
Roberto Carvalheiro

ListkofkPublicationskbykCitations

Source:khttps://exaly.com/author-pdf/4552811/roberto-carvalheiro-publications-by-citations.pdf

Version:k2024-04-25k

Thiskdocumentkhaskbeenkgeneratedkbasedkonkthekpublicationskandkcitationskrecordedkbykexaly.com.kFork

theklatestkversionkofkthiskpublicationklistykvisitktheklinkkgivenkabove.

ThekthirdkcolumnkiskthekimpactkfactorktIFukofkthekjournalykandkthekfourthkcolumnkisktheknumberkofk

citationskofkthekarticle.

108
papers

1,600
citations

22
h-index

34
g-index

118
ext. papers

2,264
ext. citations

2.8
avg, IF

4.63
L-index



n Paper IF Citations

108 àenomedwidePassociationPstudyPforPbirthPweightPinPóellorePcattlePpointsPtoPpreviouslyPdescribedP
orthologousPgenesPaffectingPhumanPandPbovinePheightePBMCkGeneticscP2013cPhlcPmi 2.6 83

107 StudyPofPwholePgenomePlinkagePdisequilibriumPinPóellorePcattleePBMCkGenomicscP2013cPhlcPkgm 4.5 80

106 yccuracyPofPgenomicPpredictionsPinPzosPindicusPXóellore)PcattleePGeneticskSelectionkEvolutioncP2014cP
lncPho 4.9 60

105 yccuracyPofPgenotypePimputationPinPóelorePcattleePGeneticskSelectionkEvolutioncP2014cPlncPnq 4.9 51

104 àenomicPPredictionPyccuracyPforPResistancePygainstPinP×armedPRainbowPTroutePG3:kGenesykGenomesyk
GeneticscP2018cPpcPohqdoin 3.2 50

103 àenomedwidePassociationPbetweenPsinglePnucleotidePpolymorphismsPwithPbeefPfattyPacidPprofilePinP
óellorePcattlePusingPthePsinglePstepPprocedureePBMCkGenomicscP2016cPhocPihk 4.5 50

102 éinkagePdisequilibriumPlevelsPinPzosPindicusPandPzosPtaurusPcattlePusingPmediumPandPhighPdensityP
SóPPchipPdataPandPdifferentPminorPallelePfrequencyPdistributionsePLivestockkSciencecP2014cPhnncPhihdhki 1.7 49

101 àenomedWidePyssociationPStudyPforPândicatorPTraitsPofPSexualPPrecocityPinPóellorePCattleePPLoSkONE
cP2016cPhhcPeghmqmgi 3.7 49

100 SingledstepPgenomicPevaluationPimprovesPaccuracyPofPbreedingPvaluePpredictionsPforPresistancePtoP
infectiousPpancreaticPnecrosisPvirusPinPrainbowPtroutePGenomicscP2019cPhhhcPhiodhki 4.3 49

99 àenomedWidePyssociationPStudyPofPêeatPQualityPTraitsPinPóellorePCattleePPLoSkONEcP2016cPhhcPeghmoplm 3.7 47

98 yPcomparisonPofPstatisticalPmethodsPforPgenomicPselectionPinPaPmicePpopulationePBMCkGeneticscP2012
cPhkcPhgg 2.6 44

97 àenomedwidePCóVPanalysisPrevealsPvariantsPassociatedPwithPgrowthPtraitsPinPzosPindicusePBMCk
GenomicscP2016cPhocPlhq 4.5 44

96 yssessmentPofPautozygosityPinPóellorePcowsPXzosPindicus)PthroughPhighddensityPSóPPgenotypeseP
FrontierskinkGeneticscP2015cPncPm 4.5 43

95 zayesianPgenomedwidePassociationPanalysisPforPbodyPweightPinPfarmedPytlanticPsalmonPXSalmoPsalarP
ée)ePAnimalkGeneticscP2017cPlpcPnqpdogk 2.5 41

94 àenomicPpredictionPofPbreedingPvaluesPforPcarcassPtraitsPinPóellorePcattleePGeneticskSelectionk
EvolutioncP2016cPlpcPo 4.9 40

93 yPPéyàhPmutationPcontributedPtoPstaturePrecoveryPinPmodernPcattleePScientifickReportscP2017cPocPhohlg 4.9 32

92 yccuraciesPofPgenomicPpredictionPofPfeedPefficiencyPtraitsPusingPdifferentPpredictionPandPvalidationP
methodsPinPanPexperimentalPóelorePcattlePpopulationePJournalkofkAnimalkSciencecP2016cPqlcPknhkdknik 0.7 31

Roberto Carvalheiro

2



91 àenomedwidePmappingPofPlociPexplainingPvariancePinPscrotalPcircumferencePinPóellorePcattleePPLoSk
ONEcP2014cPqcPeppmnh 3.7 29

90 àenomedwidePassociationPstudyPofPreproductivePtraitsPinPóellorePheifersPusingPzayesianPinferenceeP
GeneticskSelectionkEvolutioncP2015cPlocPno 4.9 27

89 yccuracyPofPgenotypePimputationPandPgenomicPpredictionsPinPaPtwodgenerationPfarmedPytlanticP
salmonPpopulationPusingPhighddensityPandPlowddensityPSóPPpanelsePAquaculturecP2018cPlqhcPhlodhml 4.4 27

88 àenomedwidePassociationPstudyPprovidesPstrongPevidencePofPgenesPaffectingPthePreproductiveP
performancePofPóellorePbeefPcowsePPLoSkONEcP2017cPhicPeghopmmh 3.7 23

87 àenomePscanPforPpostmortemPcarcassPtraitsPinPóellorePcattleePJournalkofkAnimalkSciencecP2016cPqlcPlgpodlgqm0.7 22

86
StrategiesPforPsinglePnucleotidePpolymorphismPXSóP)PgenotypingPtoPenhancePgenotypePimputationP
inPàyrPXzosPindicus)PdairyPcattlerPComparisonPofPcommerciallyPavailablePSóPPchipsePJournalkofkDairyk
SciencecP2015cPqpcPlqnqdpq

4 21

85 àeneticPvariabilityPofPresidualPvariancePofPproductionPtraitsPinPóellorePbeefPcattleePLivestockkSciencecP
2011cPhlicPhnldhnq 1.7 21

84 àeneticPparameterPestimatesPforPcarcassPtraitsPandPvisualPscoresPincludingPorPnotPgenomicP
informationePJournalkofkAnimalkSciencecP2016cPqlcPhpihdn 0.7 21

83 éowPlevelsPofPtaurinePintrogressionPinPthePcurrentPzrazilianPóelorePandPàirPindicinePcattleP
populationsePGeneticskSelectionkEvolutioncP2015cPlocPkh 4.9 20

82 UnravelingPgeneticPsensitivityPofPbeefPcattlePtoPenvironmentalPvariationPunderPtropicalPconditionseP
GeneticskSelectionkEvolutioncP2019cPmhcPiq 4.9 20

81
àenotypePˆ�PenvironmentPinteractionPforPagePatPfirstPcalvingcPscrotalPcircumferencecPandPyearlingP
weightPinPóellorePcattlePusingPreactionPnormsPinPmultitraitPrandomPregressionPmodelsePJournalkofk
AnimalkSciencecP2015cPqkcPhmgkdhg

0.7 20

80 yccuracyPofPgenomicPpredictionsPinPàyrPXzosPindicus)PdairyPcattleePJournalkofkDairykSciencecP2017cPhggcPmloqdmlqg4 19

79 SlidingPwindowPhaplotypePapproachesPovercomePsinglePSóPPanalysisPlimitationsPinPidentifyingPgenesP
forPmeatPtendernessPinPóelorePcattleePBMCkGeneticscP2019cPigcPp 2.6 19

78 àeneticPandPenvironmentalPheterogeneityPofPresidualPvariancePofPweightPtraitsPinPóellorePbeefP
cattleePGeneticskSelectionkEvolutioncP2012cPllcPhq 4.9 19

77 PopulationPàenomicPStructurePandPàenomedWidePéinkagePDisequilibriumPinP×armedPytlanticPSalmonP
XPée)PUsingPDensePSóPPàenotypesePFrontierskinkGeneticscP2018cPqcPnlq 4.5 18

76 àenomedwidePscanPhighlightsPtheProlePofPcandidatePgenesPonPphenotypicPplasticityPforPagePatPfirstP
calvingPinPóellorePheifersePScientifickReportscP2020cPhgcPnlph 4.9 16

75 PleiotropicPàenesPyffectingPCarcassPTraitsPinPzosPindicusPXóellore)PCattlePyrePêodulatorsPofPàrowtheP
PLoSkONEcP2016cPhhcPeghmphnm 3.7 16

74 EvaluationPofPmaturePcowPweightrPgeneticPcorrelationsPwithPtraitsPusedPinPselectionPindicescP
correlatedPresponsescPandPgeneticPtrendsPinPóelorePcattleePJournalkofkAnimalkSciencecP2013cPqhcPigdp 0.7 15

(2013-2014)
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73 StrategiesPforPgenotypePimputationPinPcompositePbeefPcattleePBMCkGeneticscP2015cPhncPqq 2.6 14

72 PrincipalPcomponentPanalysisPofPbreedingPvaluesPforPgrowthPandPreproductivePtraitsPandPgeneticP
associationPwithPadultPsizePinPbeefPcattleePJournalkofkAnimalkSciencecP2016cPqlcPmghldmgii 0.7 14

71 àeneticsPandPgenomicsPofPuniformityPandPresiliencePinPlivestockPandPaquaculturePspeciesrPyPrevieweP
JournalkofkAnimalkBreedingkandkGeneticscP2020cPhkocPinkdipg 2.9 13

70 ReactionPnormPforPyearlingPweightPinPbeefPcattlePusingPsingledstepPgenomicPevaluationePJournalkofk
AnimalkSciencecP2018cPqncPiodkl 0.7 12

69 àenomicPselectionPforPmeatPqualityPtraitsPinPóelorePcattleePMeatkSciencecP2019cPhlpcPkidko 6.4 12

68 àenomedwidePassociationPstudyPforPgrowthPtraitsPinPóelorePcattleePAnimalcP2018cPhicPhkmpdhkni 3.1 11

67 ComparativePàenomicPynalysisPofPThreePSalmonidPSpeciesPâdentifiesP×unctionalPCandidatePàenesP
ânvolvedPinPResistancePtoPthePântracellularPzacteriumePFrontierskinkGeneticscP2019cPhgcPnnm 4.5 11

66 yssessingPthePvaluePofPphenotypicPinformationPfromPnondgenotypedPanimalsPforPQTéPmappingPofP
complexPtraitsPinPrealPandPsimulatedPpopulationsePBMCkGeneticscP2016cPhocPpq 2.6 11

65 PredictionPofPmeatPqualityPtraitsPinPóelorePcattlePbyPneardinfraredPreflectancePspectroscopyePJournalk
ofkAnimalkSciencecP2018cPqncPliiqdliko 0.7 10

64 àeneticPcontrolPofPresidualPvariancePofPyearlingPweightPinPóellorePbeefPcattleePJournalkofkAnimalk
SciencecP2017cPqmcPhlimdhlkk 0.7 10

63 àeneticPeffectsPonPpreweaningPweightPgainPofPóeloredáerefordPcalvesPaccordingPtoPdifferentP
modelsPandPestimationPmethodsePJournalkofkAnimalkSciencecP2006cPplcPiqimdkk 0.7 10

62 EstimativasPdePefeitosPgenˆ'ticosPemPbezerrosPcruzadosPporPdiferentesPmodelosPePmˆ'todosPdeP
estimaˆ§ˆ£oePRevistakBrasileirakDekZootecniacP2006cPkmcPhgigdhgio 1.2 10

61 ComparisonPofPmodelsPforPthePgeneticPevaluationPofPreproductivePtraitsPwithPcensoredPdataPinP
óellorePcattleePJournalkofkAnimalkSciencecP2016cPqlcPiiqodkgn 0.7 10

60 êultitraitPmetadanalysisPidentifiedPgenomicPregionsPassociatedPwithPsexualPprecocityPinPtropicalP
beefPcattleePJournalkofkAnimalkSciencecP2018cPqncPlgpodlgqq 0.7 9

59 âmputationPofPnondgenotypedPindividualsPusingPgenotypedPprogenyPinPóellorecPaPzosPindicusPcattleP
breedePLivestockkSciencecP2014cPhnncPhondhpq 1.7 9

58 OptimumPcontributionPselectionPusingPdifferentialPevolutionePRevistakBrasileirakDekZootecniacP2010cP
kqcPhliqdhlkn 1.2 9

57 UsePofPridgePregressionPforPthePpredictionPofPearlyPgrowthPperformancePinPcrossbredPcalveseP
GeneticskandkMolecularkBiologycP2007cPkgcPmkndmll 2 9

56 ComparisonPofPselectionPcriteriaPforPpredweaningPgrowthPtraitsPofPóelorePcattleePLivestockkSciencecP
2004cPpncPhnkdhno 9
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55 àeneticPcontrolPofPtemperamentPtraitsPacrossPspeciesrPassociationPofPautismPspectrumPdisorderPriskP
genesPwithPcattlePtemperamentePGeneticskSelectionkEvolutioncP2020cPmicPmh 4.9 9

54 yssociationPofPCopyPóumberPVariationPatPântronPkPofPWithPóavelPéengthPinePFrontierskinkGeneticscP
2018cPqcPnio 4.5 9

53 WholedgenomePsequencingPprovidesPnewPinsightsPintoPgeneticPmechanismsPofPtropicalPadaptationP
inPóellorePXzosPprimigeniusPindicus)ePScientifickReportscP2020cPhgcPqlhi 4.9 8

52 àenomicPpredictionsPcombiningPSóPPmarkersPandPcopyPnumberPvariationsPinPóellorePcattleePBMCk
GenomicscP2018cPhqcPllh 4.5 8

51 êatePselectionPinPaquaculturePbreedingPusingPdifferentialPevolutionPalgorithmePAquaculturek
ResearchcP2017cPlpcPmlqgdmlqo 1.9 7

50 àeneticPrelationshipPamongPreproductivePtraitsPinPóellorePcattleePAnimalcP2015cPqcPongdm 3.1 7

49 zodyPconditionPscorePofPóellorePbeefPcowsrPaPheritablePmeasurePtoPimprovePthePselectionPofP
reproductivePandPmaternalPtraitsePAnimalcP2015cPqcPhiopdpl 3.1 7

48 àeneticPparametersPforPanPalternativePcriterionPtoPimprovePproductivePlongevityPofPóellorePcowseP
JournalkofkAnimalkSciencecP2012cPqgcPligqdhn 0.7 7

47 àenomicPanalysisPofPstayabilityPinPóellorePcattleePPLoSkONEcP2017cPhicPeghoqgon 3.7 7

46 EfeitosPdaPáeterogeneidadePdePVariˆ¢nciaPResidualPentrePàruposPdePContemporˆ¢neosPnaPyvaliaˆ§ˆ£oP
àenˆ'ticaPdePzovinosPdePCorteePRevistakBrasileirakDekZootecniacP2002cPkhcPhnpgdhnpp 1.2 7

45 PredictionPofPgenomicPbreedingPvaluesPforPreproductivePtraitsPinPóellorePheifersePTheriogenologycP
2019cPhimcPhidho 2.8 7

44 UnravellingPbiologicalPbiotypesPforPgrowthcPvisualPscorePandPreproductivePtraitsPinPóellorePcattlePviaP
principalPcomponentPanalysisePLivestockkSciencecP2018cPihocPkodlk 1.7 7

43 àeneticPparameterPestimatesPforPtemperamentcPheiferPrebreedingcPandPstayabilityPinPóellorePcattleeP
LivestockkSciencecP2017cPigncPlmdmg 1.7 6

42 àeneticPandPgenomicPanalysesPofPtesticularPhypoplasiaPinPóellorePcattleePPLoSkONEcP2019cPhlcPegihhhmq 3.7 6

41 RyPâDPCOêêUóâCyTâOórPêultidbreedPvalidationPstudyPunraveledPgenomicPregionsPassociatedPwithP
pubertyPtraitsPsegregatingPacrossPtropicallyPadaptedPbreedshePJournalkofkAnimalkSciencecP2019cPqocPkgiodkgkk0.7 6

40 àenomedwidePassociationPstudyPusingPhaplotypePallelesPforPthePevaluationPofPreproductivePtraitsPinP
óelorePcattleePPLoSkONEcP2018cPhkcPegighpon 3.7 6

39 àenomedwidePpredictionPforPcomplexPtraitsPunderPthePpresencePofPdominancePeffectsPinPsimulatedP
populationsPusingPàzéUPPandPmachinePlearningPmethodsePJournalkofkAnimalkSciencecP2020cPqpcP 0.7 5

38 êatePselectionPallowsPchangingPthePgeneticPvariabilityPofPthePprogenyPwhilePoptimizingPgeneticP
responsePandPcontrollingPinbreedingePAquaculturecP2018cPlqmcPlgqdlhl 4.4 5

(2018-2020)
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37 àenomicPregionsPunderlyingPuniformityPofPyearlingPweightPinPóellorePcattlePevaluatedPunderP
differentPresponsePvariablesePBMCkGenomicscP2018cPhqcPnhq 4.5 5

36 àenomePyssociationPStudyPforPVisualPScoresPinPóellorePCattlePêeasuredPatPWeaningePBMCkGenomicscP
2019cPigcPhmg 4.5 4

35 àeneticPanalysisPofPfeetPandPlegPconformationPtraitsPinPóelorePcattleePJournalkofkAnimalkSciencecP2017
cPqmcPikoqdikpl 0.7 4

34 àenotypePbyPenvironmentPinteractionPandPgeneticPparametersPforPgrowthPtraitsPinPthePóeotropicalP
fishPpacuPXPiaractusPmesopotamicus)ePAquaculturecP2021cPmkgcPokmqkk 4.4 4

33 ReproductivePperformancePofPcowsPandPgeneticPcorrelationPwithPweightPgainsPandPprincipalP
componentsPofPtraitsPusedPinPselectionPofPóelorePcattleePLivestockkSciencecP2019cPiiqcPoodpl 1.7 3

32 àenomedwidePassociationPstudyPandPfunctionalPanalysisPofPfeetPandPlegPconformationPtraitsPinP
óellorePcattleePJournalkofkAnimalkSciencecP2018cPqncPhnhodhnio 0.7 3

31 ynalysisPofPgeneticPcorrelationsPofPhipPheightPwithPselectionPindicesPandPmaturePweightPinPóeloreP
cattleePJournalkofkAppliedkGeneticscP2013cPmlcPpqdqm 2.5 3

30 áerddofdoriginPeffectPonPthePpostdweaningPperformancePofPcentrallyPtestedPóellorePbeefPcattleeP
TropicalkAnimalkHealthkandkProductioncP2014cPlncPhikmdlh 1.7 3

29 ycasalamentoPdirigidoPparaPaumentarPaPproduˆ§ˆ£oPdePanimaisPgeneticamentePsuperioresPePreduzirPaP
variabilidadePdaPprogˆ“niePemPbovinosePRevistakBrasileirakDekZootecniacP2009cPkpcPhighdhigl 1.2 3

28 DoisPcritˆ'riosPdePseleˆ§ˆ£oPnaPprˆ'dPdesmamaPemPbovinosPdaPraˆ§aPàirePiePEfeitoPnaPclassificaˆ§ˆ£oPdosP
animaisePRevistakBrasileirakDekZootecniacP2005cPklcPphndpin 1.2 3

27 DoisPcritˆ'riosPdePseleˆ§ˆ£oPnaPprˆ'ddesmamaPemPbovinosPdaPraˆ§aPàirePhePEstimativasPdePparˆ¢metrosP
genˆ'ticosePRevistakBrasileirakDekZootecniacP2005cPklcPpgodphm 1.2 3

26 âmputationPaccuracyPtoPwholedgenomePsequencePinPóellorePcattleePGeneticskSelectionkEvolutioncP
2021cPmkcPio 4.9 3

25 ânfluencePofPXdchromosomePmarkersPonPreproductivePtraitsPofPbeefPcattleePLivestockkSciencecP2019cP
iigcPhmidhmo 1.7 3

24 yccountingPforPpopulationPstructurePinPselectivePcowPgenotypingPstrategiesePJournalkofkAnimalk
BreedingkandkGeneticscP2019cPhkncPikdkq 2.9 3

23 EvaluationPofPlongevityPmodelingPcensoredPrecordsPinPóelloreePAnimalcP2017cPhhcPihhkdihhq 3.1 2

22 àenomicPregionsPassociatedPwithPprincipalPcomponentsPforPgrowthcPvisualPscorePandPreproductiveP
traitsPinPóellorePcattleePLivestockkSciencecP2020cPikkcPhgkqkn 1.7 2

21 Comparaˆ§ˆ£oPdePcritˆ'riosPdePseleˆ§ˆ£oPparaPprecocidadePdePcrescimentoPemPbovinosPdaPraˆ§aPàuzerˆ¡eP
RevistakBrasileirakDekZootecniacP2009cPkpcPipldiqh 1.2 2

20 DevelopmentPofPaPSóPPlinkagePmapPandPgenomedwidePassociationPstudyPforPresistancePtoP
yeromonasPhydrophilaPinPpacuPXPiaractusPmesopotamicus)ePBMCkGenomicscP2020cPihcPnoi 4.5 2
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19 UncoveringPSubdStructurePandPàenomicPProfilesPinPycrossdCountriesPSubpopulationsPofPyngusP
CattleePScientifickReportscP2020cPhgcPpoog 4.9 1

18 àeneticPanalysisPofPthePtemperamentPofPóellorePcattlePusingPlinearPandPthresholdPmodelsePAnimalcP
2015cPqcPkppdql 3.1 1

17 SignaturesPofPselectionPinPóelorePcattlePrevealedPbyPwholedgenomePsequencingPdataeePGenomicscP
2022cPhhlcPhhgkgl 4.3 1

16 UsoPcombinadoPdePsˆ“menPsexadoPePacasalamentoPdirigidoPsobrePumaPpopulaˆ§ˆ£oPdePbovinosPdeP
cortePsubmetidaPaPseleˆ§ˆ£orPestudoPdePsimulaˆ§ˆ£oePRevistakBrasileirakDekZootecniacP2009cPkpcPiknpdikol 1.2 1

15 EffectPofPqualityPcontrolcPdensityPandPallelePfrequencyPofPmarkersPonPthePaccuracyPofPgenomicP
predictionPforPcomplexPtraitsPinPóellorePcattleePAnimalkProductionkSciencecP2019cPmqcPlp 1.4 1

14 ComparisonPofPàWyPstatisticalPmethodsPforPtraitsPunderPdifferentPgeneticPstructuresrPyPsimulationP
studyePLivestockkSciencecP2020cPilhcPhglihk 1.7 1

13 Contribuiˆ§ˆ£oPgenˆ'ticaPˆ‡timaPaplicadaPˆ Pseleˆ§ˆ£oPdePovinosPSantaPânˆ“sePPesquisakAgropecuariak
BrasileiracP2016cPmhcPolmdomg 1.8 1

12 ycrossdbreedPvalidationPstudyPconfirmsPandPidentifiesPnewPlociPassociatedPwithPsexualPprecocityPinP
zrahmanPandPóellorePcattleePJournalkofkAnimalkBreedingkandkGeneticscP2020cPhkocPhkqdhml 2.9 1

11 TraitdspecificPlongdtermPconsequencesPofPgenomicPselectionPinPbeefPcattleePGeneticacP2018cPhlncPpmdqq 1.5 1

10 ânvestigatingPpotentialPcausalPrelationshipsPamongPcarcassPandPmeatPqualityPtraitsPusingPstructuralP
equationPmodelPinPóellorePcattleeePMeatkSciencecP2022cPhpocPhgpooh 6.4 1

9 SustainablePântensificationPofPzeefPProductionPinPthePTropicsrPThePRolePofPàeneticallyPâmprovingP
SexualPPrecocityPofPáeiferseePAnimalscP2022cPhicP 3.1 0

8 yccuracyPofPgenotypePimputationPtoPwholePgenomePsequencingPlevelPusingPdifferentPpopulationsPofP
óilePtilapiaePAquaculturecP2022cPmmhcPokoqlo 4.4 0

7 êatePselectionPprovidesPsimilarPgeneticPprogressPandPaveragePinbreedingPthanPoptimumP
contributionPselectionPinPthePlongdtermePAquaculturecP2020cPmincPokmkon 4.4 0

6 áowPzioinformaticsPEnablesPéivestockPyppliedPSciencesPinPthePàenomicPEraePLecturekNoteskink
ComputerkSciencecP2012cPhqidigh 0.9 0

5 ComparisonPofPmethodsPforPpredictingPgenomicPbreedingPvaluesPforPgrowthPtraitsPinPóellorePcattleeP
TropicalkAnimalkHealthkandkProductioncP2021cPmkcPklq 1.7 0

4 EffectPofPharvestPweightPandPitsPuniformityPonPsurvivalPinPéitopenaeusPvannameiPrearedPinPdifferentP
systemsePAquaculturecP2021cPmkhcPokmpqh 4.4 0

3
ypplicationPofPaPnovelPmgçPSóPPgenotypingParrayPtoPassessPthePgeneticPdiversityPandPlinkageP
disequilibriumPinPaPfarmedPPacificPwhitePshrimpPXéitopenaeusPvannamei)PpopulationePAquaculturek
ReportscP2021cPigcPhggnqh

2.3 0

2 àenomicsPappliedPtoPlivestockPandPaquaculturePbreedingeePEvolutionarykApplicationscP2022cPhmcPmhodmii 4.8 0

(2022-2020)
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1 yssociationPêappingPforPSugarcanePQualityPTraitsPatPThreePáarvestPTimesePSugarkTechch 1.9
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