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l Paper IF Citations

165 snLefficientLsuccinicLacidLproductionLprocessLinLaLmetabolicallyLengineeredLuorynebacteriumL
glutamicumLstrainZLAppliedmMicrobiologymandmBiotechnologyXL2008XLibXLefkYge 5.7 332

164 wxpressionLofLulostridiumLacetobutylicumLbutanolLsyntheticLgenesLinLwscherichiaLcoliZLAppliedm
MicrobiologymandmBiotechnologyXL2008XLhhXLbdafYbg 5.7 309

163 βetabolicLanalysisLofLuorynebacteriumLglutamicumLduringLlactateLandLsuccinateLproductionsLunderL
oxygenLdeprivationLconditionsZLJournalmofmMolecularmMicrobiologymandmBiotechnologyXL2004XLhXLbicYkg 0.9 291

162 βetabolicLengineeringLofLuorynebacteriumLglutamicumLforLfuelLethanolLproductionLunderL
oxygenYdeprivationLconditionsZLJournalmofmMolecularmMicrobiologymandmBiotechnologyXL2004XLiXLcedYfe 0.9 243

161 uomparativeLanalysisLofLtheLuorynebacteriumLglutamicumLgroupLandLcompleteLgenomeLsequenceL
ofLstrainLRZLMicrobiologymvUnitedmKingdomwXL2007XLbfdXLbaecYbafi 2.9 212

160 ProductionLofLorganicLacidsLbyLuorynebacteriumLglutamicumLunderLoxygenLdeprivationZLAppliedm
MicrobiologymandmBiotechnologyXL2005XLgiXLehfYia 5.7 202

159 wngineeringLofLaLxyloseLmetabolicLpathwayLinLuorynebacteriumLglutamicumZLAppliedmandm
EnvironmentalmMicrobiologyXL2006XLhcXLdebiYci 4.8 193

158 wnhancedLhydrogenLproductionLfromLformicLacidLbyLformateLhydrogenLlyaseYoverexpressingL
wscherichiaLcoliLstrainsZLAppliedmandmEnvironmentalmMicrobiologyXL2005XLhbXLghgcYi 4.8 180

157 ProductionLofLvYlacticLacidLbyLuorynebacteriumLglutamicumLunderLoxygenLdeprivationZLAppliedm
MicrobiologymandmBiotechnologyXL2008XLhiXLeekYfe 5.7 179

156 tacterialLphosphotransferaseLsystemLTPTSULinLcarbohydrateLuptakeLandLcontrolLofLcarbonL
metabolismZLJournalmofmBiosciencemandmBioengineeringXL2001XLkcXLfacYfbh 3.3 135

155 wffectLofLlignocelluloseYderivedLinhibitorsLonLgrowthLofLandLethanolLproductionLbyLgrowthYarrestedL
uorynebacteriumLglutamicumLRZLAppliedmandmEnvironmentalmMicrobiologyXL2007XLhdXLcdekYfd 4.8 131

154 TranscriptionalLprofilingLofLuorynebacteriumLglutamicumLmetabolismLduringLorganicLacidL
productionLunderLoxygenLdeprivationLconditionsZLMicrobiologymvUnitedmKingdomwXL2007XLbfdXLcekbYcfae 2.9 123

153 wngineeringLofLanLâYarabinoseLmetabolicLpathwayLinLuorynebacteriumLglutamicumZLAppliedm
MicrobiologymandmBiotechnologyXL2008XLhhXLbafdYgc 5.7 118

152 wnhancedLhydrogenLproductionLfromLglucoseLusingLldhYLandLfrdYinactivatedLwscherichiaLcoliLstrainsZL
AppliedmMicrobiologymandmBiotechnologyXL2006XLhdXLghYhc 5.7 115

151 snaerobicLgrowthLofLuorynebacteriumLglutamicumLusingLnitrateLasLaLterminalLelectronLacceptorZL
AppliedmMicrobiologymandmBiotechnologyXL2007XLhfXLiikYkh 5.7 107

150 ImprovementLofLtheLredoxLbalanceLincreasesLâYvalineLproductionLbyLuorynebacteriumLglutamicumL
underLoxygenLdeprivationLconditionsZLAppliedmandmEnvironmentalmMicrobiologyXL2012XLhiXLigfYhf 4.8 97

149 SugarLtransportersLinLefficientLutilizationLofLmixedLsugarLsubstrateslLcurrentLknowledgeLandL
outlookZLAppliedmMicrobiologymandmBiotechnologyXL2010XLifXLehbYia 5.7 97
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148 wngineeringLofLuorynebacteriumLglutamicumLforLhighYyieldLâYvalineLproductionLunderLoxygenL
deprivationLconditionsZLAppliedmandmEnvironmentalmMicrobiologyXL2013XLhkXLbcfaYh 4.8 92

147 wngineeringLofLpentoseLtransportLinLuorynebacteriumLglutamicumLtoLimproveLsimultaneousL
utilizationLofLmixedLsugarsZLAppliedmMicrobiologymandmBiotechnologyXL2009XLifXLbafYbf 5.7 90

146 StrainLoptimizationLforLefficientLisobutanolLproductionLusingLuorynebacteriumLglutamicumLunderL
oxygenLdeprivationZLBiotechnologymandmBioengineeringXL2013XLbbaXLckdiYei 4.9 86

145 zighYthroughputLtransposonLmutagenesisLofLuorynebacteriumLglutamicumLandLconstructionLofLaL
singleYgeneLdisruptantLmutantLlibraryZLAppliedmandmEnvironmentalmMicrobiologyXL2006XLhcXLdhfaYf 4.8 82

144 wngineeringLofLsugarLmetabolismLofLuorynebacteriumLglutamicumLforLproductionLofLaminoLacidL
âYalanineLunderLoxygenLdeprivationZLAppliedmMicrobiologymandmBiotechnologyXL2010XLihXLbfkYgf 5.7 81

143 σewLmultipleYdeletionLmethodLforLtheLuorynebacteriumLglutamicumLgenomeXLusingLaLmutantLloxL
sequenceZLAppliedmandmEnvironmentalmMicrobiologyXL2005XLhbXLiehcYia 4.8 81

142 XylitolLproductionLbyLrecombinantLuorynebacteriumLglutamicumLunderLoxygenLdeprivationZLAppliedm
MicrobiologymandmBiotechnologyXL2010XLigXLbafhYgg 5.7 80

141 SimultaneousLutilizationLofLvYcellobioseXLvYglucoseXLandLvYxyloseLbyLrecombinantLuorynebacteriumL
glutamicumLunderLoxygenYdeprivedLconditionsZLAppliedmMicrobiologymandmBiotechnologyXL2008XLibXLgkbYk 5.7 75

140
sLsingleLVdbhsLorLVdbhβLsubstitutionLinLwnzymeLIILofLaLnewlyLidentifiedLbetaYglucosideL
phosphotransferaseLandLutilizationLsystemLofLuorynebacteriumLglutamicumLRLextendsLitsL
specificityLtowardsLcellobioseZLMicrobiologymvUnitedmKingdomwXL2003XLbekXLbfgkYbfia

2.9 71

139
OverexpressionLofLgenesLencodingLglycolyticLenzymesLinLuorynebacteriumLglutamicumLenhancesL
glucoseLmetabolismLandLalanineLproductionLunderLoxygenLdeprivationLconditionsZLAppliedmandm
EnvironmentalmMicrobiologyXL2012XLhiXLeeehYfh

4.8 70

138 ProductionLofLisopropanolLbyLmetabolicallyLengineeredLwscherichiaLcoliZLAppliedmMicrobiologymandm
BiotechnologyXL2008XLhhXLbcbkYce 5.7 68

137 βetabolicLengineeringLofLuorynebacteriumLglutamicumLforLshikimateLoverproductionLbyL
growthYarrestedLcellLreactionZLMetabolicmEngineeringXL2016XLdiXLcaeYcbg 9.7 66

136 RegulationLofLuorynebacteriumLglutamicumLheatLshockLresponseLbyLtheLextracytoplasmicYfunctionL
sigmaLfactorLSigzLandLtranscriptionalLregulatorsLzspRLandLzrcsZLJournalmofmBacteriologyXL2009XLbkbXLckgeYhc3.5 63

135 âargeYscaleLengineeringLofLtheLuorynebacteriumLglutamicumLgenomeZLAppliedmandmEnvironmentalm
MicrobiologyXL2005XLhbXLddgkYhc 4.8 62

134 βetabolicLengineeringLforLimprovedLproductionLofLethanolLbyLuorynebacteriumLglutamicumZL
AppliedmMicrobiologymandmBiotechnologyXL2015XLkkXLbbgfYhc 5.7 61

133 IdentificationLandLfunctionalLanalysisLofLtheLgeneLclusterLforLâYarabinoseLutilizationLinL
uorynebacteriumLglutamicumZLAppliedmandmEnvironmentalmMicrobiologyXL2009XLhfXLdebkYck 4.8 61

132 ThermalLandLsolventLstressLcrossYtoleranceLconferredLtoLuorynebacteriumLglutamicumLbyLadaptiveL
laboratoryLevolutionZLAppliedmandmEnvironmentalmMicrobiologyXL2015XLibXLccieYki 4.8 57

131 OxyRLactsLasLaLtranscriptionalLrepressorLofLhydrogenLperoxideYinducibleLantioxidantLgenesLinL
uorynebacteriumLglutamicumLRZLFEBSmJournalXL2013XLciaXLdckiYdbc 5.7 53

(2013-2013)
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130 ScanningLtheLuorynebacteriumLglutamicumLRLgenomeLforLhighYefficiencyLsecretionLsignalL
sequencesZLMicrobiologymvUnitedmKingdomwXL2009XLbffXLhebYhfa 2.9 53

129 βetabolicLengineeringLofLbXcYpropanediolLpathwaysLinLuorynebacteriumLglutamicumZLAppliedm
MicrobiologymandmBiotechnologyXL2011XLkaXLbhcbYk 5.7 48

128
yroupLcLsigmaLfactorLSigtLofLuorynebacteriumLglutamicumLpositivelyLregulatesLglucoseL
metabolismLunderLconditionsLofLoxygenLdeprivationZLAppliedmandmEnvironmentalmMicrobiologyXL2008XL
heXLfbegYfc

4.8 48

127 βanipulatingLcorynebacteriaXLfromLindividualLgenesLtoLchromosomesZLAppliedmandmEnvironmentalm
MicrobiologyXL2005XLhbXLhgddYec 4.8 48

126 TheLptsILgeneLencodingLenzymeLILofLtheLphosphotransferaseLsystemLofLuorynebacteriumL
glutamicumZLBiochemicalmandmBiophysicalmResearchmCommunicationsXL2001XLcikXLbdahYbd 3.4 48

125 IsolationLandLcharacterizationLofLISdbidbXLaLtransposableLelementLfromLuorynebacteriumL
glutamicumZLMolecularmMicrobiologyXL1994XLbbXLhdkYeg 4.1 48

124 vivSXLaLnovelLSOSYinducibleLcellYdivisionLsuppressorLinLuorynebacteriumLglutamicumZLMolecularm
MicrobiologyXL2008XLghXLfkhYgai 4.1 47

123 snalysesLofLtheLacetateYproducingLpathwaysLinLuorynebacteriumLglutamicumLunderL
oxygenYdeprivedLconditionsZLAppliedmMicrobiologymandmBiotechnologyXL2007XLhhXLifdYga 5.7 47

122 RegulationLofLtheLexpressionLofLphosphoenolpyruvatelLcarbohydrateLphosphotransferaseLsystemL
TPTSULgenesLinLuorynebacteriumLglutamicumLRZLMicrobiologymvUnitedmKingdomwXL2008XLbfeXLcgeYche 2.9 46

121
ProductionLofLeYzydroxybenzoicLscidLbyLanLserobicLyrowthYsrrestedLtioprocessLUsingL
βetabolicallyLwngineeredLuorynebacteriumLglutamicumZLAppliedmandmEnvironmentalmMicrobiologyXL
2018XLieXL

4.8 45

120 yenomeYwideLidentificationLofLinLvivoLbindingLsitesLofLylxRXLaLcyclicLsβPLreceptorLproteinYtypeL
regulatorLinLuorynebacteriumLglutamicumZLJournalmofmBacteriologyXL2011XLbkdXLebcdYdd 3.5 45

119
RegulationLofLexpressionLofLgeneralLcomponentsLofLtheLphosphoenolpyruvatelLcarbohydrateL
phosphotransferaseLsystemLTPTSULbyLtheLglobalLregulatorLSugRLinLuorynebacteriumLglutamicumZL
AppliedmMicrobiologymandmBiotechnologyXL2008XLhiXLdakYbi

5.7 44

118 zighLyieldLsecretionLofLheterologousLproteinsLinLuorynebacteriumLglutamicumLusingLitsLownL
TatYtypeLsignalLsequenceZLAppliedmMicrobiologymandmBiotechnologyXL2011XLkbXLghhYih 5.7 43

117 RegulationLofLexpressionLofLgenesLinvolvedLinLquinateLandLshikimateLutilizationLinLuorynebacteriumL
glutamicumZLAppliedmandmEnvironmentalmMicrobiologyXL2009XLhfXLdegbYi 4.8 43

116
OverexpressionLofLtheLphosphofructokinaseLencodingLgeneLisLcrucialLforLachievingLhighLproductionL
ofLvYlactateLinLuorynebacteriumLglutamicumLunderLoxygenLdeprivationZLAppliedmMicrobiologymandm
BiotechnologyXL2015XLkkXLeghkYik

5.7 42

115 wfficientLinductionLofLformateLhydrogenLlyaseLofLaerobicallyLgrownLwscherichiaLcoliLinLaLthreeYstepL
biohydrogenLproductionLprocessZLAppliedmMicrobiologymandmBiotechnologyXL2007XLheXLhfeYga 5.7 42

114 wxpressionLofLuorynebacteriumLglutamicumLglycolyticLgenesLvariesLwithLcarbonLsourceLandLgrowthL
phaseZLMicrobiologymvUnitedmKingdomwXL2007XLbfdXLcbkaYccac 2.9 42

113 ure_loxPYmediatedLdeletionLsystemLforLlargeLgenomeLrearrangementsLinLuorynebacteriumL
glutamicumZLAppliedmMicrobiologymandmBiotechnologyXL2005XLghXLccfYdd 5.7 41
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112
RecentLadvancesLinLmetabolicLengineeringLofLuorynebacteriumLglutamicumLforLbioproductionLofL
valueYaddedLaromaticLchemicalsLandLnaturalLproductsZLAppliedmMicrobiologymandmBiotechnologyXL2018
XLbacXLigifYihaf

5.7 40

111
InvolvementLofLtheLâuxRYtypeLtranscriptionalLregulatorLRamsLinLregulationLofLexpressionLofLtheL
gapsLgeneXLencodingLglyceraldehydeYdYphosphateLdehydrogenaseLofLuorynebacteriumL
glutamicumZLJournalmofmBacteriologyXL2009XLbkbXLkgiYhh

3.5 40

110
wffectLofLcarbonLsourceLavailabilityLandLgrowthLphaseLonLexpressionLofLuorynebacteriumL
glutamicumLgenesLinvolvedLinLtheLtricarboxylicLacidLcycleLandLglyoxylateLbypassZLMicrobiologym
vUnitedmKingdomwXL2008XLbfeXLdahdYdaid

2.9 40

109 wfficientLmarkerlessLgeneLreplacementLinLuorynebacteriumLglutamicumLusingLaLnewL
temperatureYsensitiveLplasmidZLJournalmofmMicrobiologicalmMethodsXL2011XLifXLbffYgd 2.8 38

108 βultipleLlargeLsegmentLdeletionLmethodLforLuorynebacteriumLglutamicumZLAppliedmMicrobiologym
andmBiotechnologyXL2005XLgkXLbfbYgb 5.7 38

107
TranscriptionallyLregulatedLadhsLgeneLencodesLalcoholLdehydrogenaseLrequiredLforLethanolLandL
nYpropanolLutilizationLinLuorynebacteriumLglutamicumLRZLAppliedmMicrobiologymandmBiotechnologyXL
2007XLhgXLbdehYfg

5.7 37

106 uorynebacteriumLglutamicumLglyceraldehydeYdYphosphateLdehydrogenaseLisoformsLwithLoppositeXL
sTPYdependentLregulationZLJournalmofmMolecularmMicrobiologymandmBiotechnologyXL2004XLiXLkbYbad 0.9 37

105 PostgenomicLapproachesLtoLusingLcorynebacteriaLasLbiocatalystsZLAnnualmReviewmofmMicrobiologyXL
2012XLggXLfcbYfa 17.5 35

104 TranscriptionalLregulatorsLofLmultipleLgenesLinvolvedLinLcarbonLmetabolismLinLuorynebacteriumL
glutamicumZLJournalmofmBiotechnologyXL2011XLbfeXLbbeYcf 3.7 35

103 srnRXLaLnovelLtranscriptionalLregulatorXLrepressesLexpressionLofLtheLnar²yz ILoperonLinL
uorynebacteriumLglutamicumZLJournalmofmBacteriologyXL2008XLbkaXLdcgeYhd 3.5 34

102
wxpressionLofLtheLgapsLgeneLencodingLglyceraldehydeYdYphosphateLdehydrogenaseLofL
uorynebacteriumLglutamicumLisLregulatedLbyLtheLglobalLregulatorLSugRZLAppliedmMicrobiologymandm
BiotechnologyXL2008XLibXLckbYdab

5.7 34

101 ReplacementLRecombinationLinuoryneformtacterialLzighLwfficiencyLIntegrationLRequirementLforL
σonYmethylatedLPlasmidLvσsZLBioscience,mBiotechnologymandmBiochemistryXL1993XLfhXLcadgYcadi 2.1 34

100 TransposonLmutagenesisLofLcoryneformLbacteriaZLMolecularmGeneticsmandmGenomicsXL1994XLcefXLdkhYeaf 34

99 ProductionLofLparaYaminobenzoateLbyLgeneticallyLengineeredLuorynebacteriumLglutamicumLandL
nonYbiologicalLformationLofLanLσYglucosylLbyproductZLMetabolicmEngineeringXL2016XLdiXLdccYdda 9.7 34

98
βolecularLmechanismLofLSugRYmediatedLsugarYdependentLexpressionLofLtheLldhsLgeneLencodingL
âYlactateLdehydrogenaseLinLuorynebacteriumLglutamicumZLAppliedmMicrobiologymandmBiotechnologyXL
2009XLidXLdbfYch

5.7 33

97
TheLldhsLgeneXLencodingLfermentativeLâYlactateLdehydrogenaseLofLuorynebacteriumLglutamicumXLisL
underLtheLcontrolLofLpositiveLfeedbackLregulationLmediatedLbyLâldRZLJournalmofmBacteriologyXL2009XL
bkbXLecfbYi

3.5 33

96 TechnologicalLoptionsLforLbiologicalLfuelLethanolZLJournalmofmMolecularmMicrobiologymandm
BiotechnologyXL2008XLbfXLbgYda 0.9 33

95 IdentificationLofLaLgeneLencodingLaLtransporterLessentialLforLutilizationLofLueLdicarboxylatesLinL
uorynebacteriumLglutamicumZLAppliedmandmEnvironmentalmMicrobiologyXL2008XLheXLfckaYg 4.8 33

(2008-2018)
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94 RegulationLofLquinoneLoxidoreductaseLbyLtheLredoxYsensingLtranscriptionalLregulatorLQorRLinL
uorynebacteriumLglutamicumZLJournalmofmBiologicalmChemistryXL2009XLcieXLbghdgYbghec 5.4 32

93 ImplementingLbiofuelsLonLaLglobalLscaleZLNaturemBiotechnologyXL2006XLceXLhgbYe 44.5 32

92 RhoLandLRσaseLplayLaLcentralLroleLinLxβσLriboswitchLregulationLinLuorynebacteriumLglutamicumZL
NucleicmAcidsmResearchXL2015XLedXLfcaYk 20.1 30

91 veletionLofLcgR_bfkgLandLcgR_cahaXLencodingLσlpu_PgaLproteinsXLcausesLaLdefectLinLcellLseparationL
inLuorynebacteriumLglutamicumLRZLJournalmofmBacteriologyXL2008XLbkaXLicaeYbe 3.5 29

90 ReactionsLupstreamLofLglycerateYbXdYbisphosphateLdriveLuorynebacteriumLglutamicumLTvUYlactateL
productivityLunderLoxygenLdeprivationZLAppliedmMicrobiologymandmBiotechnologyXL2013XLkhXLggkdYhad 5.7 27

89 wlectroporationYtransformationLsystemLforLcoryneformLbacteriaLbyLauxotrophicLcomplementationZZL
AgriculturalmandmBiologicalmChemistryXL1990XLfeXLeedYeeh 25

88
IdentificationLofLmannoseLuptakeLandLcatabolismLgenesLinLuorynebacteriumLglutamicumLandL
geneticLengineeringLforLsimultaneousLutilizationLofLmannoseLandLglucoseZLAppliedmMicrobiologymandm
BiotechnologyXL2011XLikXLbkafYbg

5.7 24

87 RandomLsegmentLdeletionLbasedLonLISdbidbLandLure_loxPLexcisionLsystemLinLuorynebacteriumL
glutamicumZLAppliedmMicrobiologymandmBiotechnologyXL2007XLheXLbdddYeb 5.7 24

86 IsolationLandLmolecularLcharacterizationLofLpβybgaXLaLmobilizableLcrypticLplasmidLfromL
RhodobacterLblasticusZLAppliedmandmEnvironmentalmMicrobiologyXL2003XLgkXLhcfYdd 4.8 23

85 wxpandingLtheLregulatoryLnetworkLgovernedLbyLtheLextracytoplasmicLfunctionLsigmaLfactorLˇ�zLinL
uorynebacteriumLglutamicumZLJournalmofmBacteriologyXL2015XLbkhXLeidYkg 3.5 22

84
uhorismateYdependentLtranscriptionalLregulationLofLquinate_shikimateLutilizationLgenesLbyL
âysRYtypeLtranscriptionalLregulatorLQsuRLinLuorynebacteriumLglutamicumlLcarbonLflowLcontrolLatL
metabolicLbranchLpointZLMolecularmMicrobiologyXL2014XLkcXLdfgYgi

4.1 22

83 uharacterizationLofLtheLmannitolLcatabolicLoperonLofLuorynebacteriumLglutamicumZLAppliedm
MicrobiologymandmBiotechnologyXL2011XLkbXLbdhfYih 5.7 22

82 IdentificationLofLnewLsecretedLproteinsLandLsecretionLofLheterologousLamylaseLbyLuZLglutamicumZL
AppliedmMicrobiologymandmBiotechnologyXL2009XLicXLekbYfaa 5.7 22

81 VectorsLforLyeneticLwngineeringLofLuorynebacteriaZLACSmSymposiummSeriesXL2003XLbhfYbkb 0.4 22

80 sLnovelLredoxYsensingLtranscriptionalLregulatorLuyeRLcontrolsLexpressionLofLanLOldLYellowLwnzymeL
familyLproteinLinLuorynebacteriumLglutamicumZLMicrobiologymvUnitedmKingdomwXL2010XLbfgXLbddfYbdeb 2.9 21

79 viversityLofLmetabolicLshiftLinLresponseLtoLoxygenLdeprivationLinLuorynebacteriumLglutamicumLandL
itsLcloseLrelativesZLAppliedmMicrobiologymandmBiotechnologyXL2011XLkaXLbafbYgb 5.7 20

78 RegulationLofLtheLexpressionLofLgenesLinvolvedLinLσsvLdeLnovoLbiosynthesisLinLuorynebacteriumL
glutamicumZLAppliedmandmEnvironmentalmMicrobiologyXL2010XLhgXLfeiiYkf 4.8 20

77 SiteYdirectedLintegrationLsystemLusingLaLcombinationLofLmutantLloxLsitesLforLuorynebacteriumL
glutamicumZLAppliedmMicrobiologymandmBiotechnologyXL2007XLhhXLihbYi 5.7 20
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76 RegulonsLofLglobalLtranscriptionLfactorsLinLuorynebacteriumLglutamicumZLAppliedmMicrobiologymandm
BiotechnologyXL2016XLbaaXLefYga 5.7 18

75 uharacterizationLofLshikimateLdehydrogenaseLhomologuesLofLuorynebacteriumLglutamicumZL
AppliedmMicrobiologymandmBiotechnologyXL2013XLkhXLibdkYek 5.7 18

74 IdentificationLofLaLzsvLsuperfamilyLphosphataseXLzdpsXLinvolvedLinLbXdYdihydroxyacetoneL
productionLduringLsugarLcatabolismLinLuorynebacteriumLglutamicumZLFEBSmLettersXL2012XLfigXLecciYdc 3.8 18

73
TranscriptionalLregulationLofLuorynebacteriumLglutamicumLmethionineLbiosynthesisLgenesLinL
responseLtoLmethionineLsupplementationLunderLoxygenLdeprivationZLAppliedmMicrobiologymandm
BiotechnologyXL2008XLibXLfafYbd

5.7 18

72
IsolationLandLcharacterizationLofLaLnativeLcompositeLtransposonXLTnbehfbXLcarryingLbhZeLkilobasesL
ofLuorynebacteriumLglutamicumLchromosomalLvσsZLAppliedmandmEnvironmentalmMicrobiologyXL2005XL
hbXLeahYbg

4.8 18

71 InfluenceLofLSigtLinactivationLonLuorynebacteriumLglutamicumLproteinLsecretionZLAppliedm
MicrobiologymandmBiotechnologyXL2013XLkhXLekbhYcg 5.7 17

70 tiorefineryLspplicationsLofLuorynebacteriumLglutamicumZLMicrobiologymMonographsXL2013XLbekYbhc 0.8 17

69 ylucoseLconsumptionLrateLcriticallyLdependsLonLredoxLstateLinLuorynebacteriumLglutamicumLunderL
oxygenLdeprivationZLAppliedmMicrobiologymandmBiotechnologyXL2015XLkkXLffhdYic 5.7 16

68 uharacterizationLofLaLnewLcZeYkbLplasmidLofLuorynebacteriumLcaseiLandLdevelopmentLofLstableL
corynebacterialLcloningLvectorZLAppliedmMicrobiologymandmBiotechnologyXL2009XLibXLbbahYbf 5.7 16

67 yeneLexpressionLprofilingLofLuorynebacteriumLglutamicumLduringLsnaerobicLnitrateLrespirationlL
inductionLofLtheLSOSLresponseLforLcellLsurvivalZLJournalmofmBacteriologyXL2011XLbkdXLbdchYdd 3.5 16

66
IsobutanolLproductionLinLuorynebacteriumLglutamicumlLSuppressedLsuccinateLbyYproductionLbyL
pcksLinactivationLandLenhancedLproductivityLviaLtheLwntnerYvoudoroffLpathwayZLMetabolicm
EngineeringXL2020XLfkXLceYdf

9.7 16

65
uarbohydrateYbindingLpropertyLofLaLcellLwallLintegrityLandLstressLresponseLcomponentLTWSuUL
domainLofLanLalcoholLoxidaseLfromLtheLriceLblastLpathogenLPyriculariaLoryzaeZLEnzymemandmMicrobialm
TechnologyXL2019XLbcfXLbdYca

3.8 16

64 βetabolicLengineeringLofLuorynebacteriumLglutamicumLforLhyperproductionLofLpolymerYgradeLâYL
andLvYlacticLacidZLAppliedmMicrobiologymandmBiotechnologyXL2019XLbadXLddibYddkb 5.7 15

63 RσaseLIIILmediatedLcleavageLofLtheLcodingLregionLofLmraZLmRσsLisLrequiredLforLefficientLcellL
divisionLinLuorynebacteriumLglutamicumZLMolecularmMicrobiologyXL2016XLkkXLbbekYgg 4.1 15

62
wnhancedLylucoseLuonsumptionLandLOrganicLscidLProductionLbyLwngineeredLuorynebacteriumL
glutamicumLtasedLonLsnalysisLofLaLpfktbLveletionLβutantZLAppliedmandmEnvironmentalmMicrobiologyXL
2017XLidXL

4.8 15

61 xunctionalLuharacterizationLofLuorynebacteriumLalkanolyticumL˛†YXylosidaseLandLXylosideLstuL
TransporterLinLuorynebacteriumLglutamicumZLAppliedmandmEnvironmentalmMicrobiologyXL2015XLibXLebhdYid4.8 15

60 IdentificationLofLaLsecondLbetaYglucosideLphosphoenolpyruvatelLcarbohydrateLphosphotransferaseL
systemLinLuorynebacteriumLglutamicumLRZLMicrobiologymvUnitedmKingdomwXL2009XLbffXLdgfcYdgga 2.9 15

59 RegulationLofLtheLnitrateLreductaseLoperonLnar²yz ILbyLtheLcsβPYdependentLregulatorLylxRLinL
uorynebacteriumLglutamicumZLMicrobiologymvUnitedmKingdomwXL2011XLbfhXLcbYci 2.9 15

(2011-2016)
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58 wngineeringLtheLglycolyticLpathwaylLsLpotentialLapproachLforLimprovementLofLbiocatalystL
performanceZLBioengineeredXL2015XLgXLdciYde 5.7 14

57 InvolvementLofLregulatoryLinteractionsLamongLglobalLregulatorsLylxRXLSugRXLandLRamsLinL
expressionLofLramsLinLuorynebacteriumLglutamicumZLJournalmofmBacteriologyXL2013XLbkfXLbhbiYcg 3.5 14

56 uorynebacterium´ glutamicumLZurLactsLasLaLzincYsensingLtranscriptionalLrepressorLofLbothL
zincYinducibleLandLzincYrepressibleLgenesLinvolvedLinLzincLhomeostasisZLFEBSmJournalXL2012XLchkXLedifYkh5.7 14

55 âivingLcellLreactionLprocessLforlYisoleucineLandlYvalineLproductionZLJournalmofmIndustrialmMicrobiologyXL
1990XLfXLcikYckd 14

54 TranscriptionLofLuorynebacteriumLglutamicumLgenesLinvolvedLinLtricarboxylicLacidLcycleLandL
glyoxylateLcycleZLJournalmofmMolecularmMicrobiologymandmBiotechnologyXL2008XLbfXLcgeYhg 0.9 13

53
wxtracytoplasmicLfunctionLsigmaLfactorLˇ�LconfersLresistanceLtoLenvironmentalLstressLbyLenhancingL
mycolateLsynthesisLandLmodifyingLpeptidoglycanLstructuresLinLuorynebacteriumLglutamicumZL
MolecularmMicrobiologyXL2018XLbahXLdbcYdck

4.1 13

52
PromiscuousLactivityLofLTSXSUYbutanediolLdehydrogenaseLisLresponsibleLforLglycerolLproductionLfromL
bXdYdihydroxyacetoneLinLuorynebacteriumLglutamicumLunderLoxygenYdeprivedLconditionsZLAppliedm
MicrobiologymandmBiotechnologyXL2015XLkkXLbechYdd

5.7 12

51 TheLextracytoplasmicLfunctionLˇ�LfactorLˇ�TuULregulatesLexpressionLofLaLbranchedLquinolLoxidationL
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