
Yongqiang Li

List of Publications by Year
in descending order

Source: https://exaly.com/author-pdf/4557649/publications.pdf

Version: 2024-02-01

16

papers

208

citations

7

h-index

1307594

14

g-index

1058476

17

all docs

17

docs citations

17

times ranked

284

citing authors



Yongqiang Li

2

# Article IF Citations

1 Identification of a novel alphaendornavirus fromÂ Lonicera maackii. Archives of Virology, 2022, 167,
675-679. 2.1 0

2 Complete genome sequence of peony leafroll-associated virus, a novel ampelovirus in subgroup I.
Archives of Virology, 2022, , . 2.1 2

3 Small RNA and Transcriptome Sequencing of a Symptomatic Peony Plant Reveals Mixed Infections with
Novel Viruses. Plant Disease, 2021, 105, 3816-3828. 1.4 9

4 Metagenomic Analysis of Marigold: Mixed Infection Including Two New Viruses. Viruses, 2021, 13, 1254. 3.3 3

5 First Report of Grapevine Virus T Infecting Grapevine in China. Plant Disease, 2020, 104, 1262-1262. 1.4 4

6 Diversity of viruses infecting sweet potato in Beijing based on small RNA deep sequencing and PCR
orÂ RT-PCR detection. Journal of General Plant Pathology, 2020, 86, 283-289. 1.0 0

7 First Report of Dahlia Latent Viroid Infecting Dahlia in China. Plant Disease, 2020, 104, 598. 1.4 2

8 Characterization of a highly divergent Sugarcane mosaic virus from Canna indica L. by deep
sequencing. BMC Microbiology, 2019, 19, 260. 3.3 4

9 Development of reverse transcription loopâ€•mediated isothermal amplification assay for sensitive and
rapid detection of <i>Hosta virus X</i>. Journal of Phytopathology, 2018, 166, 291-297. 1.0 2

10 Virome analysis of lily plants reveals a new potyvirus. Archives of Virology, 2018, 163, 1079-1082. 2.1 20

11 Characterization of a new badnavirus from Wisteria sinensis. Archives of Virology, 2017, 162, 2125-2129. 2.1 9

12 Characterization of apple stem grooving virus and apple chlorotic leaf spot virus identified in a crab
apple tree. Archives of Virology, 2017, 162, 1093-1097. 2.1 6

13 The first complete genome sequence of iris severe mosaic virus. Archives of Virology, 2016, 161,
1069-1072. 2.1 7

14 Characterization of siRNAs derived from cucumber green mottle mosaic virus in infected cucumber
plants. Archives of Virology, 2016, 161, 455-458. 2.1 28

15 Rapid and quantitative detection of Pythium inflatum by real-time fluorescence loop-mediated
isothermal amplification assay. European Journal of Plant Pathology, 2016, 144, 83-95. 1.7 8

16
Genome sequencing of adzuki bean ( <i>Vigna angularis</i> ) provides insight into high starch and low
fat accumulation and domestication. Proceedings of the National Academy of Sciences of the United
States of America, 2015, 112, 13213-13218.

7.1 104


