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Amino acid discrimination by the nuclear encoded mitochondrial arginyl-tRNA synthetase of the larva
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Two closeclf/ related pathways of nicotine catabolism in Arthrobacter nicotinovorans and
Nocardioides sp. strain JS614. Archives of Microbiology, 2008, 189, 511-517.

Expression and properties of arginyl-tRNA synthetase from jack bean (Canavalia ensiformis). Protein 0.6 ;
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Final steps in the catabolism of nicotine. Deamination versus demethylation of

gamma-N-methylaminobutyrate. FEBS Journal, 2006, 273, 1528-1536.

Characterization of PmfR, the Transcriptional Activator of the pAO1-Borne purU-mabO-folD Operon of
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