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Ontogeny and function of the circadian clock in intestinal organoids. EMBO Journal, 2022, 41, e106973.

Analysis of Diurnal Variations in Heart Rate: Potential Applications for Chronobiology and
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<i>duper</i>is a null mutation of Cryptochrome 1 in Syrian hamsters. Proceedings of the National
Academy of Sciences of the United States of America, 2022, 119, e2123560119.

Short-term exposure to intermittent hypoxia leads to changes in gene expression seen in chronic

pulmonary disease. ElLife, 2021, 10, . 6.0 22

Chronic jetlag-induced alterations in pancreatic diurnal gene expression. Physiological Genomics,
2021, 53, 319-335.

The Circadian Clock Gene, Bmall, Regulates Intestinal Stem Cell Signaling and Represses Tumor
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Intermittent Hypoxia Alters the Circadian Expression of Clock Genes in Mouse Brain and Liver. Genes,
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Normalized coefficient of variation (nCV): a method to evaluate circadian clock robustness in

population scale data. Bioinformatics, 2021, 37, 4581-4583. 41 13

A population-based gene expression signature of molecular clock phase from a single epidermal
sample. Genome Medicine, 2020, 12, 73.
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Genomea€wide effect of pulmonary airway epithelial cella€“specific <i>Bmall</i> deletion. FASEB Journal, 0.5 40
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Shift Work Disrupts Circadian Regulation of the Transcriptome in Hospital Nurses. Journal of
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Population-level rhythms in human skin with implications for circadian medicine. Proceedings of the
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A database of tissue-specific rhythmically expressed human genes has potential applications in
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Circadian Dysregulation: The Next Frontier in Obstructive Sleep Apnea Research. Otolaryngology -
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Cisplatin-DNA adduct repair of transcribed genes is controlled by two circadian programs in mouse
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Clock Regulation of Metabolites Reveals Coupling between Transcription and Metabolism. Cell
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