeaG[GOvUPGwillspaugh]UGFrontiersbinbPlantbScienceSG2017SGbSGZaa 6.2 44

457 righlyGinformativeGgenicGandGgenomicG““’GmarkersGtoGfacilitateGmolecularGbreedingGinGcultivatedG
groundnutGOkrachisGhypogaeaPUGPlantbBreedingSG2012SGXZXSGXZcTX[a 2.4 44

456 qeneticGrelationshipsGamongGsevenGsectionsGofGgenusGkrachisGstudiedGbyGusingG““’GmarkersUGBMCb
PlantbBiologySG2010SGXWSGX] 5.3 44

455 qenicGwolecularGwarkersGinGzlantsdGnevelopmentGandGkpplicationsG2007SGXZTYc 44

454 ’esponsesGofGtoGyxidativeG“tressGkreG’elatedGtoGpungalGnevelopmentG’egulatorSGkntioxidantG
onzymeSGandG“econdaryGwetaboliteGliosyntheticGqeneGoxpressionUGFrontiersbinbMicrobiologySG2016SGaSGYW[b5.7 44

453
raplotypeGanalysisGofGkeyGgenesGgoverningGgrainGyieldGandGqualityGtraitsGacrossGZuG’qGpanelGrevealsG
scopeGforGtheGdevelopmentGofGtailorTmadeGriceGwithGenhancedGgeneticGgainsUGPlantbBiotechnologyb
JournalSG2019SGXaSGX_XYTX_YY

11.6 43

452 warkerTassistedGintrogressionGofGresistanceGtoGfusariumGwiltGraceGYGinGzusaGY]_SGanGeliteGcultivarGofG
desiGchickpeaUGMolecularbGeneticsbandbGenomicsSG2017SGYcYSGXYZaTXY[] 3.1 43

451 mandidateGgeneGanalysisGforGdeterminacyGinGpigeonpeaGOmajanusGsppUPUGTheoreticalbandbAppliedb
GeneticsSG2014SGXYaSGY__ZTab 6 43

450 kpplicationGofG““’GmarkersGforGmolecularGcharacterizationGofGhybridGparentsGandGpurityGassessmentG
ofGsmzrGY[ZbGhybridGofGpigeonpeaG[majanusGcajanGOvUPGwillspaugh]UGMolecularbBreedingSG2010SGY_SGZaXTZbW 3.4 43

449 kdaptingGlegumeGcropsGtoGclimateGchangeGusingGgenomicGapproachesUGPlantpbCellbandbEnvironmentSG
2019SG[YSG_TXc 8.4 43

448
nissectingGgenomicGhotspotsGunderlyingGseedGproteinSGoilSGandGsucroseGcontentGinGanGinterspecificG
mappingGpopulationGofGsoybeanGusingGhighTdensityGlinkageGmappingUGPlantbBiotechnologybJournalSG
2018SGX_SGXcZcTXc]Z

11.6 42
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447 wolecularGwappingGofGyilGmontentGandGpattyGkcidsG–singGnenseGqeneticGwapsGinGqroundnutGOGvUPUG
FrontiersbinbPlantbScienceSG2017SGbSGac[ 6.2 42

446
”heG’xkT“eqTbasedGhighGresolutionGgeneGexpressionGatlasGofGchickpeaGOmicerGarietinumGvUPGrevealsG
dynamicGspatioTtemporalGchangesGassociatedGwithGgrowthGandGdevelopmentUGPlantpbCellbandb
EnvironmentSG2018SG[XSGYYWcTYYY]

8.4 41

445 ’xkT“eqGanalysisGrevealedGgenesGassociatedGwithGdroughtGstressGresponseGinGkabuliGchickpeaGOmicerG
arietinumGvUPUGPLoSbONESG2018SGXZSGeWXccaa[ 3.7 41

444
qeneticGwappingGandG‘uantitativeG”raitGvociGknalysisGforGniseaseG’esistanceG–singGpYGandGp]G
qenerationTbasedGqeneticGwapsGnerivedGfromGâ��”ifrunnerâ��Gˆ�Gâ��q”TmYWâ��GinGzeanutUGPlantbGenomeSG2013SG
_SGplantgenomeYWXZUW]UWWXb

4.4 41

443 zhenotypingGchickpeasGandGpigeonpeasGforGadaptationGtoGdroughtUGFrontiersbinbPhysiologySG2012SGZSGXac 4.6 41

442 qenomicGinterventionsGforGsustainableGagricultureUGPlantbBiotechnologybJournalSG2020SGXbSGYZbbTY[W] 11.6 41

441 manGomicsGdeliverGtemperatureGresilientGreadyTtoTgrowGcropsiUGCriticalbReviewsbinbBiotechnologySG
2021SG[XSGXYWcTXYZY 9.4 41

440 monstructionGofGgenotypingTbyTsequencingGbasedGhighTdensityGgeneticGmapsGandG‘”vGmappingGforG
fusariumGwiltGresistanceGinGpigeonpeaUGScientificbReportsSG2017SGaSGXcXX 4.9 40

439 qenomicsTassistedGbreedingGforGboostingGcropGimprovementGinGpigeonpeaGOmajanusGcajanPUGFrontiersb
inbPlantbScienceSG2015SG_SG]W 6.2 40

438 ”heGextentGofGgrainGyieldGandGplantGgrowthGenhancementGbyGplantGgrowthTpromotingG
broadTspectrumG“treptomycesGspUGinGchickpeaUGSpringerPlusSG2015SG[SGZX 40

437
sndelTseqdGaGfastTforwardGgeneticsGapproachGforGidentificationGofGtraitTassociatedGputativeGcandidateG
genomicGregionsGandGitsGapplicationGinGpigeonpeaGOmajanusGcajanPUGPlantbBiotechnologybJournalSG2017SG
X]SGcW_TcX[

11.6 39

436 zkxywsm“GmeetsGgermplasmUGPlantbBiotechnologybJournalSG2020SGXbSGX]WaTX]Y] 11.6 39

435 zlantGvigourG‘”vsGcoTmapGwithGanGearlierGreportedG‘”vGhotspotGforGdroughtGtoleranceGwhileGwaterG
savingG‘”vsGmapGinGotherGregionsGofGtheGchickpeaGgenomeUGBMCbPlantbBiologySG2018SGXbSGYc 5.3 39

434 nissectionGofGtheGbarleyGYvXUWGregionGcarryingGtheGNvaevigatumNGquantitativeGresistanceGgeneGtoGleafG
rustGusingGnearTisogenicGlinesGOxsvPGandGsubxsvUGMolecularbPlantrMicrobebInteractionsSG2007SGYWSGX_W[TX] 3.6 39

433 plowTcytometricGanalysisGofGreactiveGoxygenGspeciesGinGperipheralGbloodGmononuclearGcellsGofG
patientsGwithGthyroidGdysfunctionUGCytometrybPartbBbrbClinicalbCytometrySG2006SGaWSGYWTZ 3.4 38

432 zroteomeGanalysisGofGkspergillusGflavusGisolateTspecificGresponsesGtoGoxidativeGstressGinGrelationshipG
toGaflatoxinGproductionGcapabilityUGScientificbReportsSG2018SGbSGZ[ZW 4.9 37

431 qeneGexpressionGatlasGofGpigeonpeaGandGitsGapplicationGtoGgainGinsightsGintoGgenesGassociatedGwithG
pollenGfertilityGimplicatedGinGseedGformationUGJournalbofbExperimentalbBotanySG2017SG_bSGYWZaTYW][ 7 37

430 punctionalGgenomicsGtoGstudyGstressGresponsesGinGcropGlegumesdGprogressGandGprospectsUGFunctionalb
PlantbBiologySG2013SG[WSGXYYXTXYZZ 2.7 37

(2013-2017)
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429 ”raitGassociationsGinGtheGpangenomeGofGpigeonGpeaGOmajanusGcajanPUGPlantbBiotechnologybJournalSG
2020SGXbSGXc[_TXc][ 11.6 36

428 nifferentialG’egulationGofGqenesGsnvolvedGinG’ootGworphogenesisGandGmellG allGwodificationGisG
kssociatedGwithG“alinityG”oleranceGinGmhickpeaUGScientificbReportsSG2018SGbSG[b]] 4.9 36

427 zartitioningGcoefficientâ��kGtraitGthatGcontributesGtoGdroughtGtoleranceGinGchickpeaUGFieldbCropsb
ResearchSG2013SGX[cSGZ][TZ_] 5.5 36

426 —ariationGinGcarbonGisotopeGdiscriminationGandGitsGrelationshipGwithGharvestGindexGinGtheGreferenceG
collectionGofGchickpeaGgermplasmUGFunctionalbPlantbBiologySG2013SG[WSGXZ]WTXZ_X 2.7 36

425 “uperGknnigeriGXGandGimprovedGtqGa[dGtwoGpusariumGwiltTresistantGintrogressionGlinesGdevelopedG
usingGmarkerTassistedGbackcrossingGapproachGinGchickpeaGOGvUPUGMolecularbBreedingSG2019SGZcSGY 3.4 36

424 sntegratingGgenomicsGforGchickpeaGimprovementdGachievementsGandGopportunitiesUGTheoreticalbandb
AppliedbGeneticsSG2020SGXZZSGXaWZTXaYW 6 35

423 qenomeGsequenceGofGtatrophaGcurcasGvUSGaGnonTedibleGbiodieselGplantSGprovidesGaGresourceGtoG
improveGseedTrelatedGtraitsUGPlantbBiotechnologybJournalSG2019SGXaSG]XaT]ZW 11.6 35

422 moTlocalizationGofGmajorGquantitativeGtraitGlociGforGpodGsizeGandGweightGtoGaGZUa´ cwGintervalGonG
chromosomeGkW]GinGcultivatedGpeanutGOkrachisGhypogaeaGvUPUGBMCbGenomicsSG2017SGXbSG]b 4.5 35

421 qeneticGnissectionGofGxovelG‘”vsGforG’esistanceGtoGveafG“potsGandG”omatoG“pottedG iltG—irusGinG
zeanutGOGvUPUGFrontiersbinbPlantbScienceSG2017SGbSGY] 6.2 35

420 kpplyingGqenomicsG”oolsGforGlreedingG“ubmergenceG”oleranceGinG’iceG2013SGcTZW 35

419 smzrGY_aXGâ��GtheGworldNsGfirstGcommercialGfoodGlegumeGhybridUGPlantbBreedingSG2013SGXZYSG[acT[b] 2.4 35

418 monsistentG—ariationGkcrossG“oilG”ypesGinG“alinityG’esistanceGofGaGniverseG’angeGofGmhickpeaGOmicerG
arietinumGvUPGqenotypesUGJournalbofbAgronomybandbCropbScienceSG2011SGXcaSGYX[TYYa 3.9 35

417 kpplicationGofGgenomicsGtoGmolecularGbreedingGofGwheatGandGbarleyUGAdvancesbinbGeneticsSG2007SG]bSGXYXT]]3.3 35

416 wultipleGpostTdomesticationGoriginsGofGkabuliGchickpeaGthroughGallelicGvariationGinGaG
diversificationTassociatedGtranscriptionGfactorUGNewbPhytologistSG2016SGYXXSGX[[WT]X 9.8 35

415 sntegratedGbreedingGapproachesGforGimprovingGdroughtGandGheatGadaptationGinGchickpeaGOmicerG
arietinumGvUPUGPlantbBreedingSG2019SGXZbSGZbcT[WW 2.4 35

414 sntegratedGtranscriptomeSGsmallG’xkGandGdegradomeGsequencingGapproachesGprovideGinsightsGintoG
kscochytaGblightGresistanceGinGchickpeaUGPlantbBiotechnologybJournalSG2019SGXaSGcX[TcZX 11.6 35

413 qenotypingTbyTsequencingGofGthreeGmappingGpopulationsGforGidentificationGofGcandidateGgenomicG
regionsGforGresistanceGtoGsterilityGmosaicGdiseaseGinGpigeonpeaUGScientificbReportsSG2017SGaSGXbXZ 4.9 34

412 witigatingGkflatoxinGmontaminationGinGqroundnutGthroughGkGmombinationGofGqeneticG’esistanceG
andGzostTrarvestGwanagementGzracticesUGToxinsSG2019SGXXSG 4.9 34

RajeevrKumarrVarshney
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411 kllelicGrelationshipsGofGfloweringGtimeGgenesGinGchickpeaUGEuphyticaSG2015SGYWZSGYc]TZWb 2.1 34

410 wolecularGwappingGofGploweringG”imeGwajorGqenesGandG‘”vsGinGmhickpeaGOGvUPUGFrontiersbinbPlantb
ScienceSG2017SGbSGXX[W 6.2 34

409 qenomeT ideGniscoveryGofGwicrosatelliteGwarkersGfromGniploidGzrogenitorG“peciesSGandGSGandG”heirG
kpplicationGinGmultivatedGzeanutGOPUGFrontiersbinbPlantbScienceSG2017SGbSGXYWc 6.2 34

408 “electionGandG—alidationGofGrousekeepingGqenesGasG’eferenceGforGqeneGoxpressionG“tudiesGinG
zigeonpeaGOmajanusGcajanPGunderGreatGandG“altG“tressGmonditionsUGFrontiersbinbPlantbScienceSG2015SG_SGXWaX6.2 34

407 “hootGtraitsGandGtheirGrelevanceGinGterminalGdroughtGtoleranceGofGchickpeaGOGvUPUGFieldbCropsbResearchSG
2016SGXcaSGXWTYa 5.5 33

406 sntegratedGphysicalSGgeneticGandGgenomeGmapGofGchickpeaGOmicerGarietinumGvUPUGFunctionalbandb
IntegrativebGenomicsSG2014SGX[SG]cTaZ 3.8 33

405 “”w“GmarkersGforGgrainGproteinGcontentGandGtheirGvalidationGusingGnearTisogenicGlinesGinGbreadG
wheatUGPlantbBreedingSG2001SGXYWSGYaZTYab 2.4 33

404 qenomicsTassistedGbreedingGforGpigeonpeaGimprovementUGTheoreticalbandbAppliedbGeneticsSG2020SG
XZZSGXaYXTXaZa 6 32

403
‘”vGmappingGforGlateGleafGspotGandGrustGresistanceGusingGanGimprovedGgeneticGmapGandGextensiveG
phenotypicGdataGonGaGrecombinantGinbredGlineGpopulationGinGpeanutGOkrachisGhypogaeaGvUPUGEuphytica
SG2016SGYWcSGX[aTX]_

2.1 32

402 momprehensiveGtissueTspecificGproteomeGanalysisGofGdroughtGstressGresponsesGinGzennisetumG
glaucumGOvUPG’UGlrUGOzearlGmilletPUGJournalbofbProteomicsSG2016SGX[ZSGXYYTXZ] 3.9 32

401 monstructionGandGcomparisonGofGthreeGreferenceTqualityGgenomeGassembliesGforGsoybeanUGPlantb
JournalSG2019SGXWWSGXW__TXWbY 6.9 32

400
kGmombinedGmomparativeG”ranscriptomicSGwetabolomicSGandGknatomicalGknalysesGofG”woGueyG
nomesticationG”raitsdGzodGnehiscenceGandG“eedGnormancyGinGzeaGOGspUPUGFrontiersbinbPlantbScienceSG
2017SGbSG][Y

6.2 32

399
sdentificationGandGcharacterizationGofGexpressedGsequenceGtagsTderivedGsimpleGsequenceGrepeatsG
markersGfromGrobustaGcoffeeGvarietyGâ��mx’â��GOanGinterspecificGhybridGofGmoffeaGcanephora´ ˆ�´ moffeaG
congensisPUGMolecularbEcologybNotesSG2005SG]SGbWTbZ

32

398 pirstTgenerationGrapwapGinGmajanusGsppUGrevealsGuntappedGvariationsGinGparentalGlinesGofGmappingG
populationsUGPlantbBiotechnologybJournalSG2016SGX[SGX_aZTbX 11.6 32

397 wolecularGqeneticsGandGlreedingGofGqrainGvegumeGmropsGforGtheG“emiTkridG”ropicsG2007SGYWaTY[X 32

396 ”heGmaro’pGgenesGinGchickpeaGOmicerGarietinumGvUPGandGtheGidentificationGofGmaro’pXX_GasGabioticG
stressGresponsiveGtranscriptionGfactorUGFunctionalbandbIntegrativebGenomicsSG2015SGX]SGYaT[_ 3.8 31

395 ”ranslationalGgenomicsGforGachievingGhigherGgeneticGgainsGinGgroundnutUGTheoreticalbandbAppliedb
GeneticsSG2020SGXZZSGX_acTXaWY 6 31

394 ”raitsGofGrelevanceGtoGimproveGyieldGunderGterminalGdroughtGstressGinGchickpeaGOmUGarietinumGvUPUGFieldb
CropsbResearchSG2013SGX[]SGbbTc] 5.5 31

(2013-2015)
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393 zrogressGinGtheGutilizationGofGmajanusGplatycarpusGOlenthUPGwaesenGinGpigeonpeaGimprovementUGPlantb
BreedingSG2011SGXZWSG]WaT]X[ 2.4 31

392 mharacterizationGofGmicrosatellitesGandGdevelopmentGofGchromosomeGspecificG“”w“GmarkersGinG
breadGwheatUGPlantbMolecularbBiologybReporterSG2000SGXbSG]TX_ 1.7 31

391
wappingG‘uantitativeG”raitGvociGofG’esistanceGtoG”omatoG“pottedG iltG—irusGandGveafG“potsGinGaG
’ecombinantGsnbredGvineGzopulationGofGzeanutGOkrachisGhypogaeaGvUPGfromG“unyleicGca’GandG
xmc[WYYUGPLoSbONESG2016SGXXSGeWX]b[]Y

3.7 31

390 warkerTtraitGassociationGstudyGforGproteinGcontentGinGchickpeaGOmicerGarietinumGvUPUGJournalbofb
GeneticsSG2015SGc[SGYacTb_ 1.2 30

389 klleleGdiversityGforGabioticGstressGresponsiveGcandidateGgenesGinGchickpeaGreferenceGsetGusingGgeneG
basedG“xzGmarkersUGFrontiersbinbPlantbScienceSG2014SG]SGY[b 6.2 30

388 oxploringGgermplasmGdiversityGtoGunderstandGtheGdomesticationGprocessGinGmicerGsppUGusingG“xzGandG
nkr”GmarkersUGPLoSbONESG2014SGcSGeXWYWX_ 3.7 30

387 kGdatabaseGofGsimpleGsequenceGrepeatsGfromGcerealGandGlegumeGexpressedGsequenceGtagsGminedGinG
silicodGsurveyGandGevaluationUGInbSilicobBiologySG2006SG_SG_WaTYW 2 30

386 sdentificationGofGo’pGgenesGinGpeanutsGandGfunctionalGanalysisGofGkho’pWWbGandGkho’pWXcGinGabioticG
stressGresponseUGFunctionalbandbIntegrativebGenomicsSG2014SGX[SG[_aTaa 3.8 29

385
moverageTbasedGconsensusGcallingGOmbmmPGofGshortGsequenceGreadsGandGcomparisonGofGmbmmGresultsG
toGidentifyG“xzsGinGchickpeaGOmicerGarietinumeGpabaceaePSGaGcropGspeciesGwithoutGaGreferenceG
genomeUGAmericanbJournalbofbBotanySG2012SGccSGXb_TcY

2.7 29

384 “ingleGfeatureGpolymorphismsGO“pzsPGforGdroughtGtoleranceGinGpigeonpeaGOmajanusGsppUPUGFunctionalb
andbIntegrativebGenomicsSG2011SGXXSG_]XTa 3.8 29

383 righGlevelGofGnaturalGvariationGinGaGgroundnutGOkrachisGhypogaeaGvUPGgermplasmGcollectionGassayedG
byGselectedGinformativeG““’GmarkersUGPlantbBreedingSG2009SGXYbSG[b_T[c[ 2.4 29

382 zigeonpeaGcompositeGcollectionGandGidentificationGofGgermplasmGforGuseGinGcropGimprovementG
programmesUGPlantbGeneticbResources:bCharacterisationbandbUtilisationSG2011SGcSGcaTXWb 1 29

381 ssolationGandGsequenceGanalysisGofGn’olYkGhomologuesGinGthreeGcerealGandGtwoGlegumeGspeciesUG
PlantbScienceSG2009SGXaaSG[_WT[_a 5.3 29

380 peaturesGofG“xzGandG““’GdiversityGinGaGsetGofGsmk’nkGbarleyGgermplasmGcollectionUGMolecularb
BreedingSG2010SGY_SGYYcTY[Y 3.4 29

379 sdentificationGandGcharacterizationGofGtoxigenicGfusariaGassociatedGwithGsorghumGgrainGmoldG
complexGinGsndiaUGMycopathologiaSG2011SGXaXSGYYZTZW 2.9 28

378 xestedTassociationGmappingGOxkwPTbasedGgeneticGdissectionGuncoversGcandidateGgenesGforGseedG
andGpodGweightsGinGpeanutGOkrachisGhypogaeaPUGPlantbBiotechnologybJournalSG2020SGXbSGX[]aTX[aX 11.6 28

377 sdentificationGandG—alidationGofG“electedG–niversalG“tressGzroteinGnomainGmontainingG
nroughtT’esponsiveGqenesGinGzigeonpeaGOmajanusGcajanGvUPUGFrontiersbinbPlantbScienceSG2015SG_SGXW_] 6.2 28

376 ovaluationGofG“treptomycesGspUGobtainedGfromGherbalGvermicompostGforGbroadGspectrumGofGplantG
growthTpromotingGactivitiesGinGchickpeaUGOrganicbAgricultureSG2015SG]SGXYZTXZZ 1.7 27
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375 nevelopmentGofGnkr”GmarkersGandGassessmentGofGdiversityGinGpusariumGoxysporumGfUGspUGcicerisSGwiltG
pathogenGofGchickpeaGOmicerGarietinumGvUPUGBMCbGenomicsSG2014SGX]SG[][ 4.5 27

374
yverexpressionGofGaGzlasmaGwembraneGloundGxaVrGkntiporterTvikeGzroteinGOPGmonfersG“altG
”oleranceGandGsmprovesGpruitG×ieldGinG”omatoGbyGwaintainingGsonGromeostasisUGFrontiersbinbPlantb
ScienceSG2016SGaSGYWYa

6.2 27

373 opistaticGinteractionsGofGmajorGeffectGdroughtG‘”vsGwithGgeneticGbackgroundGlociGdetermineGgrainG
yieldGofGriceGunderGdroughtGstressUGScientificbReportsSG2019SGcSGY_X_ 4.9 26

372 poliarGfungalGdiseaseTresistantGintrogressionGlinesGofGgroundnutGOkrachisGhypogaeaGvUPGrecordGhigherG
podGandGhaulmGyieldGinGmultilocationGtestingUGPlantbBreedingSG2016SGXZ]SGZ]]TZ__ 2.4 26

371
snGsilicoGdevelopmentGofGsimpleGsequenceGrepeatGmarkersGwithinGtheGaeschynomenoidVdalbergoidG
andGgenistoidGcladesGofGtheGveguminosaeGfamilyGandGtheirGtransferabilityGtoGkrachisGhypogaeaSG
groundnutUGPlantbScienceSG2008SGXa[SG]XT_W

5.3 26

370 qenomicsSGgeneticsGandGbreedingGofGcommonGbeanGinGkfricadGkGreviewGofGtropicalGlegumeGprojectUG
PlantbBreedingSG2019SGXZbSG[WXT[X[ 2.4 26

369 —ernalizationGresponseGinGchickpeaGisGcontrolledGbyGaGmajorG‘”vUGEuphyticaSG2016SGYWaSG[]ZT[_X 2.1 25

368 “uperiorGhaplotypesGforGhaplotypeTbasedGbreedingGforGdroughtGtoleranceGinGpigeonpeaGOmajanusG
cajanGvUPUGPlantbBiotechnologybJournalSG2020SGXbSGY[bYTY[cW 11.6 25

367 smprovingGoilGqualityGbyGalteringGlevelsGofGfattyGacidsGthroughGmarkerTassistedGselectionGofGahfadYG
allelesGinGpeanutGOkrachisGhypogaeaGvUPUGEuphyticaSG2018SGYX[SGX 2.1 25

366 mickrwi“atnldGtheGchickpeaGmicrosatelliteGdatabaseUGBMCbBioinformaticsSG2014SGX]SGYXY 3.6 25

365 ovolvingGwolecularGwarkerG”echnologiesGinGzlantsdGpromG’pvzsGtoGql“G2013SGYYcTY[a 25

364 mharacterizationGandGmappingGofGntXGlocusGwhichGcoTsegregatesGwithGmc”pvXGforGgrowthGhabitGinG
pigeonpeaUGTheoreticalbandbAppliedbGeneticsSG2017SGXZWSGXaaZTXab[ 6 25

363 kssociationGofGnadaaGqeneGwithGmytoplasmicGwaleG“terilityGinGzigeonpeaUGPlantbGenomeSG2015SGbSGeplantgenomeYWX[UXXUWWb[4.4 25

362 smputationGofG“ingleGxucleotideGzolymorphismGqenotypesGinGliparentalSGlackcrossSGandG”opcrossG
zopulationsGwithGaGriddenGwarkovGwodelUGCropbScienceSG2015SG]]SGXcZ[TXc[_ 2.4 25

361 wultipleG’esistantGandGxutritionallyGnenseGqermplasmGsdentifiedGfromGwiniGmoreGmollectionGinG
zeanutUGCropbScienceSG2014SG][SG_acT_cZ 2.4 25

360
“impleGsequenceGrepeatTbasedGdiversityGinGeliteGpigeonpeaGgenotypesGforGdevelopingGmappingG
populationsGtoGmapGresistanceGtoGpusariumGwiltGandGsterilityGmosaicGdiseaseUGPlantbBreedingSG2010SG
XYcSGXZ]TX[X

2.4 25

359 qeneticsSGgenomicsGandGbreedingGofGgroundnutGOGvUPUGPlantbBreedingSG2019SGXZbSG[Y]T[[[ 2.4 25

358 wodellingGpredictsGthatGsoybeanGisGpoisedGtoGdominateGcropGproductionGacrossGkfricaUGPlantpbCellbandb
EnvironmentSG2019SG[YSGZaZTZb] 8.4 25

(2019-2014)
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357 nevelopmentGandGkpplicationGofGrighTnensityGkxiomG“xzGkrrayGwithG]_uG“xzsGtoG–nderstandGtheG
qenomeGkrchitectureGofG’eleasedGmultivarsGandGpounderGqenotypesUGPlantbGenomeSG2018SGXXSGXbWWW] 4.4 25

356 zhenotypicGnataGfromGsnbredGzarentsGmanGsmproveGqenomicGzredictionGinGzearlGwilletGrybridsUGGx:b
GenespbGenomespbGeneticsSG2018SGbSGY]XZTY]YY 3.2 25

355 kGsorghumGpracticalGhaplotypeGgraphGfacilitatesGgenomeTwideGimputationGandGcostTeffectiveG
genomicGpredictionUGPlantbGenomeSG2020SGXZSGeYWWWc 4.4 24

354 wolecularGmappingGandGinheritanceGofGrestorationGofGfertilityGO’fPGinGk[GhybridGsystemGinGpigeonpeaG
OmajanusGcajanGOvUPGwillspUPUGTheoreticalbandbAppliedbGeneticsSG2018SGXZXSGX_W]TX_X[ 6 24

353 necipheringGtheGgeneticGbasisGofGrootGmorphologySGnutrientGuptakeSGyieldSGandGyieldTrelatedGtraitsGinG
riceGunderGdryGdirectTseededGcultivationGsystemsUGScientificbReportsSG2019SGcSGcZZ[ 4.9 24

352 kspergillusGflavusGinfectionGtriggeredGimmuneGresponsesGandGhostTpathogenGcrossTtalksGinG
groundnutGduringGinTvitroGseedGcolonizationUGScientificbReportsSG2017SGaSGc_]c 4.9 24

351 sdentificationGofGquantitativeGtraitGlociGforGyieldGandGyieldGrelatedGtraitsGinGgroundnutGOGvUPGunderG
differentGwaterGregimesGinGxigerGandG“enegalUGEuphyticaSG2015SGYW_SG_ZXT_[a 2.1 24

350
kssociationGofGmidTreproductiveGstageGcanopyGtemperatureGdepressionGwithGtheGmolecularGmarkersG
andGgrainGyieldsGofGchickpeaGOmicerGarietinumGvUPGgermplasmGunderGterminalGdroughtUGFieldbCropsb
ResearchSG2015SGXa[SGXTXX

5.5 24

349 mrossTamplificationGofGo“”TderivedGmarkersGamongGX_GgrassGspeciesUGFieldbCropsbResearchSG2010SG
XXbSGYbTZ] 5.5 24

348 qenomicGresourcesGinGplantGbreedingGforGsustainableGagricultureUGJournalbofbPlantbPhysiologySG2021SG
Y]aSGX]ZZ]X 3.6 24

347 snnelGmarkersdGknGextendedGmarkerGresourceGforGmolecularGbreedingGinGchickpeaUGPLoSbONESG2019SG
X[SGeWYXZccc 3.7 23

346 zhylogeneticGdiversityGofGwesorhizobiumGinGchickpeaUGJournalbofbBiosciencesSG2014SGZcSG]XZTa 2.3 23

345 “ingleGnucleotideGpolymorphismsGinGr“zXaUbGandGtheirGassociationGwithGagronomicGtraitsGinGbarleyUG
PLoSbONESG2013SGbSGe]_bX_ 3.7 23

344 knGIkxiomGmajanusG“xzGkrrayIGbasedGhighGdensityGgeneticGmapGandG‘”vGmappingGforGhighTselfingG
flowerGandGseedGqualityGtraitsGinGpigeonpeaUGBMCbGenomicsSG2019SGYWSGYZ] 4.5 22

343 punctionalGliologyGandGwolecularGwechanismsGofGrostTzathogenGsnteractionsGforGkflatoxinG
montaminationGinGqroundnutGOGvUPGandGwaizeGOGvUPUGFrontiersbinbMicrobiologySG2020SGXXSGYYa 5.7 22

342 “trategiesGforGoffectiveG–seGofGqenomicGsnformationGinGmropGlreedingGzrogramsG“ervingGkfricaGandG
“outhGksiaUGFrontiersbinbPlantbScienceSG2020SGXXSGZ]Z 6.2 22

341 sdentificationGofG‘”vsGforGresistanceGtoGpusariumGwiltGandGkscochytaGblightGinGaGrecombinantGinbredG
populationGofGchickpeaGOmicerGarietinumGvUPUGEuphyticaSG2018SGYX[SGX 2.1 22

340 qenomeGwideGtranscriptomeGprofilingGofGpusariumGoxysporumGfGspUGcicerisGconidialGgerminationG
revealsGnewGinsightsGintoGinfectionTrelatedGgenesUGScientificbReportsSG2016SG_SGZaZ]Z 4.9 22
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339 momparativeGtranscriptomeGanalysisGofGaerialGandGsubterraneanGpodsGdevelopmentGprovidesG
insightsGintoGseedGabortionGinGpeanutUGPlantbMolecularbBiologySG2014SGb]SGZc]T[Wc 4.6 22

338 ”heG’oleGofG—egetablesGandGvegumesGinGkssuringGpoodSGxutritionSGandGsncomeG“ecurityGforG
—ulnerableGqroupsGinG“ubT“aharanGkfricaUGWorldbMedicalbandbHealthbPolicySG2015SGaSGXbaTYXW 4.2 22

337 wolecularGplantGbreedingdGmethodologyGandGachievementsUGMethodsbinbMolecularbBiologySG2009SG
]XZSGYbZTZW[ 1.4 22

336 vaboratoryGsnformationGwanagementG“oftwareGforGgenotypingGworkflowsdGapplicationsGinGhighG
throughputGcropGgenotypingUGBMCbBioinformaticsSG2006SGaSGZbZ 3.6 22

335
sdentificationGofGtwoGmajorGquantitativeGtraitGlocusGforGfreshGseedGdormancyGusingGtheGdiversityG
arraysGtechnologyGandGdiversityGarraysGtechnologyTseqGbasedGgeneticGmapGinG“panishTtypeGpeanutsUG
PlantbBreedingSG2016SGXZ]SGZ_aTZa]

2.4 22

334 qenotypicGvariationGinGsoilGwaterGuseGandGrootGdistributionGandGtheirGimplicationsGforGdroughtG
toleranceGinGchickpeaUGFunctionalbPlantbBiologySG2017SG[[SGYZ]TY]Y 2.7 21

333
—alidationGofGmarkersGlinkedGtoGlateGleafGspotGandGrustGresistanceSGandGselectionGofGsuperiorG
genotypesGamongGdiverseGrecombinantGinbredGlinesGandGbackcrossGlinesGinGpeanutGOkrachisG
hypogaeaGvUPUGEuphyticaSG2015SGYW[SGZ[ZTZ]X

2.1 21

332 wolecularGlasisGofG’ootGxoduleG“ymbiosisGbetweenGandGNmrackTontryNGvegumeGqroundnutGOGvUPUG
PlantsSG2020SGcSG 4.5 21

331 mapturingGgeneticGvariabilityGandGselectionGofGtraitsGforGheatGtoleranceGinGaGchickpeaGrecombinantG
inbredGlineGO’svPGpopulationGunderGfieldGconditionsUGEuphyticaSG2018SGYX[SGX 2.1 21

330 qenomeG“equencingGandGknalysisGofGtheGzeanutGlTqenomeGzrogenitorGOPUGFrontiersbinbPlantbScienceSG
2018SGcSG_W[ 6.2 21

329 qenomeT ideGsdentificationGandGknalysisGofG“odiumGzrotonGkntiporterGOxrXPGandGrumanG“odiumG
zrotonGoxchangerGOxroPGromologsGinUGGenesSG2018SGcSG 4.2 21

328 mharacterizationGofGkhws”oXGtranspositionGandGitsGassociationGwithGtheGmutationalGandGevolutionaryG
originGofGbotanicalGtypesGinGpeanutGOkrachisGsppUPUGPlantbSystematicsbandbEvolutionSG2011SGYcXSGX]ZTX]b 1.3 21

327 vegumeGqenomicsGandGlreedingG2010SGY]aTZW[ 21

326 qeneTlasedGwarkerG“ystemsGinGzlantsdGrighG”hroughputGkpproachesGforGwarkerGniscoveryGandG
qenotypingG2010SGXXcTX[Y 21

325 wultilocusGvariableGnumberGtandemGrepeatGanalysisGasGaGtoolGtoGdiscernGgeneticGrelationshipsGamongG
strainsGofG×ersiniaGenterocoliticaGbiovarGXkUGJournalbofbAppliedbMicrobiologySG2009SGXWaSGba]Tb[ 4.7 21

324 qeneticsGofGascochytaGblightGresistanceGinGchickpeaUGEuphyticaSG2010SGXaXSGZZaTZ[Z 2.1 21

323 xq“T‘mboxGandG’aspberryGforGzarallelSGkutomatedGandG’apidG‘ualityGmontrolGknalysisGofG
vargeT“caleGxextGqenerationG“equencingGOslluminaPGnataUGPLoSbONESG2015SGXWSGeWXZcb_b 3.7 21

322 ’eapGtheGcropGwildGrelativesGforGbreedingGfutureGcropsUGTrendsbinbBiotechnologySG2021SG 15.1 21

(2021-2014)
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321 smprovementGofGthreeGpopularGsndianGgroundnutGvarietiesGforGfoliarGdiseaseGresistanceGandGhighG
oleicGacidGusingG““’GmarkersGandG“xzGarrayGinGmarkerTassistedGbackcrossingUGCropbJournalSG2020SGbSGXTX] 4.6 21

320 wobilizingGmropGliodiversityUGMolecularbPlantSG2020SGXZSGXZ[XTXZ[[ 14.4 21

319 ”ranscriptomeGknalysisGofGaGxewGzeanutG“eedGmoatGwutantGforGtheGzhysiologicalG’egulatoryG
wechanismGsnvolvedGinG“eedGmoatGmrackingGandGzigmentationUGFrontiersbinbPlantbScienceSG2016SGaSGX[cX 6.2 21

318 ”ranscriptomeTwideGsequencingGprovidesGinsightsGintoGgeocarpyGinGpeanutGOkrachisGhypogaeaGvUPUG
PlantbBiotechnologybJournalSG2016SGX[SGXYX]TY[ 11.6 21

317 niscoveryGofGgenomicGregionsGandGcandidateGgenesGcontrollingGshellingGpercentageGusingG‘”vTseqG
approachGinGcultivatedGpeanutGOkrachisGhypogaeaGvUPUGPlantbBiotechnologybJournalSG2019SGXaSGXY[bTXY_W 11.6 21

316 qenotypingTbyTsequencingGbasedGgeneticGmappingGrevealsGlargeGnumberGofGepistaticGinteractionsG
forGstemGrotGresistanceGinGgroundnutUGTheoreticalbandbAppliedbGeneticsSG2019SGXZYSGXWWXTXWX_ 6 21

315 sntrogressionGofGI‘”vThotspotIGregionGenhancesGdroughtGtoleranceGandGgrainGyieldGinGthreeGeliteG
chickpeaGcultivarsUGPlantbGenomeSG2021SGX[SGeYWWa_ 4.4 21

314 –seGofGimmatureGseedGgerminationGandGsingleGseedGdescentGforGrapidGgeneticGgainsGinGpigeonpeaUG
PlantbBreedingSG2017SGXZ_SGc][Tc]a 2.4 20

313 winiGmoreGmollectionGasGaG’esourceGtoGsdentifyGxewG“ourcesGofG—ariationUGCropbScienceSG2013SG]ZSGY]W_TY]Xa2.4 20

312 kG‘”vGanalysisGofGaluminiumGtoleranceGinGbarleySGusingGgeneTbasedGmarkersUGCerealbResearchb
CommunicationsSG2009SGZaSG]ZXT][W 1.1 20

311 snheritanceGofGproteinGcontentGandGitsGrelationshipsGwithGseedGsizeSGgrainGyieldGandGotherGtraitsGinG
chickpeaUGEuphyticaSG2016SGYWcSGY]ZTY_W 2.1 20

310 sdentificationGofGgenomicGregionsGandGdiagnosticGmarkersGforGresistanceGtoGaflatoxinGcontaminationG
inGpeanutGOkrachisGhypogaeaGvUPUGBMCbGeneticsSG2019SGYWSGZY 2.6 19

309
krachisGhypogaeaGgeneGexpressionGatlasGforGfastigiataGsubspeciesGofGcultivatedGgroundnutGtoG
accelerateGfunctionalGandGtranslationalGgenomicsGapplicationsUGPlantbBiotechnologybJournalSG2020SG
XbSGYXbaTYYWW

11.6 19

308 niversificationGofGprimaryGgeneGpoolGthroughGintrogressionGofGresistanceGtoGfoliarGdiseasesGfromG
syntheticGamphidiploidsGtoGcultivatedGgroundnutGOkrachisGhypogaeaGvUPUGCropbJournalSG2014SGYSGXXWTXXc 4.6 19

307 qenomicsGforGgreaterGefficiencyGinGpigeonpeaGhybridGbreedingUGFrontiersbinbPlantbScienceSG2015SG_SGacZ 6.2 19

306 qeneGoxpressionGandG×eastG”woTrybridG“tudiesGofGX’Tw×lG”ranscriptionGpactorGwediatingGnroughtG
“tressG’esponseGinGmhickpeaGOmicerGarietinumGvUPUGFrontiersbinbPlantbScienceSG2015SG_SGXXXa 6.2 19

305 mharacterisationGandGgeneticGdiversityGanalysisGofGselectedGchickpeaGcultivarsGofGnineGcountriesGusingG
simpleGsequenceGrepeatGO““’PGmarkersUGCropbandbPasturebScienceSG2011SG_YSGXaa 2.2 19

304 kssessingGgeneticGdiversitySGallelicGrichnessGandGgeneticGrelationshipGamongGracesGinGsm’s“k”GfoxtailG
milletGcoreGcollectionUGPlantbGeneticbResources:bCharacterisationbandbUtilisationSG2012SGXWSGYX[TYYZ 1 19

RajeevrKumarrVarshney
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303 qenomeTbasedGtraitGpredictionGinGmultiTGenvironmentGbreedingGtrialsGinGgroundnutUGTheoreticalbandb
AppliedbGeneticsSG2020SGXZZSGZXWXTZXXa 6 19

302 kdvancesGinGmropGsmprovementGandGneliveryG’esearchGforGxutritionalG‘ualityGandGrealthGlenefitsG
ofGqroundnutGOGvUPUGFrontiersbinbPlantbScienceSG2020SGXXSGYc 6.2 18

301
knGintegratedGresearchGframeworkGcombiningGgenomicsSGsystemsGbiologySGphysiologySGmodellingG
andGbreedingGforGlegumeGimprovementGinGresponseGtoGelevatedGmyGunderGclimateGchangeGscenarioUG
CurrentbPlantbBiologySG2020SGYYSGXWWX[c

3.3 18

300 nevelopmentGofGkhws”oXGmarkersGthroughGgenomeTwideGanalysisGinGpeanutGOkrachisGhypogaeaGvUPUG
BMCbResearchbNotesSG2018SGXXSGXW 2.3 18

299 qenomicsSGgeneticsGandGbreedingGofGtropicalGlegumesGforGbetterGlivelihoodsGofGsmallholderGfarmersUG
PlantbBreedingSG2019SGXZbSG[baT[cc 2.4 18

298 wappingGandGidentificationGofGaGmicerGarietinumGx“zYGgeneGinvolvedGinGnodulationGpathwayUG
TheoreticalbandbAppliedbGeneticsSG2014SGXYaSG[bXTb 6 18

297  holeTgenomeGresequencingTbasedG‘”vTseqGidentifiedGcandidateGgenesGandGmolecularGmarkersGforG
freshGseedGdormancyGinGgroundnutUGPlantbBiotechnologybJournalSG2020SGXbSGccYTXWWZ 11.6 18

296 opigeneticsGandGepigenomicsdGunderlyingGmechanismsSGrelevanceSGandGimplicationsGinGcropG
improvementUGFunctionalbandbIntegrativebGenomicsSG2020SGYWSGaZcTa_X 3.8 18

295 nevelopmentGofGaGrighTnensityGvinkageGwapGandG”aggingGveafG“potG’esistanceGinGzearlGwilletG–singG
qenotypingTbyT“equencingGwarkersUGPlantbGenomeSG2016SGcSGplantgenomeYWX]UXWUWXW_ 4.4 18

294 nevelopmentGofGsequenceTbasedGmarkersGforGseedGproteinGcontentGinGpigeonpeaUGMolecularb
GeneticsbandbGenomicsSG2019SGYc[SG]aT_b 3.1 18

293
xextTgenerationGsequencingGidentifiedGgenomicGregionGandGdiagnosticGmarkersGforGresistanceGtoG
bacterialGwiltGonGchromosomeGlWYGinGpeanutGOkrachisGhypogaeaGvUPUGPlantbBiotechnologybJournalSG
2019SGXaSGYZ]_TYZ_c

11.6 17

292 nevelopmentGofGxsvsGfromGheterogeneousGinbredGfamiliesGforGvalidatingGtheGrustGresistanceG‘”vGinG
peanutGOkrachisGhypogaeaGvUPUGPlantbBreedingSG2014SGXZZSGbWTb] 2.4 17

291 qeneticG—ariationGandGkssociationGwappingGofG“eedT’elatedG”raitsGinGmultivatedGzeanutGOGvUPG–singG
“ingleTvocusG“impleG“equenceG’epeatGwarkersUGFrontiersbinbPlantbScienceSG2017SGbSGYXW] 6.2 17

290 ’ecentGkdvancesGinGwolecularGqeneticGvinkageGwapsGofGmultivatedGzeanutUGPeanutbScienceSG2013SG[WSGc]TXW_0.3 17

289 oxploitingGqenomicG’esourcesGforGofficientGmonservationGandG–seGofGmhickpeaSGqroundnutSGandG
zigeonpeaGmollectionsGforGmropGsmprovementUGPlantbGenomeSG2013SG_SGplantgenomeYWXZUW]UWWX_ 4.4 17

288
kGcomparativeGassessmentGofGgeneticGdiversityGinGcultivatedGbarleyGcollectedGinGdifferentGdecadesGofG
theGlastGcenturyGinGkustriaSGklbaniaGandGsndiaGbyGusingGgenomicGandGgenicGsimpleGsequenceGrepeatG
O““’PGmarkersUGPlantbGeneticbResources:bCharacterisationbandbUtilisationSG2006SG[SGXY]TXZZ

1 17

287 wolecularGwarkersdGzrinciplesGandGwethodologyG2002SGcT][ 17

286 qenomicsGandGzhysiologicalGkpproachesGforG’ootG”raitGlreedingGtoGsmproveGnroughtG”oleranceGinG
mhickpeaGOmicerGarietinumGvUPG2011SGYZZTY]W 17

(2011-2020)
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285 qenomeTwideGanalysisGofGepigeneticGandGtranscriptionalGchangesGassociatedGwithGheterosisGinG
pigeonpeaUGPlantbBiotechnologybJournalSG2020SGXbSGX_caTXaXW 11.6 17

284 zigeonpeaGbreedingGinGeasternGandGsouthernGkfricadGchallengesGandGopportunitiesUGPlantbBreedingSG
2016SGXZ]SGX[bTX][ 2.4 17

283 wetabolomicsGsnterventionG”owardsGletterG–nderstandingGofGzlantG”raitsUGCellsSG2021SGXWSG 7.9 17

282 qeneticGvariationsGofGrvz]m“XGandGtheirGassociationGwithGdroughtGtoleranceGrelatedGtraitsGinGbarleyG
OrordeumGvulgareGvUPUGScientificbReportsSG2017SGaSGabaW 4.9 16

281 ‘”vianGbreedingGforGclimateGresilienceGinGcerealsdGprogressGandGprospectsUGFunctionalbandbIntegrativeb
GenomicsSG2019SGXcSG_b]TaWX 3.8 16

280 sdentificationGofGaGnonTredundantGsetGofGYWYGinGsilicoG““’GmarkersGandGapplicabilityGofGaGselectGsetGinG
chickpeaGOmicerGarietinumGvUPUGEuphyticaSG2015SGYW]SGZbXTZc[ 2.1 16

279 lreedingGpigeonpeaGcultivarsGforGintercroppingdGsynthesisGandGstrategiesUGBreedingbScienceSG2018SG
_bSGX]cTX_a 2 16

278 qeneV‘”vGdiscoveryGforGknthracnoseGinGcommonGbeanGOzhaseolusGvulgarisGvUPGfromGxorthTwesternG
rimalayasUGPLoSbONESG2018SGXZSGeWXcXaWW 3.7 16

277 kG“ oo”GsolutionGtoGriceGblightUGNaturebBiotechnologySG2019SGZaSGXYbWTXYbY 44.5 16

276 mickr—arnldG“xzGandGsnnelGdatabaseGforGadvancingGgeneticsGresearchGandGbreedingGapplicationsGinG
chickpeaUGDatabase:bthebJournalbofbBiologicalbDatabasesbandbCurationSG2015SGYWX]SG 5 16

275 qenomeTbasedGanalysisGofGtheGtranscriptomeGfromGmatureGchickpeaGrootGnodulesUGFrontiersbinbPlantb
ScienceSG2014SG]SGZY] 6.2 16

274 zhysiologicalGandGzroteomicG“ignaturesG’evealGwechanismsGofG“uperiorGnroughtG’esilienceGinGzearlG
willetGmomparedGtoG heatUGFrontiersbinbPlantbScienceSG2020SGXXSG_WWYab 6.2 16

273 “equencingGknalysisGofGqeneticGvociGforG’esistanceGforGvateGveafG“potGandG’ustGinGzeanutGOGvUPUG
FrontiersbinbPlantbScienceSG2018SGcSGXaYa 6.2 16

272 nifferencesGbetweenGmajanusGcajanGOvUPGwillspaughGandGmUGcajanifoliusGOrainesPGvanGderGwaesenSGtheG
progenitorGspeciesGofGpigeonpeaUGGeneticbResourcesbandbCropbEvolutionSG2012SG]cSG[XXT[Xa 2 15

271
qenomeT ideGniscoveryGandGneploymentGofGsnsertionsGandGneletionsGwarkersGzrovidedGqreaterG
snsightsGonG“peciesSGqenomesSGandG“ectionsG’elationshipsGinGtheGqenusUGFrontiersbinbPlantbScienceSG
2017SGbSGYW_[

6.2 15

270 kdvancesGinGmhickpeaGqenomicsG2014SGaZTc[ 15

269 qeneticsGofGpertilityG’estorationGinGk[TlasedSGniverseGwaturingGrybridsGofGzigeonpeaG[majanusGcajanG
OvUPGwillspU]UGCropbScienceSG2011SG]XSG]a[T]ab 2.4 15

268 qenomicsGofGplantGgeneticGresourcesdGanGintroductionUGPlantbGeneticbResources:bCharacterisationbandb
UtilisationSG2011SGcSGX]XTX][ 1 15

RajeevrKumarrVarshney
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267 kGchickpeaGgeneticGvariationGmapGbasedGonGtheGsequencingGofGZSZ__GgenomesUGNatureSG2021SG]ccSG_YYT_Ya50.4 15

266 mompleteGgenomeGsequenceGofGsixteenGplantGgrowthGpromotingG“treptomycesGstrainsUGScientificb
ReportsSG2020SGXWSGXWYc[ 4.9 15

265 qeneticGnissectionGandGsdentificationGofGmandidateGqenesGforG“alinityG”oleranceG–singGkxiomGkrrayG
inGmhickpeaUGInternationalbJournalbofbMolecularbSciencesSG2020SGYXSG 6.3 15

264 “ystemsGbiologyGforGcropGimprovementUGPlantbGenomeSG2021SGX[SGeYWWcb 4.4 15

263
“teadyGexpressionGofGhighGoleicGacidGinGpeanutGbredGbyGmarkerTassistedGbackcrossingGforGfattyGacidG
desaturaseGmutantGallelesGandGitsGeffectGonGseedGgerminationGalongGwithGotherGseedlingGtraitsUGPLoSb
ONESG2019SGX[SGeWYY_Y]Y

3.7 15

262 “urveyingGtheGgenomeGandGconstructingGaGhighTdensityGgeneticGmapGofGnapiergrassGOmenchrusG
purpureusG“chumachPUGScientificbReportsSG2018SGbSGX[[Xc 4.9 15

261 pastTforwardGbreedingGforGaGfoodTsecureGworldUGTrendsbinbGeneticsSG2021SGZaSGXXY[TXXZ_ 8.5 15

260 qenomicsTkssistedGmropGsmprovementdGknGyverviewG2007SGXTXY 15

259 qenomicGandG”ranscriptomicGknalysisGsdentifiedGqeneGmlustersGandGmandidateGqenesGforGyilGmontentG
inGzeanutGOkrachisGhypogaeaGvUPUGPlantbMolecularbBiologybReporterSG2018SGZ_SG]XbT]Yc 1.7 14

258 ’esistanceGtoGzlantTzarasiticGxematodesGinGmhickpeadGmurrentG“tatusGandGputureGzerspectivesUG
FrontiersbinbPlantbScienceSG2019SGXWSGc__ 6.2 14

257 zopulationGstructureGandGlinkageGdisequilibriumGofGsm’s“k”GfoxtailGmilletGO“etariaGitalicaGOvUPGzUG
leauvUPGcoreGcollectionUGEuphyticaSG2014SGXc_SG[YZT[Z] 2.1 14

256 niscoveryGofGzutativeGrerbicideG’esistanceGqenesGandGstsG’egulatoryGxetworkGinGmhickpeaG–singG
”ranscriptomeG“equencingUGFrontiersbinbPlantbScienceSG2017SGbSGc]b 6.2 14

255 xewGe““’GandGg““’GmarkersGaddedGtoGkustralianGbarleyGmapsUGAustralianbJournalbofbAgriculturalb
ResearchSG2006SG]aSGc]Z 14

254 qenomeTwideGassociationGstudyGrevealsGsignificantGgenomicGregionsGforGimprovingGyieldSG
adaptabilityGofGriceGunderGdryGdirectGseededGcultivationGconditionUGBMCbGenomicsSG2019SGYWSG[aX 4.5 13

253 momparativeG’ootG”ranscriptomicsGzrovideGsnsightsGintoGnroughtGkdaptationG“trategiesGinGmhickpeaG
OGvUPUGInternationalbJournalbofbMolecularbSciencesSG2020SGYXSG 6.3 13

252 qenomeTwideGtranscriptomeGandGphysiologicalGanalysesGprovideGnewGinsightsGintoGpeanutGdroughtG
responseGmechanismsUGScientificbReportsSG2020SGXWSG[WaX 4.9 13

251 sdentificationGofGdominantGandGrecessiveGgenesGforGresistanceGtoGpusariumGwiltGinGpigeonpeaGandG
theirGimplicationGinGbreedingGhybridsUGEuphyticaSG2012SGXbbSGYYXTYYa 2.1 13

250 knalysisGofGqeneticGniversityGinGzongamiaG[zongamiaGpinnataGOvPGzierrre]GusingGkpvzGwarkersUG
JournalbofbPlantbBiochemistrybandbBiotechnologySG2010SGXcSGYWcTYX_ 1.6 13

(2010-2021)
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249 qenotypingTbyTsequencingGandGmultilocationGevaluationGofGtwoGinterspecificGbackcrossGpopulationsG
identifyG‘”vsGforGyieldTrelatedGtraitsGinGpigeonpeaUGTheoreticalbandbAppliedbGeneticsSG2020SGXZZSGaZaTa[c 6 13

248 ”heGceleryGgenomeGsequenceGrevealsGsequentialGpaleoTpolyploidizationsSGkaryotypeGevolutionGandG
resistanceGgeneGreductionGinGapialesUGPlantbBiotechnologybJournalSG2021SGXcSGaZXTa[[ 11.6 13

247 qeneticGvariationGamongG[bXGdiverseGsoybeanGaccessionsSGinferredGfromGgenomicGreTsequencingUG
ScientificbDataSG2021SGbSG]W 8.2 13

246 kssessingGtheGprospectsGofG“treptomycesGspUG’zXkTXYGinGmanagingGgroundnutGstemGrotGdiseaseG
causedGbyG“clerotiumGrolfsiiG“accUGJournalbofbGeneralbPlantbPathologySG2016SGbYSGc_TXW[ 1 12

245  ideningGtheGgeneticGbaseGofGcultivatedGgeneGpoolGfollowingGintrogressionGfromGwildGvensGtaxaUG
PlantbBreedingSG2018SGXZaSG[aWT[b] 2.4 12

244 netectionGofGaGnewG‘”vVgeneGforGgrowthGhabitGinGchickpeaGmavqXGusingGwideGandGnarrowGcrossesUG
EuphyticaSG2015SGYW[SG[aZT[b] 2.1 12

243 momparativeGsequenceGanalysisGofGnitrogenGfixationTrelatedGgenesGinGsixGlegumesUGFrontiersbinbPlantb
ScienceSG2013SG[SGZWW 6.2 12

242 kGcomparativeGassessmentGofGtheGutilityGofGzm’TbasedGmarkerGsystemsGinGpearlGmilletUGEuphyticaSG
2010SGXa[SGY]ZTY_W 2.1 12

241 qenerationGandGexploitationGofGo“”TderivedG““’GmarkersGforGassayingGmolecularGdiversityGinGdurumG
wheatGpopulationsUGGeneticbResourcesbandbCropbEvolutionSG2008SG]]SGb_cTbbX 2 12

240 sdentificationGofGlowGmaOYRPGstressTinducedGembryoGapoptosisGresponseGgenesGinGkrachisGhypogaeaG
byG““rTassociatedGlibraryGliftGO““ravvPUGPlantbBiotechnologybJournalSG2016SGX[SG_bYTcb 11.6 12

239 promGwendelNsGdiscoveryGonGpeaGtoGtodayNsGplantGgeneticsGandGbreedingGdGmommemoratingGtheG
X]WthGanniversaryGofGtheGreadingGofGwendelNsGdiscoveryUGTheoreticalbandbAppliedbGeneticsSG2016SGXYcSGYY_aTYYbW6 12

238 kGsystematicGdissectionGofGtheGmechanismsGunderlyingGtheGnaturalGvariationGofGsiliqueGnumberGinG
rapeseedGOlrassicaGnapusGvUPGgermplasmUGPlantbBiotechnologybJournalSG2020SGXbSG]_bT]bW 11.6 12

237 ”ranscriptomeGandGmetabolomeGrevealGredirectionGofGflavonoidsGinGaGwhiteGtestaGpeanutGmutantUG
BMCbPlantbBiologySG2020SGYWSGX_X 5.3 12

236 qenomeT ideG“xzGniscoveryGandGwappingG‘”vsGforG“eedGsronGandGüincGmoncentrationsGinGmhickpeaG
OGvUPUGFrontiersbinbNutritionSG2020SGaSG]]cXYW 6.2 11

235 wethodologydGTdGaGsingleGseedTbasedGsamplingGstrategyGforGmarkerTassistedGselectionGinGriceUGPlantb
MethodsSG2019SGX]SGab 5.8 11

234
sdentificationGandGovaluationGofG“ingleTxucleotideGzolymorphismsGinGkllotetraploidGzeanutGOkrachisG
hypogaeaGvUPGlasedGonGkmpliconG“equencingGmombinedGwithGrighG’esolutionGweltingGOr’wPG
knalysisUGFrontiersbinbPlantbScienceSG2015SG_SGXW_b

6.2 11

233 sdentificationGofGexpressedGresistanceGgeneGanalogsGfromGpeanutGOkrachisGhypogaeaGvUPGexpressedG
sequenceGtagsUGJournalbofbIntegrativebPlantbBiologySG2013SG]]SG[]ZT_X 8.3 11

232 o“”T““’GbasedGestimatesGonGfunctionalGgeneticGvariationGinGaGbarleyGOrordeumGvulgareGvUPGcollectionG
fromGogyptUGGeneticbResourcesbandbCropbEvolutionSG2010SG]aSG]X]T]YX 2 11

RajeevrKumarrVarshney
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231 mhallengesGandG“trategiesGforGxextGqenerationG“equencingGOxq“PGnataGknalysisUGJournalbofb
ComputerbSciencebandbSystemsbBiologySG2010SGWZSG 0 11

230 “equencingGtheG–“nkGcoreGsoybeanGcollectionGrevealsGgeneGlossGduringGdomesticationGandG
breedingUGPlantbGenomeSG2021SGeYWXWc 4.4 11

229
knalysisGofGgeneticGdiversityGandGpopulationGstructureGofGpeanutGcultivarsGandGbreedingGlinesGfromG
mhinaSGsndiaGandGtheG–“GusingGsimpleGsequenceGrepeatGmarkersUGJournalbofbIntegrativebPlantbBiologySG
2016SG]bSG[]YT_]

8.3 11

228 rarnessingGqeneticGniversityGofG ildGkrachisG“peciesGforGqeneticGonhancementGofGmultivatedG
zeanutUGCropbScienceSG2017SG]aSGXXYXTXXZX 2.4 10

227 wultiomicsGapproachGunravelsGfertilityGtransitionGinGaGpigeonpeaGlineGforGaGtwoTlineGhybridGsystemUG
PlantbGenomeSG2020SGXZSGeYWWYb 4.4 10

226
knGsmprovedGonzymeTvinkedGsmmunosorbentGkssayGOovs“kPGlasedGzrotocolG–singG“eedsGforG
netectionGofGpiveGwajorGzeanutGkllergensGkraGhGXSGkraGhGYSGkraGhGZSGkraGhG_SGandGkraGhGbUGFrontiersbinb
NutritionSG2019SG_SG_b

6.2 10

225 zigeonpeaG2013SGXbXTYWY 10

224 mhickpeaG2013SGbXTXXX 10

223 mlassicalGandGwolecularGkpproachesGforGwappingGofGqenesGandG‘uantitativeG”raitGvociGinGzeanutUG
CompendiumbofbPlantbGenomesSG2017SGcZTXX_ 0.8 10

222 wolecularGgeneticsGandGgenomicsGofGabioticGstressGresponsesUGFrontiersbinbPlantbScienceSG2014SG]SGZcb 6.2 10

221 knGintegratedG“xzGminingGandGutilizationGOs“w–PGpipelineGforGnextGgenerationGsequencingGdataUGPLoSb
ONESG2014SGcSGeXWXa][ 3.7 10

220 roechstGZZZ[YGinducesGradiosensitizationGinGmalignantGgliomaGcellsGviaGincreaseGinGmitochondrialG
reactiveGoxygenGspeciesUGFreebRadicalbResearchSG2010SG[[SGcZ_T[c 4 10

219 sntegratedGphysicalGmapsGofGYnvSG_l“GandGanvGcarryingGlociGforGgrainGproteinGcontentGandG
preTharvestGsproutingGtoleranceGinGbreadGwheatUGCerealbResearchbCommunicationsSG2001SGYcSGZZT[W 1.1 10

218 qenomicsGandGbreedingGinnovationsGforGenhancingGgeneticGgainGforGclimateGresilienceGandGnutritionG
traitsUGTheoreticalbandbAppliedbGeneticsSG2021SGXZ[SGXbYcTXb[Z 6 10

217 ’egulatoryGnonTcodingG’xksdGaGnewGfrontierGinGregulationGofGplantGbiologyUGFunctionalbandb
IntegrativebGenomicsSG2021SGYXSGZXZTZZW 3.8 10

216 necipheringG”ranscriptionalGzrogrammingGduringGzodGandG“eedGnevelopmentG–singG’xkT“eqGinG
zigeonpeaGOmajanusGcajanPUGPLoSbONESG2016SGXXSGeWX_[c]c 3.7 10

215
kGdecadeGofG”ropicalGvegumesGprojectsdGnevelopmentGandGadoptionGofGimprovedGvarietiesSGcreationG
ofGmarketTdemandGtoGbenefitGsmallholderGfarmersGandGempowermentGofGnationalGprogrammesGinG
subT“aharanGkfricaGandG“outhGksiaUGPlantbBreedingSG2019SGXZbSGZacTZbb

2.4 10

214 kGrecombinationGbinTmapGidentifiedGaGmajorG‘”vGforGresistanceGtoG”omatoG“pottedG iltG—irusGinG
peanutGOkrachisGhypogaeaPUGScientificbReportsSG2019SGcSGXbY[_ 4.9 10

(2019-2010)
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213 zigeonpeaGimprovementdGknGamalgamGofGbreedingGandGgenomicGresearchUGPlantbBreedingSG2019SG
XZbSG[[]T[][ 2.4 10

212 ““’GmarkersGassociatedGtoGearlyGleafGspotGdiseaseGresistanceGthroughGselectiveGgenotypingGandG
singleGmarkerGanalysisGinGgroundnutGOGvUPUGBiotechnologybReportsblAmsterdampbNetherlandsmSG2017SGX]SGXZYTXZa5.3 9

211
righTdensityG“xzGmapGfacilitatesGfineGmappingGofG‘”vsGandGcandidateGgenesGdiscoveryGforG
kspergillusGflavusGresistanceGinGpeanutGOkrachisGhypogaeaPUGTheoreticalbandbAppliedbGeneticsSG2020SG
XZZSGYYZcTYY]a

6 9

210 wonitoringGmhangesGinGtheGmultivationGofGzigeonpeaGandGqroundnutGinGwalawiG–singG”imeG“eriesG
“atelliteGsmageryGforG“ustainableGpoodG“ystemsUGRemotebSensingSG2019SGXXSGX[a] 5 9

209 mharacterisationGofGpathogenicGandGmolecularGdiversityGinG“clerosporaGgraminicolaGSGtheGcausalG
agentGofGpearlGmilletGdownyGmildewUGArchivesbofbPhytopathologybandbPlantbProtectionSG2010SG[ZSG]ZbT]]X 1 9

208
kssessmentGandGcomparisonGofGkpvzGandG““’GbasedGmolecularGgeneticGdiversityGinGsndianGisolatesGofG
kscochytaGrabieiSGaGcausalGagentGofGkscochytaGblightGinGchickpeaGOmicerGarietinumGvUPUGMycologicalb
ProgressSG2009SGbSGbaTca

1.9 9

207 kdvancesGinGIymicsIGkpproachesGforGsmprovingG”oxicGwetalsVwetalloidsG”oleranceGinGzlantsUUG
FrontiersbinbPlantbScienceSG2021SGXYSGac[ZaZ 6.2 9

206 qenomeTwideGexpressionGquantitativeGtraitGlocusGanalysisGinGaGrecombinantGinbredGlineGpopulationG
forGtraitGdissectionGinGpeanutUGPlantbBiotechnologybJournalSG2020SGXbSGaacTacW 11.6 9

205 knnotationGofG”raitGvociGonGsntegratedGqeneticGwapsGofGkrachisG“peciesG2016SGX_ZTYWa 9

204 sdentificationGofGmainGeffectGandGepistaticGquantitativeGtraitGlociGforGmorphologicalGandGyieldTrelatedG
traitsGinGpeanutGOkrachisGhypogaeaGvUPUGMolecularbBreedingSG2018SGZbSGX 3.4 9

203 wajorG‘”vsGandGzotentialGmandidateGqenesGforGreatG“tressG”oleranceGsdentifiedGinGmhickpeaGOGvUPUG
FrontiersbinbPlantbScienceSG2021SGXYSG_]]XWZ 6.2 9

202 sdentificationGofG”woGxovelGzeanutGqenotypesG’esistantGtoGkflatoxinGzroductionGandG”heirG“xzG
warkersGkssociatedGwithG’esistanceUGToxinsSG2020SGXYSG 4.9 8

201 “eedGproteinGcontentGandGitsGrelationshipsGwithGagronomicGtraitsGinGpigeonpeaGisGcontrolledGbyGbothG
mainGandGepistaticGeffectsG‘”vsUGScientificbReportsSG2020SGXWSGYX[ 4.9 8

200 zegGliologydGnecipheringGtheGwolecularG’egulationsGsnvolvedGnuringGzeanutGzegGnevelopmentUG
FrontiersbinbPlantbScienceSG2019SGXWSGXYbc 6.2 8

199 onhancementGofGtheGuseGandGimpactGofGgermplasmGinGcropGimprovementUGPlantbGeneticbResources:b
CharacterisationbandbUtilisationSG2014SGXYSG“X]]T“X]c 1 8

198 putureGzrospectsGofGwolecularGwarkersGinGzlantsG2012SGX_cTXcW 8

197 vowGlevelGofGpolymorphismGdetectedGbyG““’GprobesGinGbreadGwheatUGPlantbBreedingSG1998SGXXaSGXbYTXb[ 2.4 8

196 ““’GandG“xzGdiversityGinGaGbarleyGgermplasmGcollectionUGPlantbGeneticbResources:bCharacterisationb
andbUtilisationSG2008SG_SGX_aTXa[ 1 8

RajeevrKumarrVarshney
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195 smprovedGqeneticGwapGsdentifiedGwajorG‘”vsGforGnroughtG”oleranceTGandGsronGneficiencyG
”oleranceT’elatedG”raitsGinGqroundnutUGGenesSG2020SGXYSG 4.2 8

194 qenomicGnesigningGofGzearlGwilletdGkG’esilientGmropGforGkridGandG“emiTaridGonvironmentsG2020SGYYXTYb_ 8

193 mharacterizationGofGk“’GgeneGandGitsGroleGinGdroughtGtoleranceGinGchickpeaGOmicerGarietinumGvUPUGPLoSb
ONESG2020SGX]SGeWYZ[]]W 3.7 8

192 zublicGsectorGsoybeanGOqlycineGmaxPGbreedingdGkdvancesGinGcultivarGdevelopmentGinGtheGkfricanG
tropicsUGPlantbBreedingSG2019SGXZbSG[]]T[_[ 2.4 8

191
rypoallergenGzeanutGvinesGsdentifiedG”hroughGvargeT“caleGzhenotypingGofGqlobalGniversityGzaneldG
zrovidingGropeG”owardGkddressingGyneGofGtheGwajorGqlobalGpoodG“afetyGmoncernsUGFrontiersbinb
GeneticsSG2019SGXWSGXXaa

4.5 8

190 yriginGofGearlyGmaturingGpigeonpeaGgermplasmGandGitsGimpactGonGadaptationGandGcroppingGsystemsUG
PlantbBreedingSG2019SGXZbSGY[ZTY]X 2.4 7

189 nevelopmentGofGaGnewGmw“GsystemGinGpigeonpeaGutilizingGcrossesGwithGmajanusGlanceolatusGO —G
pitgzPGvanGderGwaesenUGEuphyticaSG2015SGYW[SGYbcTZWY 2.1 7

188 witochondrialG““’sGandGtheirGutilityGinGdistinguishingGwildGspeciesSGmw“GlinesGandGmaintainerGlinesGinG
pigeonpeaGOmajanusGcajanGvUPUGEuphyticaSG2015SGYW_SGaZaTa[_ 2.1 7

187 ”ranslationalGzigeonpeaGqenomicsGmonsortiumGforGkcceleratingGqeneticGqainsGinGzigeonpeaG
OmajanusGcajanGvUPUGAgronomySG2020SGXWSGXYbc 3.6 7

186 vegumeGseedGproductionGforGsustainableGseedGsupplyGandGcropGproductivitydGcaseGofGgroundnutGinG
”anzaniaGandG–gandaUGJournalbofbCropbImprovementSG2020SGZ[SG]XbT]Zc 1.4 7

185 merealGqenomicsGssG2013SG 7

184
qenomeT ideGsdentificationSGmharacterizationSGandGoxpressionGknalysisGofG“mallG’xkGliogenesisG
zurveyorsG’evealG”heirG’oleGinG’egulationGofGlioticG“tressG’esponsesGinG”hreeGvegumeGmropsUG
FrontiersbinbPlantbScienceSG2017SGbSG[bb

6.2 7

183 vegumeGqenomicsdGpromGqenomicG’esourcesGtoGwolecularGlreedingUGPlantbGenomeSG2013SG_SGplantgenomeYWXZUXYUWWWYin4.4 7

182  holeTgenomeGscanningGforGmappingGdeterminacyGinGzigeonpeaGOmajanusGsppUPUGPlantbBreedingSG
2012SGXZYSGnoTno 2.4 7

181 vegumeGbiologydGtheGbasisGforGcropGimprovementUGFunctionalbPlantbBiologySG2013SG[WSGvTviii 2.7 7

180 warkerTkssistedG“electionGforGlioticG“tressG’esistanceGinGzeanutG2013SGXY]TX]W 7

179
roechstGZZZ[YGinducedGreactiveGoxygenGspeciesGandGimpairedGexpressionGofGcytochromeGcGoxidaseG
subunitGXGleadingGtoGcellGdeathGinGirradiatedGhumanGcancerGcellsUGMolecularbandbCellularbBiochemistrySG
2011SGZ]YSGYbXTcY

4.2 7

178 zerlGmoduleGandGzs“oGwrappersGforGtheGintegratedGanalysisGofGsequenceGdataGandG“xzGfeaturesUGBMCb
ResearchbNotesSG2009SGYSGcY 2.3 7

(2009-2020)
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177 wappingG‘uantitativeG”raitGvociGforGmarotenoidGmoncentrationGinG”hreeGpGzopulationsGofGmhickpeaUG
PlantbGenomeSG2019SGXYSGXTXY 4.4 7

176 qeneticGimprintsGofGdomesticationGforGdiseaseGresistanceSGoilGqualitySGandGyieldGcomponentGtraitsGinG
groundnutGOkrachisGhypogaeaGvUPUGMolecularbGeneticsbandbGenomicsSG2019SGYc[SGZ_]TZab 3.1 7

175 kGdiagnosticGmarkerGkitGforGpusariumGwiltGandGsterilityGmosaicGdiseasesGresistanceGinGpigeonpeaUG
TheoreticalbandbAppliedbGeneticsSG2021SGXZ[SGZ_aTZac 6 7

174 “oybeanGtransporterGdatabasedGkGcomprehensiveGdatabaseGforGidentificationGandGexplorationGofG
naturalGvariantsGinGsoybeanGtransporterGgenesUGPhysiologiabPlantarumSG2021SGXaXSGa]_TaaW 4.6 7

173
qeneticGdiversityGandGpopulationGstructureGofGgroundnutGOGvUPGaccessionsGusingGphenotypicGtraitsGandG
““’GmarkersdGimplicationsGforGrustGresistanceGbreedingUGGeneticbResourcesbandbCropbEvolutionSG2021SG
_bSG]bXT_W[

2 7

172 wolecularGandGzhysiologicalGklterationsGinGmhickpeaGunderGolevatedGmyYGmoncentrationsUGPlantbandb
CellbPhysiologySG2020SG_XSGX[[cTX[_Z 4.9 6

171 niscoveryGofGtwoGnovelGandGadjacentG‘”vsGonGchromosomeGlWYGcontrollingGresistanceGagainstG
bacterialGwiltGinGpeanutGvarietyGühonghuaG_UGTheoreticalbandbAppliedbGeneticsSG2020SGXZZSGXXZZTXX[b 6 6

170 qeneticGdiversityGofGtatrophaGcurcasGcollectionsGfromGdifferentGislandsGinGsndonesiaUGPlantbGeneticb
Resources:bCharacterisationbandbUtilisationSG2018SGX_SGZZ[TZ[Y 1 6

169 warketTledGoptionsGtoGscaleGupGlegumeGseedsGinGdevelopingGcountriesdGoxperiencesGfromGtheG
”ropicalGvegumesGzrojectUGPlantbBreedingSG2019SGXZbSG[a[T[b_ 2.4 6

168 qenomeTwideGidentificationGofGmicrosatelliteGmarkersGfromGcultivatedGpeanutGOkrachisGhypogaeaGvUPUG
BMCbGenomicsSG2019SGYWSGacc 4.5 6

167 yrganizationGofG’etrotransposonsGandGwicrosatellitesGinGmerealGqenomesG2004SGbZTXXb 6

166  heatG2006SGacTXZ[ 6

165 kGsimpleGhybridizationTbasedGstrategyGforGtheGgenerationGofGnonTredundantGo“”Gcollectionsâ��aGcaseG
studyGinGbarleyGOrordeumGvulgareGvUPUGPlantbScienceSG2004SGX_aSG_YcT_Z[ 5.3 6

164 lreedingGworeGmropsGinGvessG”imedGkGzerspectiveGonG“peedGlreedingUUGBiologySG2022SGXXSG 4.9 6

163 peaturesGandGapplicationsGofGhaplotypesGinGcropGbreedingUGCommunicationsbBiologySG2021SG[SGXY__ 6.7 6

162 mloningSGoxpressionGzatternGknalysisGandG“ubcellularGvocalizationGofG’esveratrolG“ynthaseGqeneGinG
zeanutGOMlteiMgtekrachisGhypogaeaMlteViMgteGvUPUGAmericanbJournalbofbPlantbSciencesSG2014SGW]SGZ_XcTZ_ZX 0.5 6

161 sdentificationGofGheteroticGgroupsGinG“outhTksianTbredGhybridGparentsGofGpearlGmilletUGTheoreticalb
andbAppliedbGeneticsSG2020SGXZZSGbaZTbbb 6 6

160 qeneticGqainsGinGzearlGwilletGinGsndiadGsnsightsGsntoGristoricGlreedingG“trategiesGandGputureG
zerspectiveUGFrontiersbinbPlantbScienceSG2021SGXYSG_[]WZb 6.2 6
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159 “atelliteGimageryGandGhouseholdGsurveyGforGtrackingGchickpeaGadoptionGinGkndhraGzradeshSGsndiaUG
InternationalbJournalbofbRemotebSensingSG2016SGZaSGXc]]TXcaY 3.1 6

158 nevelopmentGofGaGdenseGgeneticGmapGandG‘”vGanalysisGforGpodGborerGrelicoverpaGarmigeraG
Orˆ…bnerPGresistanceGcomponentGtraitsGinGchickpeaGOmicerGarietinumGvUPUGPlantbGenomeSG2020SGX[SGeYWWaX 4.4 6

157 “igmaGpactorGwodulationGforGmyanobacterialGwetabolicGongineeringUGTrendsbinbMicrobiologySG2021SG
YcSGY__TYaa 12.4 6

156
kllelicGniversitySG“tructuralGknalysisSGandGqenomeT ideGkssociationG“tudyGOq k“PGforG×ieldGandG
’elatedG”raitsG–singG–nexploredGmommonGleanGOGvUPGqermplasmGpromG esternGrimalayasUGFrontiersb
inbGeneticsSG2020SGXXSG_Wc_WZ

4.5 6

155
qenomeTwideGcomparativeGtranscriptomeGanalysisGofGtheGk[Tmw“GlineGsmzkGYW[ZGandGitsGmaintainerG
smzlGYW[ZGduringGtheGfloralGbudGdevelopmentGofGpigeonpeaUGFunctionalbandbIntegrativebGenomicsSG
2021SGYXSGY]XTY_Z

3.8 6

154 qeneticGniversityGzatternsGandGreterosisGzredictionGlasedGonG““’sGandG“xzsGinGrybridGzarentsGofG
zearlGwilletUGCropbScienceSG2018SG]bSGYZacTYZcW 2.4 6

153 qlobalGgeneGexpressionGanalysisGofGpigeonpeaGwithGmaleGsterilityGconditionedGbyGkGcytoplasmUGPlantb
GenomeSG2021SGX[SGeYWXZY 4.4 6

152 mlimateT“martGqroundnutsGforGkchievingGrighGzroductivityGandGsmprovedG‘ualitydGmurrentG“tatusSG
mhallengesSGandGypportunitiesG2019SGXZZTXaY 5

151 wolecularGandGphenotypicGdiversityGamongGchickpeaGOmicerGarietinumPGgenotypesGasGaGfunctionGofG
droughtGtoleranceUGCropbandbPasturebScienceSG2018SG_cSGX[Y 2.2 5

150 murrentG“tatusGandGzrospectsGofGqenomicG“electionGinGvegumesG2017SGXZXTX[a 5

149 lotanicalGnescriptionGofGzigeonpeaG[majanusGmajanGOvUPGwillspU]UGCompendiumbofbPlantbGenomesSG2017
SGXaTYc 0.8 5

148 —irusG’esistanceGinGlarleyG2013SG_ZTa] 5

147 wolecularGwapsGinGmerealsdGwethodologyGandGzrogressG2004SGZ]TbY 5

146 ’ootGexudationGofGcontrastingGdroughtTstressedGpearlGmilletGgenotypesGconveysGvaryingGbiologicalG
nitrificationGinhibitionGOlxsPGactivityUUGBiologybandbFertilitybofbSoilsSG2022SG]bSGYcXTZW_ 6.1 5

145
nraftGqenomeG“equenceGofGtheGxonpathogenicSG”hermotolerantSGandGoxopolysaccharideTzroducingG
lacillusGanthracisG“trainGzpklYGfromGzanifalaGrotG aterG“pringGinG estGlengalSGsndiaUGGenomeb
AnnouncementsSG2016SG[SG

5

144 sdentificationGofGmicro’xksGandGtheirGgeneGtargetsGinGcytoplasmicGmaleGsterileGandGfertileG
maintainerGlinesGofGpigeonpeaUGPlantaSG2021SGY]ZSG]c 4.7 5

143 qenomicsTassistedGlentilGbreedingdGmurrentGstatusGandGfutureGstrategiesG2021SGZSGeaX 5

142 kssessingGvariabilityGforGdiseaseGresistanceGandGnutritionalGqualityGtraitsGinGanGinterspecificGcollectionG
ofGgroundnutGOkrachisGhypogaeaPUGPlantbBreedingSG2018SGXZaSGbbZTbc[ 2.4 5

(2018-2016)

29



141 “patialGdistributionGofGproteinsGandGmetabolitesGinGdevelopingGwheatGgrainGandGtheirGdifferentialG
regulatoryGresponseGduringGtheGgrainGfillingGprocessUGPlantbJournalSG2021SGXWaSG__cT_ba 6.9 5

140 ”heGsxm’ok“oGprojectdGsntelligentGmollectionsGofGfoodTlegumeGgeneticGresourcesGforGouropeanG
agrofoodGsystemsUGPlantbJournalSG2021SGXWbSG_[_T__W 6.9 5

139 kdvancesGinGzigeonpeaGqenomicsG2014SGc]TXXW 5

138 wultilateralGbenefitTsharingGfromGdigitalGsequenceGinformationGwillGsupportGbothGscienceGandG
biodiversityGconservationUUGNaturebCommunicationsSG2022SGXZSGXWb_ 17.4 5

137 marbohydrateSGglutathioneSGandGpolyamineGmetabolismGareGcentralGtoGkspergillusGflavusGoxidativeG
stressGresponsesGoverGtimeUGBMCbMicrobiologySG2019SGXcSGYWc 4.5 4

136 ’eplyGtodGovaluatingGtwoGdifferentGmodelsGofGpeanutNsGoriginUGNaturebGeneticsSG2020SG]YSG]_WT]_Z 36.3 4

135 righGresolutionGmappingGofGrestorationGofGfertilityGO’fPGbyGcombiningGlargeGpopulationGandGhighG
densityGgeneticGmapGinGpigeonpeaG[majanusGcajanGOvUPGwillsp]UGBMCbGenomicsSG2020SGYXSG[_W 4.5 4

134 zlantGqeneticsGandGwolecularGliologydGknGsntroductionUGAdvancesbinbBiochemicalb
EngineeringtBiotechnologySG2018SGX_[SGXTc 1.7 4

133 qroundnutGonteredGzostTgenomeG“equencingGoradGypportunitiesGandGmhallengesGinG”ranslatingG
qenomicGsnformationGfromGqenomeGtoGpieldG2018SGXccTYWc 4

132 qenomicGregionsGassociatedGwithGresistanceGtoGpeanutGbudGnecrosisGdiseaseGOzlxnPGinGaG
recombinantGinbredGlineGO’svPGpopulationUGPlantbBreedingSG2019SGXZbSGa[bTa_W 2.4 4

131 qenomicG“electionGforGmropGsmprovementdGknGsntroductionG2017SGXT_ 4

130 wodernGqenomicG”oolsGforGzigeonpeaGsmprovementdG“tatusGandGzrospectsUGCompendiumbofbPlantb
GenomesSG2017SG[XT][ 0.8 4

129 smprovingGcropGperformanceGunderGdroughtGTGcrossTfertilizationGofGdisciplinesUGJournalbofb
ExperimentalbBotanySG2017SG_bSGXZcZTXZcb 7 4

128 ristoryGandGsmpactGofGtheGsnternationalGzeanutGqenomeGsnitiativedG”heGoxcitingGtourneyG”owardG
zeanutG holeTqenomeG“equencingUGCompendiumbofbPlantbGenomesSG2017SGXXaTXZZ 0.8 4

127 zestGandGdiseasesdGyldGandGnewGthreatsGâ��GwodernGbreedingGtoolsGtoGtailorGnewGcropGcultivarsUG
Sˆ'cheresseSG2013SGY[SGY_XTYaZ 4

126 ‘uantitativeGgeneticsGandGplantGgenomicsdGanGoverviewUGMolecularbBreedingSG2010SGY_SGXZZTXZ[ 3.4 4

125 merealGqenomicsdGknGyverviewG2004SGXTXb 4

124 punctionalGqenomicsGforG”oleranceGtoGkbioticG“tressGinGmerealsG2004SG[bZT]X[ 4

RajeevrKumarrVarshney

30



123 ”woGxewG’eferenceGqenomesG’evealGaGvargeGsnsertionGzotentiallyGmontributingGtoGssolateG“tressG
”oleranceGandGkflatoxinGzroductionUGGx:bGenespbGenomespbGeneticsSG2020SGXWSGZ]X]TZ]ZX 3.2 4

122 xovelGqenesGandGqeneticGvociGkssociatedG ithG’ootGworphologicalG”raitsSGzhosphorusTkcquisitionG
officiencyGandGzhosphorusT–seGofficiencyGinGmhickpeaUGFrontiersbinbPlantbScienceSG2021SGXYSG_Z_caZ 6.2 4

121 nissectionGofGtheGqeneticGlasisGofG×ieldT’elatedG”raitsGinGtheGmhineseGzeanutGwiniTmoreGmollectionG
”hroughGqenomeT ideGkssociationG“tudiesUGFrontiersbinbPlantbScienceSG2021SGXYSG_ZaYb[ 6.2 4

120 nelineationGofGgenotypeTbyTenvironmentGinteractionsGforGidentificationGandGvalidationGofGresistantG
genotypesGinGchickpeaGtoGfusariumGwiltGusingGqqoGbiplotUGCropbProtectionSG2021SGX[[SGXW]]aX 2.7 4

119
“ingleTcellG’xkTseqGdescribesGtheGtranscriptomeGlandscapeGandGidentifiesGcriticalGtranscriptionG
factorsGinGtheGleafGbladeGofGtheGallotetraploidGpeanutGOkrachisGhypogaeaGvUPUGPlantbBiotechnologyb
JournalSG2021SGXcSGYY_XTYYa_

11.6 4

118
qenomeTwideGtranscriptomeGanalysisGandGphysiologicalGvariationGmodulatesGgeneGregulatoryG
networksGacclimatingGsalinityGtoleranceGinGchickpeaUGEnvironmentalbandbExperimentalbBotanySG2021SG
XbaSGXW[[ab

5.9 4

117 ’apidGdeliveryGsystemsGforGfutureGfoodGsecurityUGNaturebBiotechnologySG2021SGZcSGXXacTXXbX 44.5 4

116 ”ranscriptomeGanalysisGrevealsGkeyGgenesGassociatedGwithGrootTlesionGnematodeGzratylenchusG
thorneiGresistanceGinGchickpeaUGScientificbReportsSG2021SGXXSGXa[cX 4.9 4

115 qenotypingTbyT“equencingGlasedGqeneticGwappingGsdentifiedGwajorGandGmonsistentGqenomicG
’egionsGforGzroductivityGandG‘ualityG”raitsGinGzeanutUGFrontiersbinbPlantbScienceSG2021SGXYSG__bWYW 6.2 4

114 sdentificationGofGquantitativeGtraitGlociGassociatedGwithGironGdeficiencyGchlorosisGresistanceGinG
groundnutGOkrachisGhypogaeaPUGPlantbBreedingSG2020SGXZcSGacWTbWZ 2.4 3

113 ”ranslationalGqenomicsGinGmropGlreedingGforGlioticG“tressG’esistancedGknGsntroductionG2013SGXTc 3

112 wolecularGwappingGofGqenesGandG‘”vsGinGzigeonpeaUGCompendiumbofbPlantbGenomesSG2017SG]]T_[ 0.8 3

111 smpactGofGqenomicsGonGmhickpeaGlreedingUGCompendiumbofbPlantbGenomesSG2017SGXY]TXZ[ 0.8 3

110 putureGzrospectsGforGzeanutGsmprovementUGCompendiumbofbPlantbGenomesSG2017SGX_]TX_c 0.8 3

109 kG““’GkitGtoGstudyGgeneticGdiversityGinGchickpeaGOmicerGarietinumGvUPUGPlantbGeneticbResources:b
CharacterisationbandbUtilisationSG2014SGXYSG“XXbT“XYW 1 3

108 qenomicsGinGkgricultureGandGpoodGzrocessingG2013SG[]TaW 3

107 wolecularGandGqenomicGmharacterizationGofGzpklYdGkGxonTvirulentG“trainGssolatedGfromGanGsndianG
rotG“pringUGCurrentbGenomicsSG2019SGYWSG[cXT]Wa 2.6 3

106 qenomicsSGtraitGmappingGandGmolecularGbreedingGinGpigeonpeaGandGchickpeaUGIndianbJournalbofb
GeneticsbandbPlantbBreedingSG2016SGa_SG]W[ 1.7 3

(2016-2020)
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105 wultivariateGgenomicGanalysisGandGoptimalGcontributionsGselectionGpredictsGhighGgeneticGgainsGinG
cookingGtimeSGironSGzincSGandGgrainGyieldGinGcommonGbeansGinGoastGkfricaUGPlantbGenomeSG2021SGX[SGeYWX]_ 4.4 3

104 lreedingGandGwolecularGkpproachesGforGovolvingGnroughtT”olerantG“oybeansG2020SGbZTXZW 3

103 kdvancesGinGgenomicsGandGmolecularGbreedingGforGlegumeGimprovementG2020SGXYcTXZc 3

102 pactorsGsnfluencingGzreferencesGandGkdoptionGofGsmprovedGqroundnutG—arietiesGamongGparmersGinG
”anzaniaUGAgronomySG2020SGXWSGXYaX 3.6 3

101
”ranscriptomeGknalysisGsdentifiedGmoordinatedGmontrolGofGueyGzathwaysG’egulatingGmellularG
zhysiologyGandGwetabolismGuponGsnfectionG’esultingGinG’educedGkflatoxinGzroductionGinG
qroundnutUGJournalbofbFungiblBaselpbSwitzerlandmSG2020SG_SG

5.6 3

100
qlobalG”ranscriptomeGzrofilingGsdentifiedG”ranscriptionGpactorsSGliologicalGzrocessSGandGkssociatedG
zathwaysGforGzreTrarvestGkflatoxinGmontaminationGinGqroundnutUGJournalbofbFungiblBaselpb
SwitzerlandmSG2021SGaSG

5.6 3

99 wolecularGwechanismsGandGliochemicalGzathwaysGforGwicronutrientGkcquisitionGandG“torageGinG
vegumesGtoG“upportGliofortificationGforGxutritionalG“ecurityUGFrontiersbinbPlantbScienceSG2021SGXYSG_bYb[Y6.2 3

98 wolecularGqeneticGniversityGandGzopulationG“tructureGinGothiopianGmhickpeaGqermplasmGkccessionsUG
DiversitySG2021SGXZSGY[a 2.5 3

97 xaturalGpolymorphismsGinGaGpairGofGx“zYGhomoeologsGcanGcauseGlossGofGnodulationGinGpeanutUG
JournalbofbExperimentalbBotanySG2021SGaYSGXXW[TXXXb 7 3

96 ueyG’egulatorsGofG“ucroseGwetabolismGsdentifiedGthroughGmomprehensiveGmomparativeG
”ranscriptomeGknalysisGinGzeanutsUGInternationalbJournalbofbMolecularbSciencesSG2021SGYYSG 6.3 3

95
 idelyGtargetedGmetabolomicsGcharacterizesGtheGdynamicGchangesGofGchemicalGprofileGinG
postharvestGpeanutGsproutsGgrownGunderGtheGdarkGandGlightGconditionsUGLWTbrbFoodbSciencebandb
TechnologySG2021SGX]YSGXXYYbZ

5.4 3

94 nraftGqenomeG’eportGofG“y’lXXSGssolatedGfromGtheGsndianG“ectorGofGtheG“outhernGyceanUGGenomeb
AnnouncementsSG2017SG]SG 2

93 nissectionGofGtheGgeneticGbasisGofGoilGcontentGinGmhineseGpeanutGcultivarsGthroughGassociationG
mappingUGBMCbGeneticsSG2020SGYXSG_W 2.6 2

92 kGnovelGaphidGresistanceGlocusGinGcowpeaGidentifiedGbyGcombiningG““’GandG“xzGmarkersUGPlantb
BreedingSG2018SGXZaSGYWZTYWc 2.4 2

91 niseaseG’esistanceGinGmhickpeaG2013SGYWXTYXc 2

90 warkerTkssistedGlackcrossingG“electionGforGrighGyVvG’atioGinGmultivatedGzeanutG2013SGXaaTXcX 2

89 “equencingGzigeonpeaGqenomeUGCompendiumbofbPlantbGenomesSG2017SGcZTca 0.8 2

88 ”heGmhickpeaGqenomedGknGsntroductionUGCompendiumbofbPlantbGenomesSG2017SGXT[ 0.8 2
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87 kdvancesGinGmhickpeaGqenomicG’esourcesGforGkcceleratingGtheGmropGsmprovementUGCompendiumbofb
PlantbGenomesSG2017SG]ZT_a 0.8 2

86 ”heGzeanutGqenomedGknGsntroductionUGCompendiumbofbPlantbGenomesSG2017SGXT_ 0.8 2

85 “equencingGkncestorGniploidGqenomesGforGonhancedGqenomeG–nderstandingGandGzeanutG
smprovementUGCompendiumbofbPlantbGenomesSG2017SGXZ]TX[a 0.8 2

84 qenomicsGofGplantGgeneticGresourcesdGaGgatewayGtoGaGnewGeraGofGglobalGfoodGsecurityUGPlantbGeneticb
Resources:bCharacterisationbandbUtilisationSG2014SGXYSG“YT“] 1 2

83 ovidenceGofGaGuniqueGinterTallelicGepistaticGinteractionGforGseedGcoatGcolorGinGpigeonpeaG[majanusG
cajanGOvUPGwillspaugh]UGEuphyticaSG2012SGXb_SGbXZTbX_ 2.1 2

82 sntroductionGtoG’ootGqenomicsG2011SGXTXW 2

81
knGintegratedGpipelineGofGopenGsourceGsoftwareGadaptedGforGmultiTmz–GarchitecturesdGuseGinGtheG
largeTscaleGidentificationGofGsingleGnucleotideGpolymorphismsUGComparativebandbFunctionalbGenomics
SG2007SGYWWaSGZ]_W[

2

80 qenomicGinsightsGintoGtheGgeneticGsignaturesGofGselectionGandGseedGtraitGlociGinGcultivatedGpeanutUG
JournalbofbAdvancedbResearchSG2022SG 13 2

79 –nravelingGcandidateGgenomicGregionsGresponsibleGforGdelayedGleafGsenescenceGinGriceUGPLoSbONESG
2020SGX]SGeWY[W]cX 3.7 2

78 qeneticSGopigeneticSGqenomicGandGwicrobialGkpproachesGtoGonhanceG“altG”oleranceGofGzlantsdGkG
momprehensiveG’eviewUUGBiologySG2021SGXWSG 4.9 2

77 xutritionalG“ignificanceGandGkntioxidantTwediatedGkntiagingGoffectsGofGpingerGwilletdGwolecularG
snsightsGandGzrospectsUGFrontiersbinbSustainablebFoodbSystemsSG2021SG]SG 4.8 2

76 zigeonpeaG2014SGX[cTX]c 2

75 zreciseGexogenousGinsertionGandGsequenceGreplacementsGinGpoplarGbyGsimultaneousGrn’G
overexpressionGandGxrotGsuppressionGusingGm’s“z’Tmasc 2

74
knalyzingGzathwaysGofGxurturingGsnformalG“eedGzroductionGintoGpormalGzrivateG—enturesGforG
“ustainableG“eedGneliveryGandGmropGzroductivitydGoxperiencesGfromGothiopiaUGSustainabilitySG2020SG
XYSG_bYb

3.6 2

73 monstructionGofGaGhighTdensityGgeneticGmapGandG‘”vGanalysisGforGyieldSGyieldGcomponentsGandG
agronomicGtraitsGinGchickpeaGOmicerGarietinumGvUPUGPLoSbONESG2021SGX_SGeWY]X__c 3.7 2

72 “ingleG“eedTlasedGrighT”hroughputGqenotypingGandG’apidGqenerationGkdvancementGforG
kcceleratedGqroundnutGqeneticsGandGlreedingG’esearchUGAgronomySG2021SGXXSGXYY_ 3.6 2

71 onhancingGoleicGacidGcontentGinGtwoGcommerciallyGreleasedGpeanutGvarietiesGthroughG
markerTassistedGbackcrossGbreedingUGCropbScienceSG2021SG_XSGY[Z] 2.4 2

70
pattyGacidGdesaturaseTYGOahpknYPGmutantGallelesGinGpeanutGOkrachisGhypogaeaGvUPGpreTbreedingGlinesdG
anGinsightGintoGtheGsourceSGfeaturesSGdiscourseSGandGselectionGofGnovelGpreTbreedingGlinesUGGeneticb
ResourcesbandbCropbEvolutionSG2021SG_bSG]YcT][c

2 2

(2021-2017)
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69 zopulationGqenomicsGofGzeanutUGPopulationbGenomicsSG2021SGX 1.4 2

68 sdentificationGofGstableGheatGtoleranceG‘”vsGusingGinterTspecificGrecombinantGinbredGlineGpopulationG
derivedGfromGqzpGYGandGsv mGYcYUGPLoSbONESG2021SGX_SGeWY][c]a 3.7 2

67 mharacterizationGofGheterosisGandGgenomicGpredictionTbasedGestablishmentGofGheteroticGpatternsG
forGdevelopingGbetterGhybridsGinGpigeonpeaUGPlantbGenomeSG2021SGX[SGeYWXY] 4.4 2

66 keriallyGkppliedGüincGyxideGxanoparticleGkffectsG’eproductiveGmomponentsGandG“eedG‘ualityGinG
pullyGqrownGleanGzlantsGOGvUPUUGFrontiersbinbPlantbScienceSG2021SGXYSGbWbX[X 6.2 2

65 lreedingGnroughtT”olerantGzearlGwilletG–singGmonventionalGandGqenomicGkpproachesdG
kchievementsGandGzrospectsUUGFrontiersbinbPlantbScienceSG2022SGXZSGabX]Y[ 6.2 2

64 zangenomicsGinGcropGimprovementTfromGcodingGstructuralGvariationsGtoGfindingGregulatoryGvariantsG
withGpangenomeGgraphsUUGPlantbGenomeSG2021SGeYWXaa 4.4 2

63 wovingGleyondGnxkG“equenceGtoGsmproveGzlantG“tressG’esponsesUUGFrontiersbinbGeneticsSG2022SGXZSGba[_[b4.5 2

62 qenomicGsnterventionsGtoGsmproveG’esilienceGofGzigeonpeaGinGmhangingGmlimateG2019SGXWaTXZ[ 1

61 qGˆ�GoGinteractionsGinG‘”vGintrogressionGlinesGofG“panishTtypeGgroundnutGOkrachisGhypogaeaGvUPUG
EuphyticaSG2020SGYX_SGX 2.1 1

60  ideGmrossingG”echnologyGforGzigeonpeaGsmprovementUGCompendiumbofbPlantbGenomesSG2017SGZXTZc 0.8 1

59 putureGzrospectsGforGmhickpeaG’esearchUGCompendiumbofbPlantbGenomesSG2017SGXZ]TX[Y 0.8 1

58 ”ranslationalG’ootGqenomicsGforGmropGsmprovementG2012SGY[cTY_[ 1

57 qeneticGonhancementGofGqroundnutdGmurrentG“tatusGandGputureGzrospectsG2022SG_ZTXXW 1

56 knalysisGofG“mallG’xkG“equencingGnataGinGzlantsUUGMethodsbinbMolecularbBiologySG2022SGY[[ZSG[caT]Wc 1.4 1

55 smpactGofGdifferentGcookingGmethodsGonGtheGchemicalGprofileGofGhighToleicGacidGpeanutGseedsUUGFoodb
ChemistrySG2021SGZacSGXZXcaW 8.5 1

54 niscoveryGofGwajorG‘uantitativeG”raitGvociGandGmandidateGqenesGforGpreshG“eedGnormancyGinG
qroundnutUGAgronomySG2022SGXYSG[W[ 3.6 1

53 qenomeTwideGidentificationGandGfunctionalGpredictionGofGsaltTGstressGrelatedGlongGnonTcodingG’xksG
Olnc’xksPGinGchickpeaGOGvUPUUGPhysiologybandbMolecularbBiologybofbPlantsSG2021SGYaSGY_W]TY_Xc 2.8 1

52 ”ranscriptionalGresponsesGofGtoxigenicGandGatoxigenicGisolatesGofGkspergillusGflavusGtoGoxidativeG
stressGinGaflatoxinTconduciveGandGnonTconduciveGmediaUGWorldbMycotoxinbJournalSG2020SGXZSG[[ZT[]a 2.5 1
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51 ”heGgeneticsGofGvigourTrelatedGtraitsGinGchickpeaGOmicerGarietinumGvUPdGinsightsGfromGgenomicGdataUG
TheoreticalbandbAppliedbGeneticsSG2021SGXZ]SGXWa 6 1

50 zigeonpeaGOmajanusGcajanGvUGwillspUPdGknGsdealGmropGforG“ustainableGkgricultureG2019SG[WcT[Yc 1

49 qroundnutG2014SGX_XTXaZ 1

48 qlobalGtranscriptomeGanalysisGofGsubterraneanGpodGandGseedGinGpeanutGOkrachisGhypogaeaGvUPG
unravelsGtheGcomplexityGofGfruitGdevelopmentGunderGdarkGconditionUGScientificbReportsSG2020SGXWSGXZW]W 4.9 1

47 —oicesGofGbiotechGresearchUGNaturebBiotechnologySG2021SGZcSGYbXTYb_ 44.5 1

46 momprehensiveGanalysisGandGidentificationGofGdroughtTresponsiveGcandidateGxkmGgenesGinGthreeG
semiTaridGtropicsGO“k”PGlegumeGcropsUGBMCbGenomicsSG2021SGYYSGYbc 4.5 1

45 neGnovoGfullGlengthGtranscriptomeGanalysisGofGkrachisGglabrataGprovidesGinsightsGintoGgeneG
expressionGdynamicsGinGresponseGtoGbioticGandGabioticGstressesUGGenomicsSG2021SGXXZSGX]acTX]bb 4.3 1

44 wolecularGmappingGofGdryGrootGrotGresistanceGgenesGinGchickpeaGOmicerGarietinumGvUPUGEuphyticaSG2021
SGYXaSGX 2.1 1

43 wkqsmGlinesGinGchickpeadGdevelopmentGandGexploitationGofGgeneticGdiversityUGEuphyticaSG2021SGYXaSGX 2.1 1

42 qenomicsdG“hapingGvegumeGsmprovementG2021SG[cTbc 1

41 lreedingGcustomTdesignedGcropsGforGimprovedGdroughtGadaptationUGGeneticsbhbGenomicsbNextSG2021SG
YSGeYWYXWWWXa 1.2 1

40 rybridGlreedingGinGpoodGvegumesGwithG“pecialG’eferenceGtoGzigeonpeaSGpabaGbeanSGandG“oybeanG
2021SGXYZTX[b 1

39 qeneticGmappingGofGtoleranceGtoGironGdeficiencyGchlorosisGinGpeanutGOkrachisGhypogaeaGvUPUGEuphytica
SG2022SGYXbSGX 2.1 1

38 sdentificationGofGueyGqeneGxetworksGandGnecipheringG”ranscriptionalG’egulatorsGkssociatedG ithG
zeanutGombryoGkbortionGwediatedGbyGmalciumGneficiencyUUGFrontiersbinbPlantbScienceSG2022SGXZSGbX[WX] 6.2 1

37 zangenomicsGinGwicrobialGandGmropG’esearchdGzrogressSGkpplicationsSGandGzerspectivesUUGGenesSG
2022SGXZSG 4.2 1

36 vipidGprofileGvariationsGinGhighGolecicGacidGpeanutsGbyGfollowingGdifferentGcookingGprocessesUUGFoodb
ResearchbInternationalSG2022SGX]]SGXXWccZ 7 1

35 momprehensiveGevaluationGofGmhineseGpeanutGminiTminiGcoreGcollectionGandG‘”vGmappingGforG
aflatoxinGresistanceUUGBMCbPlantbBiologySG2022SGYYSGYWa 5.3 1

34 kgronomicGzerformanceGofGmhickpeaGkffectedGbyGnroughtG“tressGatGnifferentGqrowthG“tagesUG
AgronomySG2022SGXYSGcc] 3.6 1
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35



33 ostimatingGtheGpotentialGtoGcloseGyieldGgapsGthroughGincreasedGefficiencyGofGchickpeaGproductionGinG
othiopiaUGFoodbSecuritySX 6.7 1

32 qenomicSGmorphologicalSGandGbiochemicalGanalysesGofGaGmultiTmetalGresistantGbutGmultiTdrugG
susceptibleGstrainGofGlordetellaGpetriiGfromGhospitalGsoilUUGScientificbReportsSG2022SGXYSGb[Zc 4.9 1

31 mhickpeaGqenomicsG2018SGYbcTZX_ 0

30 ymicsG”echniquesGinGmropG’esearchdGknGyverviewG2012SGYbcTZWW 0

29 uaryotypeGnifferentiationGinGmultivatedGmhickpeaG’evealedGbyGyligopaintingGpluorescenceG
rybridizationUUGFrontiersbinbPlantbScienceSG2021SGXYSGacXZWZ 6.2 0

28 ”heGzlantGqenomeGspecialGissuedGkdvancesGinGgenomicGselectionGandGapplicationGofGmachineGlearningG
inGgenomicGpredictionGforGcropGimprovementUGPlantbGenomeSG2021SGX[SGeYWXab 4.4 0

27 –nderstandingGreterosisSGqeneticGoffectsSGandGqenomeG ideGkssociationsGforGporageG‘uantityGandG
‘ualityG”raitsGinGwultiTmutGzearlGwilletUGFrontiersbinbPlantbScienceSG2021SGXYSG_bab]c 6.2 0

26 mhromatinGspatialGorganizationGofGwildGtypeGandGmutantGpeanutsGrevealsGhighTresolutionGgenomicG
architectureGandGinteractionGalterationsUGGenomebBiologySG2021SGYYSGZX] 18.3 0

25 ’ecentGkdvancesGinGqeneticsSGqenomicsSGandGlreedingGforGxutritionalG‘ualityGinGqroundnutG2022SGXXXTXZa 0

24 ”ranscriptionGpactorsGovaluationGinGaG”ranscriptomeGknalysisGonGmhickpeaGOmicerGarietinumGvUPG–nderG
nroughtG“tressUGJournalbofbCropbBreedingSG2019SGXXSGXZZTX[X 0.1 0

23
wutwapGkpproachGonablesG’apidGsdentificationGofGmandidateGqenesGandGnevelopmentGofGwarkersG
kssociatedG ithGoarlyGploweringGandGonhancedG“eedG“izeGinGmhickpeaGOGvUPUGFrontiersbinbPlantbScienceSG
2021SGXYSG_bb_c[

6.2 0

22 sntegrationGofGqenomicsGkpproachesGinGkbioticG“tressG”oleranceGinGqroundnutGOkrachisGhypogaeaG
vUPdGknGyverviewG2022SGX[cTXca 0

21 –singGanGincompleteGblockGdesignGtoGallocateGlinesGtoGenvironmentsGimprovesGsparseGgenomeTbasedG
predictionGinGplantGbreedingUUGPlantbGenomeSG2022SGeYWXc[ 4.4 0

20 ”owardsGtheGnevelopmentSGwaintenanceGandG“tandardizedGzhenotypicGmharacterizationGofG
“ingleT“eedTnescentGqeneticG’esourcesGforGmhickpeaUUGCurrentbProtocolsSG2022SGYSGeZaX 0

19 wolecularGmechanismsSGgeneticGmappingSGandGgenomeGeditingGforGinsectGpestGresistanceGinGfieldG
cropsUUGTheoreticalbandbAppliedbGeneticsSG2022SGX 6 0

18 kGxewGneepGvearningGmalibrationGwethodGonhancesGqenomeTlasedGzredictionGofGmontinuousGmropG
”raitsUUGFrontiersbinbGeneticsSG2021SGXYSGacbb[W 4.5 0

17 officientGlreedingGofGmropGzlantsG2022SGa[]Taaa 0

16 ”ranslationalGqenomicsGforGmropGlreedingdGkbioticG“tressG”oleranceSG×ieldSGandG‘ualitySGanG
sntroductionG2013SGXTa
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15 ”heGzigeonpeaGqenomedGknGyverviewUGCompendiumbofbPlantbGenomesSG2017SGXT[ 0.8

14 ueyGzlantGandGqrainGmharacteristicsGandG”heirGsmportanceGinGlreedingGandGkdaptationGofGzigeonpeaG
multivarsUGCompendiumbofbPlantbGenomesSG2017SG]TX] 0.8

13  holeTqenomeG“equencingGofGzigeonpeadG’equirementSGlackgroundGristorySGmurrentG“tatusGandG
putureGzrospectsGforGmropGsmprovementUGCompendiumbofbPlantbGenomesSG2017SGbXTcX 0.8

12 “equencingGtheGmhickpeaGqenomeUGCompendiumbofbPlantbGenomesSG2017SGXXaTXYZ 0.8

11 ’equirementGofG holeTqenomeG“equencingGandGlackgroundGristoryGofGtheGxationalGandG
snternationalGqenomeGsnitiativesUGCompendiumbofbPlantbGenomesSG2017SGXWaTXX] 0.8

10 merealGqenomicsdGoxcitementsSGmhallengesGandGypportunitiesG2013SGXTc

9 preezingG”oleranceGinGtheG”riticeaeG2013SGccTXY[

8 qenomeTwideGidentificationGofGmeioticGrecombinationGhotGspotsGdetectedGbyG“vkpGinGpeanutG
OkrachisGhypogaeaGvUPUGScientificbReportsSG2020SGXWSGXZacY 4.9

7 snnovationGzlatformGforGmatalyzingGkccessGtoG“eedGofGsmprovedGvegumeG—arietiesGtoG“mallholderG
parmersG2021SGXccTYW]

6 qroundnutGuernelG”ranscriptomeG2021SG]YbT][Z

5 kGmrossTmaseGknalysisGofGsnnovationGzlatformGoxperiencesGinG“evenGmountriesGinG estGandGoastG
kfricaGandG“outhGksiaG2021SGXb]TXca

4 qeneticGonhancementGinGwajorGpoodGvegumesdGknGyverviewG2021SGXT_

3 qeneralGmontextGofG“mallholderGparmersâ��GkccessGtoG“eedGofGsmprovedGvegumeG—arietiesGandG
snnovationGzlatformGzerspectivesG2021SGXTa

2 kG“cintillatingGtourneyGofGqenomicsGinG“implifyingGmomplexG”raitsGandGnevelopmentGofGkbioticG
“tressG’esilientGmhickpeasG2022SGX]T[Z

1 qenomeT ideGsdentificationGandGoxpressionGofGqeneGpamilyGzrovideGsnsightGsntoGzodGnevelopmentG
inGzeanutGOPUUGFrontiersbinbPlantbScienceSG2022SGXZSGbcZYab 6.2
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