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Nature, 1997, 385, 552-555.

Structure and regulation of the fushi tarazu gene from Drosophila hydei. Roux's Archives of 19 n
Developmental Biology, 1995, 205, 160-170. :

Targeted ribozymes reveal a conserved function of the Drosophila paired gene in sensory organ
development. Mechanisms of Development, 1995, 53, 323-328.

Non-periodic cues generate seven ftz stripes in the Drosophila embryo. Mechanisms of Development, 17 55
1995, 50, 163-175. ’

Multiple regulatory elements direct the complex expression pattern of the Drosophila segmentation

gene paired. Mechanisms of Development, 1994, 48, 119-128.

Generating loss-of-function phenotypes of the fushi tarazu gene with a targeted ribozyme in 978 109
Drosophila. Nature, 1993, 365, 448-451. :



LESLIE Pick

# ARTICLE IF CITATIONS

Purification and characterization of wheat germ RNA ligase and associated activities. Methods in

Enzymology, 1990, 181, 480-499.

56 A homologous in vitro system to analyze transcription of a mouse immunoglobulin mu heavy-chain 0.2 6
gene. FEBS Journal, 1988, 172, 679-685. :

Tyrosine aminotransferase induced in cells genetically and epigenetically deficient for this enzyme.

Developmental Biology, 1982, 92, 275-278.

58 Genetic rescue of lethal genotypes in the mouse. Genesis, 1979, 1, 219-228. 2.1 2



