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48 VirtualOChIPgsequOpredictingOtranscriptionOfactorObindingObyOlearningOfromOtheOtranscriptomehO
GenometBiologyfO2022fOmnfO 18.3 1

47 GïoGHuOInternationalOpoliciesOandOstandardsOforOdataOsharingOacrossOgenomicOresearchOandO
healthcarehhOCelltGenomicsfO2021fOlfOlkkkmtglkkkmt 20

46 SegmentationOandOgenomeOannotationOalgorithmsOforOidentifyingOchromatinOstateOandOotherO
genomicOpatternshOPLoStComputationaltBiologyfO2021fOlrfOelkktomn 5 2

45 TumorgNaˆflveOMultimodalOProfilingOofOCirculatingOTumorODNïOinOHeadOandONeckOSquamousOCellO
CarcinomahOClinicaltCancertResearchfO2021fOmrfOomnkgomoo 12.9 9

44 ReproducibilityOstandardsOforOmachineOlearningOinOtheOlifeOscienceshONaturetMethodsfO2021fOlsfOllnmgllnp21.6 14

43 TransparencyOandOreproducibilityOinOartificialOintelligencehONaturefO2020fOpsqfOElogElq 50.4 85

42 FunctionalOannotationOofOhumanOlongOnoncodingORNïsOviaOmolecularOphenotypinghOGenomet
ResearchfO2020fOnkfOlkqkglkrm 9.7 41

41 ïOunifiedOencyclopediaOofOhumanOfunctionalODNïOelementsOthroughOfullyOautomatedOannotationOofO
lqoOhumanOcellOtypeshOGenometBiologyfO2019fOmkfOlsk 18.3 18

40 DNïmoduOtheODNïOmodificationOdatabasehOJournaltoftCheminformaticsfO2019fOllfOnk 8.6 29

39 MachineOLearningOforOIntegratingODataOinOBiologyOandOMedicineuOPrinciplesfOPracticefOandO
OpportunitieshOInformationtFusionfO2019fOpkfOrlgtl 16.7 170

38 OpportunitiesOandOobstaclesOforOdeepOlearningOinObiologyOandOmedicinehOJournaltoftthetRoyaltSocietyt
InterfacefO2018fOlpfO 4.1 780

37 ClassificationOandOinteractionOinOrandomOforestshOProceedingstoftthetNationaltAcademytoftSciencestoft
thetUnitedtStatestoftAmericafO2018fOllpfOlqtkglqtm 11.5 69

36 SegwayOmhkuOGaussianOmixtureOmodelsOandOminibatchOtraininghOBioinformaticsfO2018fOnofOqqtgqrl 7.2 23

35 TopOconsiderationsOforOcreatingObioinformaticsOsoftwareOdocumentationhOBriefingstintBioinformaticsfO
2018fOltfOqtngqtt 13.4 15

34 SensitiveOtumourOdetectionOandOclassificationOusingOplasmaOcellgfreeODNïOmethylomeshONaturefO2018
fOpqnfOprtgpsn 50.4 344

33 UmapOandOBismapuOquantifyingOgenomeOandOmethylomeOmappabilityhONucleictAcidstResearchfO2018fO
oqfOelmk 20.1 57

32 ChromNetuOLearningOtheOhumanOchromatinOnetworkOfromOallOENCODEOChIPgseqOdatahOGenomet
BiologyfO2016fOlrfOsm 18.3 26
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31 StatisticalOInferencefOLearningOandOModelsOinOBigODatahOInternationaltStatisticaltReviewfO2016fOsofOnrlgnst1.4 28

30 JointOannotationOofOchromatinOstateOandOchromatinOconformationOrevealsOrelationshipsOamongO
domainOtypesOandOidentifiesOdomainsOofOcellgtypegspecificOexpressionhOGenometResearchfO2015fOmpfOpoogpr9.7 50

29 DeterminingOtheOepigenomeOusingODNïOalonehONaturetMethodsfO2015fOlmfOltlgm 21.6

28 ExtendingOreferenceOassemblyOmodelshOGenometBiologyfO2015fOlqfOln 18.3 107

27 ComparativeOanalysisOofOmetazoanOchromatinOorganizationhONaturefO2014fOplmfOootgpm 50.4 265

26 IntegrativeOannotationOofOchromatinOelementsOfromOENCODEOdatahONucleictAcidstResearchfO2013fOolfOsmrgol20.1 383

25 ïnOintegratedOencyclopediaOofODNïOelementsOinOtheOhumanOgenomehONaturefO2012fOostfOprgro 50.4 11449

24 ChIPgseqOguidelinesOandOpracticesOofOtheOENCODEOandOmodENCODEOconsortiahOGenometResearchfO
2012fOmmfOlslngnl 9.7 1211

23 UnsupervisedOpatternOdiscoveryOinOhumanOchromatinOstructureOthroughOgenomicOsegmentationhO
NaturetMethodsfO2012fOtfOorngq 21.6 419

22 ïOuserasOguideOtoOtheOencyclopediaOofODNïOelementsObENCODEchOPLoStBiologyfO2011fOtfOelkklkoq 9.7 1060

21 ExploratoryOanalysisOofOgenomicOsegmentationsOwithOSegtoolshOBMCtBioinformaticsfO2011fOlmfOolp 3.6 14

20 TheOGenomedataOformatOforOstoringOlargegscaleOfunctionalOgenomicsOdatahOBioinformaticsfO2010fOmqfOlopsgt7.2 15

19 ïOdynamicOBayesianOnetworkOforOidentifyingOproteingbindingOfootprintsOfromOsingleOmoleculegbasedO
sequencingOdatahOBioinformaticsfO2010fOmqfOinnogom 7.2 37

18 ïnOeffectiveOmodelOforOnaturalOselectionOinOpromotershOGenometResearchfO2010fOmkfOqspgtm 9.7 22

17 EstimatingOtheOneutralOrateOofOnucleotideOsubstitutionOusingOintronshOMoleculartBiologytandt
EvolutionfO2007fOmofOpmmgnl 8.3 25

16 ïïNTuOtheOïminoOïcidgNucleotideOInteractionODatabasehONucleictAcidstResearchfO2004fOnmfODlrogsl 20.1 104

15 SequenceOandOcomparativeOanalysisOofOtheOchickenOgenomeOprovideOuniqueOperspectivesOonO
vertebrateOevolutionhONaturefO2004fOonmfOqtpgrlq 50.4 2143

14 SemigsupervisedOsegmentationOandOgenomeOannotation 1
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13 ModelingOmethylgsensitiveOtranscriptionOfactorOmotifsOwithOanOexpandedOepigeneticOalphabet 9

12 DNïmoduOtheODNïOmodificationOdatabase 6

11 ïOunifiedOencyclopediaOofOhumanOfunctionalODNïOelementsOthroughOfullyOautomatedOannotationOofO
lqoOhumanOcellOtypes 5

10 UmapOandOBismapuOquantifyingOgenomeOandOmethylomeOmappability 4

9 OpportunitiesOandOobstaclesOforOdeepOlearningOinObiologyOandOmedicine 45

8 VirtualOChIPgsequOpredictingOtranscriptionOfactorObindingObyOlearningOfromOtheOtranscriptome 12

7 BEHSTuOgenomicOsetOenrichmentOanalysisOenhancedOthroughOintegrationOofOchromatinOlonggrangeOinteractions 4

6 ViralOintegrationOtransformsOchromatinOtoOdriveOoncogenesis 2

5 UnsupervisedOanalysisOofOmultigexperimentOtranscriptomicOpatternsOwithOSegRNïOidentifiesO
unannotatedOtranscripts 2

4 FunctionalOïnnotationOofOHumanOLongONongCodingORNïsOviaOMolecularOPhenotyping 6

3 SemigautomatedOgenomeOannotationOusingOepigenomicOdataOandOSegway 1

2 FunctionalOannotationOofOhumanOlongOnoncodingORNïsOusingOchromatinOconformationOdata 1

1 SensitiveOandOreproducibleOcellgfreeOmethylomeOquantificationOwithOsyntheticOspikeginOcontrols 1
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