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i Paper IF Citations

165 RegulationLofLRibonucleaseL LwxpressionLinLZZLJournalmofmBacteriologyXL2022XLeaaafdcc 3.5 0

164 IdentificationLandLβolecularLuharacterizationLofLtheLOperonLRequiredLforLâYssparagineLUtilizationL
inLuorynebacteriumLglutamicumZLMicroorganismsXL2022XLbaXLbaac 4.9

163 TheLyeneLwncodingLxermentativeLlYâactateLvehydrogenaseLinLIsLPositivelyLRegulatedLbyLtheLylobalL
RegulatorLylxRZLMicroorganismsXL2021XLkXL 4.9 1

162 ProtocatechuateLoverproductionLbyLuorynebacteriumLglutamicumLviaLsimultaneousLengineeringLofL
nativeLandLheterologousLbiosyntheticLpathwaysZLMetabolicmEngineeringXL2021XLgfXLcdcYcec 9.7 5

161
uoexistenceLofLtheLwntnerYvoudoroffLandLwmbdenYβeyerhofYParnasLpathwaysLenhancesLglucoseL
consumptionLofLethanolYproducingLuorynebacteriumLglutamicumZLBiotechnologymformBiofuelsXL2021XL
beXLef

7.8 2

160 zistoryYvrivenLyeneticLβodificationLvesignLTechniqueLUsingLaLvomainYSpecificLâexicalLβodelLforL
theLsccelerationLofLvtTâLuyclesLforLβicrobialLuellLxactoriesZLACSmSyntheticmBiologyXL2021XLbaXLcdaiYcdbh 5.7 1

159
snaerobicLglucoseLconsumptionLisLacceleratedLatLnonYproliferatingLelevatedLtemperaturesLthroughL
upregulationLofLaLglucoseLtransporterLgeneLinLuorynebacteriumLglutamicumZLAppliedmMicrobiologym
andmBiotechnologyXL2020XLbaeXLghbkYghck

5.7 1

158 sromaticLuompoundLuatabolismLinLuorynebacteriumLglutamicumZLMicrobiologymMonographsXL2020XLdcdYddh0.8 1

157 sromaticLuompoundLProductionLbyLuorynebacteriumLglutamicumZLMicrobiologymMonographsXL2020XLddkYdha0.8 1

156 ylobalLTranscriptionalLRegulatorsLInvolvedLinLuarbonXLσitrogenXLPhosphorusXLandLSulfurL
βetabolismsLinLuorynebacteriumLglutamicumZLMicrobiologymMonographsXL2020XLbbdYbeh 0.8 2

155
IsobutanolLproductionLinLuorynebacteriumLglutamicumlLSuppressedLsuccinateLbyYproductionLbyL
pcksLinactivationLandLenhancedLproductivityLviaLtheLwntnerYvoudoroffLpathwayZLMetabolicm
EngineeringXL2020XLfkXLceYdf

9.7 16

154 βetabolicLengineeringLofLuorynebacteriumLglutamicumLforLhyperproductionLofLpolymerYgradeLâYL
andLvYlacticLacidZLAppliedmMicrobiologymandmBiotechnologyXL2019XLbadXLddibYddkb 5.7 15

153
wngineeringLtheLtranscriptionalLactivatorLσifsLforLtheLconstructionLofLRhodobacterLsphaeroidesL
strainsLthatLproduceLhydrogenLgasLconstitutivelyZLAppliedmMicrobiologymandmBiotechnologyXL2019XL
badXLkhdkYkhek

5.7 5

152
uarbohydrateYbindingLpropertyLofLaLcellLwallLintegrityLandLstressLresponseLcomponentLTWSuUL
domainLofLanLalcoholLoxidaseLfromLtheLriceLblastLpathogenLPyriculariaLoryzaeZLEnzymemandmMicrobialm
TechnologyXL2019XLbcfXLbdYca

3.8 16

151
wnhancedLproductionLofLdYlactateLfromLmixedLsugarsLinLuorynebacteriumLglutamicumLbyL
overexpressionLofLglycolyticLgenesLencodingLphosphofructokinaseLandLtriosephosphateLisomeraseZL
JournalmofmBiosciencemandmBioengineeringXL2019XLbchXLciiYckd

3.3 11

150 IntroductionLofLylyoxylateLtypassLIncreasesLzydrogenLyasLYieldLfromLscetateLandLlYylutamateLinZL
AppliedmandmEnvironmentalmMicrobiologyXL2019XLifXL 4.8 8

149 wfficientLconstructionLofLxenogeneicLgenomicLlibrariesLbyLcircumventingLrestrictionYmodificationL
systemsLthatLrestrictLmethylatedLvσsZLJournalmofmMicrobiologicalmMethodsXL2018XLbegXLbdYbf 2.8
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148
ProductionLofLeYzydroxybenzoicLscidLbyLanLserobicLyrowthYsrrestedLtioprocessLUsingL
βetabolicallyLwngineeredLuorynebacteriumLglutamicumZLAppliedmandmEnvironmentalmMicrobiologyXL
2018XLieXL

4.8 45

147 ylutamineYrichLtoxicLproteinsLyrtsXLyrttLandLyrtuLtogetherLwithLtheLantisenseLRσsLssgRLconstituteL
aLtoxinYantitoxinYlikeLsystemLinLuorynebacteriumLglutamicumZLMolecularmMicrobiologyXL2018XLbaiXLfhiYfke4.1 1

146
RecentLadvancesLinLmetabolicLengineeringLofLuorynebacteriumLglutamicumLforLbioproductionLofL
valueYaddedLaromaticLchemicalsLandLnaturalLproductsZLAppliedmMicrobiologymandmBiotechnologyXL2018
XLbacXLigifYihaf

5.7 40

145
wxtracytoplasmicLfunctionLsigmaLfactorLˇ�LconfersLresistanceLtoLenvironmentalLstressLbyLenhancingL
mycolateLsynthesisLandLmodifyingLpeptidoglycanLstructuresLinLuorynebacteriumLglutamicumZL
MolecularmMicrobiologyXL2018XLbahXLdbcYdck

4.1 13

144 PolynucleotideLPhosphorylaseXLRσaseLw_yXLandLYbeYLsreLInvolvedLinLtheLβaturationLofLeZfSLRσsLinL
uorynebacteriumLglutamicumZLJournalmofmBacteriologyXL2017XLbkkXL 3.5 6

143
xunctionalLanalysisLofLarabinofuranosidasesLandLaLxylanaseLofLuorynebacteriumLalkanolyticumLforL
arabinoxylanLutilizationLinLuorynebacteriumLglutamicumZLAppliedmMicrobiologymandmBiotechnologyXL
2017XLbabXLfabkYfadc

5.7 3

142 IncreasingLviversityLofLtheLtioYtasedLuhemicalsLProducedLbyLuorynebacteriumLglutamicumZLKagakum
TomSeibutsuXL2017XLffXLgkaYgki 0

141 TrehaloseLactsLasLaLuridineLfSYdiphosphoglucoseYcompetitiveLinhibitorLofLtrehaloseLgYphosphateL
synthaseLinLuorynebacterium´ glutamicumZLFEBSmJournalXL2017XLcieXLeckiYedbd 5.7 4

140
wnhancedLylucoseLuonsumptionLandLOrganicLscidLProductionLbyLwngineeredLuorynebacteriumL
glutamicumLtasedLonLsnalysisLofLaLpfktbLveletionLβutantZLAppliedmandmEnvironmentalmMicrobiologyXL
2017XLidXL

4.8 15

139 βetabolicLengineeringLofLuorynebacteriumLglutamicumLforLshikimateLoverproductionLbyL
growthYarrestedLcellLreactionZLMetabolicmEngineeringXL2016XLdiXLcaeYcbg 9.7 66

138 RσaseLIIILmediatedLcleavageLofLtheLcodingLregionLofLmraZLmRσsLisLrequiredLforLefficientLcellL
divisionLinLuorynebacteriumLglutamicumZLMolecularmMicrobiologyXL2016XLkkXLbbekYgg 4.1 15

137 TheLextracytoplasmicLfunctionLˇ�LfactorLˇ�TuULregulatesLexpressionLofLaLbranchedLquinolLoxidationL
pathwayLinLuorynebacteriumLglutamicumZLMolecularmMicrobiologyXL2016XLbaaXLeigYfak 4.1 12

136 RegulonsLofLglobalLtranscriptionLfactorsLinLuorynebacteriumLglutamicumZLAppliedmMicrobiologymandm
BiotechnologyXL2016XLbaaXLefYga 5.7 18

135 ProductionLofLparaYaminobenzoateLbyLgeneticallyLengineeredLuorynebacteriumLglutamicumLandL
nonYbiologicalLformationLofLanLσYglucosylLbyproductZLMetabolicmEngineeringXL2016XLdiXLdccYdda 9.7 34

134 ThermalLandLsolventLstressLcrossYtoleranceLconferredLtoLuorynebacteriumLglutamicumLbyLadaptiveL
laboratoryLevolutionZLAppliedmandmEnvironmentalmMicrobiologyXL2015XLibXLccieYki 4.8 57

133
PromiscuousLactivityLofLTSXSUYbutanediolLdehydrogenaseLisLresponsibleLforLglycerolLproductionLfromL
bXdYdihydroxyacetoneLinLuorynebacteriumLglutamicumLunderLoxygenYdeprivedLconditionsZLAppliedm
MicrobiologymandmBiotechnologyXL2015XLkkXLbechYdd

5.7 12

132 ylucoseLconsumptionLrateLcriticallyLdependsLonLredoxLstateLinLuorynebacteriumLglutamicumLunderL
oxygenLdeprivationZLAppliedmMicrobiologymandmBiotechnologyXL2015XLkkXLffhdYic 5.7 16

131
OverexpressionLofLtheLphosphofructokinaseLencodingLgeneLisLcrucialLforLachievingLhighLproductionL
ofLvYlactateLinLuorynebacteriumLglutamicumLunderLoxygenLdeprivationZLAppliedmMicrobiologymandm
BiotechnologyXL2015XLkkXLeghkYik

5.7 42

(2015-2018)
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130
sraRXLanLlYsrabinoseYResponsiveLTranscriptionalLRegulatorLinLuorynebacteriumLglutamicumLsTuuL
dbidbXLwxertsLvifferentLvegreesLofLRepressionLvependingLonLtheLâocationLofLItsLtindingLSitesL
withinLtheLThreeLTargetLPromoterLRegionsZLJournalmofmBacteriologyXL2015XLbkhXLdhiiYkg

3.5 5

129 wngineeringLtheLglycolyticLpathwaylLsLpotentialLapproachLforLimprovementLofLbiocatalystL
performanceZLBioengineeredXL2015XLgXLdciYde 5.7 14

128 RegulationLofLtheLwxpressionLofLveLσovoLPyrimidineLtiosynthesisLyenesLinLuorynebacteriumL
glutamicumZLJournalmofmBacteriologyXL2015XLbkhXLddahYbg 3.5 3

127 wxpandingLtheLregulatoryLnetworkLgovernedLbyLtheLextracytoplasmicLfunctionLsigmaLfactorLˇ�zLinL
uorynebacteriumLglutamicumZLJournalmofmBacteriologyXL2015XLbkhXLeidYkg 3.5 22

126 RhoLandLRσaseLplayLaLcentralLroleLinLxβσLriboswitchLregulationLinLuorynebacteriumLglutamicumZL
NucleicmAcidsmResearchXL2015XLedXLfcaYk 20.1 30

125 βetabolicLengineeringLforLimprovedLproductionLofLethanolLbyLuorynebacteriumLglutamicumZL
AppliedmMicrobiologymandmBiotechnologyXL2015XLkkXLbbgfYhc 5.7 61

124 xunctionalLuharacterizationLofLuorynebacteriumLalkanolyticumL˛†YXylosidaseLandLXylosideLstuL
TransporterLinLuorynebacteriumLglutamicumZLAppliedmandmEnvironmentalmMicrobiologyXL2015XLibXLebhdYid4.8 15

123 uopperLhomeostasisYrelatedLgenesLinLthreeLseparateLtranscriptionalLunitsLregulatedLbyLusoRLinL
uorynebacteriumLglutamicumZLAppliedmMicrobiologymandmBiotechnologyXL2015XLkkXLdfafYbh 5.7 7

122 IdentificationLandLexpressionLanalysisLofLaLgeneLencodingLaLshikimateLtransporterLofL
uorynebacteriumLglutamicumZLMicrobiologymvUnitedmKingdomwXL2015XLbgbXLcfeYcgd 2.9 10

121 TheLphysiologicalLroleLofLriboflavinLtransporterLandLinvolvementLofLxβσYriboswitchLinLitsLgeneL
expressionLinLuorynebacteriumLglutamicumZLAppliedmMicrobiologymandmBiotechnologyXL2014XLkiXLebfkYgi 5.7 11

120
TheLâacIYTypeLtranscriptionalLregulatorLsraRLactsLasLanLâYarabinoseYresponsiveLrepressorLofL
âYarabinoseLutilizationLgenesLinLuorynebacteriumLglutamicumLsTuuLdbidbZLJournalmofmBacteriologyXL
2014XLbkgXLccecYfe

3.5 3

119
uhorismateYdependentLtranscriptionalLregulationLofLquinate_shikimateLutilizationLgenesLbyL
âysRYtypeLtranscriptionalLregulatorLQsuRLinLuorynebacteriumLglutamicumlLcarbonLflowLcontrolLatL
metabolicLbranchLpointZLMolecularmMicrobiologyXL2014XLkcXLdfgYgi

4.1 22

118 yenomeYwideLanalysisLofLtheLroleLofLglobalLtranscriptionalLregulatorLyntRbLinLuorynebacteriumL
glutamicumZLJournalmofmBacteriologyXL2014XLbkgXLdcekYfi 3.5 10

117
uorynebacteriumLglutamicumLsrnRLcontrolsLexpressionLofLnitrateLreductaseLoperonLnar²yz ILandL
nitricLoxideLTσOUYdetoxifyingLenzymeLgeneLhmpLinLanLσOYresponsiveLmannerZLJournalmofm
BacteriologyXL2014XLbkgXLgaYk

3.5 8

116 vevelopmentLofLyrowthYsrrestedLtioprocessesLwithLuorynebacteriumLglutamicumLforLuellulosicL
wthanolLProductionLfromLuomplexLSugarLβixturesL2014XLbcbYbdk 1

115 TowardLRealizationLofLσewLtiorefineryLIndustriesLUsingLuorynebacteriumLglutamicumL2014XLcfdYcgc

114 IdentificationLofLaLgeneLinvolvedLinLplasmidLstructuralLinstabilityLinLuorynebacteriumLglutamicumZL
AppliedmMicrobiologymandmBiotechnologyXL2013XLkhXLicbkYcg 5.7 3

113 uharacterizationLofLshikimateLdehydrogenaseLhomologuesLofLuorynebacteriumLglutamicumZL
AppliedmMicrobiologymandmBiotechnologyXL2013XLkhXLibdkYek 5.7 18

Masayuki Inui

4



112 InvolvementLofLregulatoryLinteractionsLamongLglobalLregulatorsLylxRXLSugRXLandLRamsLinL
expressionLofLramsLinLuorynebacteriumLglutamicumZLJournalmofmBacteriologyXL2013XLbkfXLbhbiYcg 3.5 14

111 InfluenceLofLSigtLinactivationLonLuorynebacteriumLglutamicumLproteinLsecretionZLAppliedm
MicrobiologymandmBiotechnologyXL2013XLkhXLekbhYcg 5.7 17

110 OxyRLactsLasLaLtranscriptionalLrepressorLofLhydrogenLperoxideYinducibleLantioxidantLgenesLinL
uorynebacteriumLglutamicumLRZLFEBSmJournalXL2013XLciaXLdckiYdbc 5.7 53

109 tiorefineryLspplicationsLofLuorynebacteriumLglutamicumZLMicrobiologymMonographsXL2013XLbekYbhc 0.8 17

108 ReactionsLupstreamLofLglycerateYbXdYbisphosphateLdriveLuorynebacteriumLglutamicumLTvUYlactateL
productivityLunderLoxygenLdeprivationZLAppliedmMicrobiologymandmBiotechnologyXL2013XLkhXLggkdYhad 5.7 27

107 wngineeringLofLuorynebacteriumLglutamicumLforLhighYyieldLâYvalineLproductionLunderLoxygenL
deprivationLconditionsZLAppliedmandmEnvironmentalmMicrobiologyXL2013XLhkXLbcfaYh 4.8 92

106 StrainLoptimizationLforLefficientLisobutanolLproductionLusingLuorynebacteriumLglutamicumLunderL
oxygenLdeprivationZLBiotechnologymandmBioengineeringXL2013XLbbaXLckdiYei 4.9 86

105 puyRcLcopyLnumberLdependsLonLtheLparLlocusLthatLformsLaLParuYPartYvσsLpartitionLcomplexLinL
uorynebacteriumLglutamicumZLJournalmofmAppliedmMicrobiologyXL2013XLbbfXLekfYfai 4.7 3

104 TheLtiotechnologicalLPotentialLofLuorynebacteriumLglutamicumXLfromLUmamiLtoLuhemurgyZL
MicrobiologymMonographsXL2013XLbYek 0.8 4

103 yenomeLwngineeringLofLuorynebacteriumLglutamicumZLMicrobiologymMonographsXL2013XLikYbaf 0.8 4

102 RegulationLofLSugarLUptakeXLylycolysisXLandLtheLPentoseLPhosphateLPathwayLinLuorynebacteriumL
glutamicumZLMicrobiologymMonographsXL2013XLcgdYchk 0.8 3

101 IdentificationLofLaLzsvLsuperfamilyLphosphataseXLzdpsXLinvolvedLinLbXdYdihydroxyacetoneL
productionLduringLsugarLcatabolismLinLuorynebacteriumLglutamicumZLFEBSmLettersXL2012XLfigXLecciYdc 3.8 18

100 uorynebacteriumLglutamicumLusoRLactsLasLaLtranscriptionalLrepressorLofLtwoLcopper_zincYinducibleL
PTbtUYtypeLsTPaseLoperonsZLBioscience,mBiotechnologymandmBiochemistryXL2012XLhgXLbkfcYi 2.1 10

99
OverexpressionLofLgenesLencodingLglycolyticLenzymesLinLuorynebacteriumLglutamicumLenhancesL
glucoseLmetabolismLandLalanineLproductionLunderLoxygenLdeprivationLconditionsZLAppliedmandm
EnvironmentalmMicrobiologyXL2012XLhiXLeeehYfh

4.8 70

98 uorynebacterium´ glutamicumLZurLactsLasLaLzincYsensingLtranscriptionalLrepressorLofLbothL
zincYinducibleLandLzincYrepressibleLgenesLinvolvedLinLzincLhomeostasisZLFEBSmJournalXL2012XLchkXLedifYkh5.7 14

97 PostgenomicLapproachesLtoLusingLcorynebacteriaLasLbiocatalystsZLAnnualmReviewmofmMicrobiologyXL
2012XLggXLfcbYfa 17.5 35

96 βicroorganismsLforLXylitolLProductionlLxocusLonLStrainLImprovementL2012XLbakYbdb 2

95 σdnRLisLanLσsvYresponsiveLtranscriptionalLrepressorLofLtheLndnRLoperonLinvolvedLinLσsvLdeLnovoL
biosynthesisLinLuorynebacteriumLglutamicumZLMicrobiologymvUnitedmKingdomwXL2012XLbfiXLkhfYkic 2.9 8

(2012-2013)
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94
uoordinatedLregulationLofLgndXLwhichLencodesLgYphosphogluconateLdehydrogenaseXLbyLtheLtwoL
transcriptionalLregulatorsLyntRbLandLRamsLinLuorynebacteriumLglutamicumZLJournalmofmBacteriology
XL2012XLbkeXLgfchYdg

3.5 11

93 ImprovementLofLtheLredoxLbalanceLincreasesLâYvalineLproductionLbyLuorynebacteriumLglutamicumL
underLoxygenLdeprivationLconditionsZLAppliedmandmEnvironmentalmMicrobiologyXL2012XLhiXLigfYhf 4.8 97

92 wfficientLmarkerlessLgeneLreplacementLinLuorynebacteriumLglutamicumLusingLaLnewL
temperatureYsensitiveLplasmidZLJournalmofmMicrobiologicalmMethodsXL2011XLifXLbffYgd 2.8 38

91
IdentificationLofLmannoseLuptakeLandLcatabolismLgenesLinLuorynebacteriumLglutamicumLandL
geneticLengineeringLforLsimultaneousLutilizationLofLmannoseLandLglucoseZLAppliedmMicrobiologymandm
BiotechnologyXL2011XLikXLbkafYbg

5.7 24

90 viversityLofLmetabolicLshiftLinLresponseLtoLoxygenLdeprivationLinLuorynebacteriumLglutamicumLandL
itsLcloseLrelativesZLAppliedmMicrobiologymandmBiotechnologyXL2011XLkaXLbafbYgb 5.7 20

89 βetabolicLengineeringLofLbXcYpropanediolLpathwaysLinLuorynebacteriumLglutamicumZLAppliedm
MicrobiologymandmBiotechnologyXL2011XLkaXLbhcbYk 5.7 48

88 zighLyieldLsecretionLofLheterologousLproteinsLinLuorynebacteriumLglutamicumLusingLitsLownL
TatYtypeLsignalLsequenceZLAppliedmMicrobiologymandmBiotechnologyXL2011XLkbXLghhYih 5.7 43

87 uharacterizationLofLtheLmannitolLcatabolicLoperonLofLuorynebacteriumLglutamicumZLAppliedm
MicrobiologymandmBiotechnologyXL2011XLkbXLbdhfYih 5.7 22

86 TranscriptionalLregulatorsLofLmultipleLgenesLinvolvedLinLcarbonLmetabolismLinLuorynebacteriumL
glutamicumZLJournalmofmBiotechnologyXL2011XLbfeXLbbeYcf 3.7 35

85 yeneLexpressionLprofilingLofLuorynebacteriumLglutamicumLduringLsnaerobicLnitrateLrespirationlL
inductionLofLtheLSOSLresponseLforLcellLsurvivalZLJournalmofmBacteriologyXL2011XLbkdXLbdchYdd 3.5 16

84 βetabolicLengineeringLofLbacteriaLforLutilizationLofLmixedLsugarLsubstratesLforLimprovedL
productionLofLchemicalsLandLfuelLethanolZLBiofuelsXL2011XLcXLdadYdbd 2 6

83 RegulationLofLtheLnitrateLreductaseLoperonLnar²yz ILbyLtheLcsβPYdependentLregulatorLylxRLinL
uorynebacteriumLglutamicumZLMicrobiologymvUnitedmKingdomwXL2011XLbfhXLcbYci 2.9 15

82
TranslationLefficiencyLofLantiterminatorLproteinsLisLaLdeterminantLforLtheLdifferenceLinLglucoseL
repressionLofLtwoL˛†YglucosideLphosphotransferaseLsystemLgeneLclustersLinLuorynebacteriumL
glutamicumLRZLJournalmofmBacteriologyXL2011XLbkdXLdekYfh

3.5 10

81 yenomeYwideLidentificationLofLinLvivoLbindingLsitesLofLylxRXLaLcyclicLsβPLreceptorLproteinYtypeL
regulatorLinLuorynebacteriumLglutamicumZLJournalmofmBacteriologyXL2011XLbkdXLebcdYdd 3.5 45

80 sLnovelLredoxYsensingLtranscriptionalLregulatorLuyeRLcontrolsLexpressionLofLanLOldLYellowLwnzymeL
familyLproteinLinLuorynebacteriumLglutamicumZLMicrobiologymvUnitedmKingdomwXL2010XLbfgXLbddfYbdeb 2.9 21

79 sntisenseYRσsYmediatedLplasmidLcopyLnumberLcontrolLinLpuybYfamilyLplasmidsXLpuyRcLandLpuybXL
inLuorynebacteriumLglutamicumZLMicrobiologymvUnitedmKingdomwXL2010XLbfgXLdgakYdgcd 2.9 12

78 RegulationLofLtheLexpressionLofLgenesLinvolvedLinLσsvLdeLnovoLbiosynthesisLinLuorynebacteriumL
glutamicumZLAppliedmandmEnvironmentalmMicrobiologyXL2010XLhgXLfeiiYkf 4.8 20

77 RegulationLofLgenesLinvolvedLinLsugarLuptakeXLglycolysisLandLlactateLproductionLinLuorynebacteriumL
glutamicumZLFuturemMicrobiologyXL2010XLfXLbehfYib 2.9 5
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76 SugarLtransportersLinLefficientLutilizationLofLmixedLsugarLsubstrateslLcurrentLknowledgeLandL
outlookZLAppliedmMicrobiologymandmBiotechnologyXL2010XLifXLehbYia 5.7 97

75 XylitolLproductionLbyLrecombinantLuorynebacteriumLglutamicumLunderLoxygenLdeprivationZLAppliedm
MicrobiologymandmBiotechnologyXL2010XLigXLbafhYgg 5.7 80

74 wngineeringLofLsugarLmetabolismLofLuorynebacteriumLglutamicumLforLproductionLofLaminoLacidL
âYalanineLunderLoxygenLdeprivationZLAppliedmMicrobiologymandmBiotechnologyXL2010XLihXLbfkYgf 5.7 81

73 uharacterizationLofLaLceYkbLplasmidLpuyRcLnewlyLisolatedLfromLuorynebacteriumLglutamicumZL
AppliedmMicrobiologymandmBiotechnologyXL2010XLihXLbiffYgg 5.7 12

72 RegulationLofLexpressionLofLgenesLinvolvedLinLquinateLandLshikimateLutilizationLinLuorynebacteriumL
glutamicumZLAppliedmandmEnvironmentalmMicrobiologyXL2009XLhfXLdegbYi 4.8 43

71 RegulationLofLquinoneLoxidoreductaseLbyLtheLredoxYsensingLtranscriptionalLregulatorLQorRLinL
uorynebacteriumLglutamicumZLJournalmofmBiologicalmChemistryXL2009XLcieXLbghdgYbghec 5.4 32

70 IdentificationLandLfunctionalLanalysisLofLtheLgeneLclusterLforLâYarabinoseLutilizationLinL
uorynebacteriumLglutamicumZLAppliedmandmEnvironmentalmMicrobiologyXL2009XLhfXLdebkYck 4.8 61

69 RegulationLofLuorynebacteriumLglutamicumLheatLshockLresponseLbyLtheLextracytoplasmicYfunctionL
sigmaLfactorLSigzLandLtranscriptionalLregulatorsLzspRLandLzrcsZLJournalmofmBacteriologyXL2009XLbkbXLckgeYhc3.5 63

68 ScanningLtheLuorynebacteriumLglutamicumLRLgenomeLforLhighYefficiencyLsecretionLsignalL
sequencesZLMicrobiologymvUnitedmKingdomwXL2009XLbffXLhebYhfa 2.9 53

67 IdentificationLofLaLsecondLbetaYglucosideLphosphoenolpyruvatelLcarbohydrateLphosphotransferaseL
systemLinLuorynebacteriumLglutamicumLRZLMicrobiologymvUnitedmKingdomwXL2009XLbffXLdgfcYdgga 2.9 15

66 uharacterizationLofLaLnewLcZeYkbLplasmidLofLuorynebacteriumLcaseiLandLdevelopmentLofLstableL
corynebacterialLcloningLvectorZLAppliedmMicrobiologymandmBiotechnologyXL2009XLibXLbbahYbf 5.7 16

65 IdentificationLofLnewLsecretedLproteinsLandLsecretionLofLheterologousLamylaseLbyLuZLglutamicumZL
AppliedmMicrobiologymandmBiotechnologyXL2009XLicXLekbYfaa 5.7 22

64
βolecularLmechanismLofLSugRYmediatedLsugarYdependentLexpressionLofLtheLldhsLgeneLencodingL
âYlactateLdehydrogenaseLinLuorynebacteriumLglutamicumZLAppliedmMicrobiologymandmBiotechnologyXL
2009XLidXLdbfYch

5.7 33

63 wngineeringLofLpentoseLtransportLinLuorynebacteriumLglutamicumLtoLimproveLsimultaneousL
utilizationLofLmixedLsugarsZLAppliedmMicrobiologymandmBiotechnologyXL2009XLifXLbafYbf 5.7 90

62
TheLldhsLgeneXLencodingLfermentativeLâYlactateLdehydrogenaseLofLuorynebacteriumLglutamicumXLisL
underLtheLcontrolLofLpositiveLfeedbackLregulationLmediatedLbyLâldRZLJournalmofmBacteriologyXL2009XL
bkbXLecfbYi

3.5 33

61
InvolvementLofLtheLâuxRYtypeLtranscriptionalLregulatorLRamsLinLregulationLofLexpressionLofLtheL
gapsLgeneXLencodingLglyceraldehydeYdYphosphateLdehydrogenaseLofLuorynebacteriumL
glutamicumZLJournalmofmBacteriologyXL2009XLbkbXLkgiYhh

3.5 40

60 vivSXLaLnovelLSOSYinducibleLcellYdivisionLsuppressorLinLuorynebacteriumLglutamicumZLMolecularm
MicrobiologyXL2008XLghXLfkhYgai 4.1 47

59 TechnologicalLoptionsLforLbiologicalLfuelLethanolZLJournalmofmMolecularmMicrobiologymandm
BiotechnologyXL2008XLbfXLbgYda 0.9 33

(2008-2010)
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58
wffectLofLcarbonLsourceLavailabilityLandLgrowthLphaseLonLexpressionLofLuorynebacteriumL
glutamicumLgenesLinvolvedLinLtheLtricarboxylicLacidLcycleLandLglyoxylateLbypassZLMicrobiologym
vUnitedmKingdomwXL2008XLbfeXLdahdYdaid

2.9 40

57 RegulationLofLtheLexpressionLofLphosphoenolpyruvatelLcarbohydrateLphosphotransferaseLsystemL
TPTSULgenesLinLuorynebacteriumLglutamicumLRZLMicrobiologymvUnitedmKingdomwXL2008XLbfeXLcgeYche 2.9 46

56
yroupLcLsigmaLfactorLSigtLofLuorynebacteriumLglutamicumLpositivelyLregulatesLglucoseL
metabolismLunderLconditionsLofLoxygenLdeprivationZLAppliedmandmEnvironmentalmMicrobiologyXL2008XL
heXLfbegYfc

4.8 48

55 TranscriptionLofLuorynebacteriumLglutamicumLgenesLinvolvedLinLtricarboxylicLacidLcycleLandL
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