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BiotechnologyUI2022UI 44.5 56
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346 rotranslationalITranslocationIandIuoldingIofIaIPeriplasmicIProteinIsomainIinItscherichiaIcoliWI
JournalgofgMoleculargBiologyUI2021UIcbbUIZefYcf 6.5 0
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peptideWINucleicgAcidsgResearchUI2021UIchUIhdbhVhdcf 20.1 0
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NationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaUI2020UIZZfUIZcZZhVZcZae 11.5 11

343  embraneIintegrationIandItopologyIofIRxuxαIandISTtVβRIproteinsIofItheIPlasmodium´ falciparumI
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signalsIinItheImitochondrialIinnerImembraneWIFEBSgLettersUI2020UIdhcUIZYgZVZYgf 3.8 1
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339 pIqriefIwistoryIofIProteinISortingIPredictionWIProteingJournalUI2019UIbgUIaYYVaZe 3.9 55
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333 SignalPIdWYIimprovesIsignalIpeptideIpredictionsIusingIdeepIneuralInetworksWINaturegBiotechnologyUI
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332  embraneIproteinIserendipityWIJournalgofgBiologicalgChemistryUI2018UIahbUIbcfYVbcfe 5.4 1

331 sirectIsetectionIofI embraneVxnsertingIuragmentsIsefinesItheITranslocationIPoresIofIaIuamilyIofI
PathogenicIToxinsWIJournalgofgMoleculargBiologyUI2018UIcbYUIbZhYVbZhh 6.5 4

330 ProteinItvolutionIandIsesignWIAnnualgReviewgofgBiochemistryUI2018UIgfUIZYZVZYb 29.1 4

329 TheIshapeIofItheIbacterialIribosomeIexitItunnelIaffectsIcotranslationalIproteinIfoldingWIELifeUI2018UI
fUI 8.9 33

328 uoldingIpathwayIofIanIxgIdomainIisIconservedIonIandIoffItheIribosomeWIProceedingsgofgthegNationalg
AcademygofgSciencesgofgthegUnitedgStatesgofgAmericaUI2018UIZZdUItZZagcVtZZahb 11.5 59

327 rotranslationalIuoldingIofIaIPentarepeatI˛†VwelixIProteinWIJournalgofgMoleculargBiologyUI2018UIcbYUIdZheVdaYe6.5 15

326 TransmembraneIbutInotIsolubleIhelicesIfoldIinsideItheIribosomeItunnelWINaturegCommunicationsUI
2018UIhUIdace 17.4 18

325 uorcesIonIαascentIPolypeptidesIduringI embraneIxnsertionIandITranslocationIviaItheISecI
TransloconWIBiophysicalgJournalUI2018UIZZdUIZggdVZghc 2.9 20
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tffectsIofIproteinIsizeUIthermodynamicIstabilityUIandInetIchargeIonIcotranslationalIfoldingIonItheI
ribosomeWIProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaUI2018UI
ZZdUIthagYVthagf

11.5 41

323 rotranslationalIfoldingIofIspectrinIdomainsIviaIpartiallyIstructuredIstatesWINaturegStructuralgandg
MoleculargBiologyUI2017UIacUIaaZVaad 17.6 67

322 TransmembraneIhelicesIcontainingIaIchargedIarginineIareIthermodynamicallyIstableWIEuropeang
BiophysicsgJournalUI2017UIceUIeafVebf 1.9 15

321 veneIsuplicationI—eadsItoIplteredI embraneITopologyIofIaIrytochromeIPcdYItnzymeIinISeedI
PlantsWIMoleculargBiologygandgEvolutionUI2017UIbcUIaYcZVaYde 8.3 15

320  utationalIanalysisIofIproteinIfoldingIinsideItheIribosomeIexitItunnelWIFEBSgLettersUI2017UIdhZUIZddVZeb 3.8 21

319 StableImembraneIorientationsIofIsmallIdualVtopologyImembraneIproteinsWIProceedingsgofgtheg
NationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaUI2017UIZZcUIfhgfVfhha 11.5 17

318 TheIforceVsensingIpeptideIVemPIemploysIextremeIcompactionIandIsecondaryIstructureIformationI
toIinduceIribosomalIstallingWIELifeUI2017UIeUI 8.9 47

317 StructureIandItopologyIaroundItheIcleavageIsiteIregulateIpostVtranslationalIcleavageIofItheIwxVVZI
gpZeYIsignalIpeptideWIELifeUI2017UIeUI 8.9 26

316 wydrophobicIrlustersIRaiseItheIThresholdIwydrophilicityIforIxnsertionIofITransmembraneI
SequencesIinIVivoWIBiochemistryUI2016UIddUIdffaVdffh 3.2 2
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315 tnergeticsIofIsideVchainIsnorkelingIinItransmembraneIhelicesIprobedIbyInonproteinogenicIaminoI
acidsWIProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaUI2016UIZZbUIZYddhVec11.5 19

314 roordinatedIdisassemblyIofItheIdivisomeIcomplexIinItscherichiaIcoliWIMoleculargMicrobiologyUI2016UI
ZYZUIcadVbg 4.1 28

313 SmallIproteinIdomainsIfoldIinsideItheIribosomeIexitItunnelWIFEBSgLettersUI2016UIdhYUIeddVeY 3.8 51

312 TriggerIuactorIReducesItheIuorceItxertedIonItheIαascentIrhainIbyIaIrotranslationallyIuoldingI
ProteinWIJournalgofgMoleculargBiologyUI2016UIcagUIZbdeVZbec 6.5 54

311 TheItopogenicIfunctionIofIScIpromotesImembraneIinsertionIofItheIvoltageVsensorIdomainIinItheI
zvpPIchannelWIBiochemicalgJournalUI2016UIcfbUIcbeZVcbfa 3.8 3

310 qiologicalIinsertionIofIcomputationallyIdesignedIshortItransmembraneIsegmentsWIScientificgReports
UI2016UIeUIabbhf 4.9 14

309 vlobalIprofilingIofISRPIinteractionIwithInascentIpolypeptidesWINatureUI2016UIdbeUIaZhVab 50.4 85

308 ProteomicsWITissueVbasedImapIofItheIhumanIproteomeWIScienceUI2015UIbcfUIZaeYcZh 33.3 6576

307 rhargeVdrivenIdynamicsIofInascentVchainImovementIthroughItheISecYtvItransloconWINatureg
StructuralgandgMoleculargBiologyUI2015UIaaUIZcdVZch 17.6 47

306 txplorationIofItheIarrestIpeptideIsequenceIspaceIrevealsIarrestVenhancedIvariantsWIJournalgofg
BiologicalgChemistryUI2015UIahYUIZYaYgVZd 5.4 34

305 rotranslationalIProteinIuoldingIinsideItheIRibosomeItxitITunnelWICellgReportsUI2015UIZaUIZdbbVcY 10.6 165

304 sifferentialIrepositioningIofItheIsecondItransmembraneIhelicesIfromItWIcoliITarIandItnvZIuponI
movingItheIflankingIaromaticIresiduesWIBiochimicagEtgBiophysicagActagwgBiomembranesUI2015UIZgcgUIeZdVaZ3.8 7

303 uorcingItheIissueiIaromaticItuningIfacilitatesIstimulusVindependentImodulationIofIaI
twoVcomponentIsignalingIcircuitWIACSgSyntheticgBiologyUI2015UIcUIcfcVgZ 5.7 8

302  echanismsIofIintegralImembraneIproteinIinsertionIandIfoldingWIJournalgofgMoleculargBiologyUI2015
UIcafUIhhhVZYaa 6.5 221

301 TheIcodeIforIdirectingIproteinsIforItranslocationIacrossItRImembraneiISRPIcotranslationallyI
recognizesIspecificIfeaturesIofIaIsignalIsequenceWIJournalgofgMoleculargBiologyUI2015UIcafUIZZhZVaYZ 6.5 41

300 RxuxαsIareIadhesinsIimplicatedIinIsevereIPlasmodiumIfalciparumImalariaWINaturegMedicineUI2015UIaZUIbZcVf50.5 127

299 ThermodynamicsIofI embraneIxnsertionIandIRefoldingIofItheIsiphtheriaIToxinITVsomainWIJournalg
ofgMembranegBiologyUI2015UIacgUIbgbVhc 2.3 12

298 wydrophobicIblocksIfacilitateIlipidIcompatibilityIandItransloconIrecognitionIofItransmembraneI
proteinIsequencesWIBiochemistryUI2015UIdcUIZcedVfb 3.2 4
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297 WeakIpullingIforcesIexertedIonIαinVorientatedItransmembraneIsegmentsIduringIcoVtranslationalI
insertionIintoItheIinnerImembraneIofItscherichiaIcoliWIFEBSgLettersUI2014UIdggUIZhbYVc 3.8 19

296 WhyIhaveIsmallImultidrugIresistanceIproteinsInotIevolvedIintoIfusedUIinternallyIduplicatedI
structuresnWIJournalgofgMoleculargBiologyUI2014UIcaeUIaaceVdc 6.5 7

295 xnefficientISRPIinteractionIwithIaInascentIchainItriggersIaImRαpIqualityIcontrolIpathwayWICellUI2014
UIZdeUIZceVdf 56.2 49

294 SpontaneousItransmembraneIhelixIinsertionIthermodynamicallyImimicsItransloconVguidedI
insertionWINaturegCommunicationsUI2014UIdUIcgeb 17.4 79

293 sisassemblyIofItheIdivisomeIinItscherichiaIcoliiIevidenceIthatIutsZIdissociatesIbeforeI
compartmentalizationWIMoleculargMicrobiologyUI2014UIhaUIZVh 4.1 55

292 —argeItiltsIinItransmembraneIhelicesIcanIbeIinducedIduringItertiaryIstructureIformationWIJournalgofg
MoleculargBiologyUI2014UIcaeUIadahVbg 6.5 5

291 xdentificationIofInovelIsphingolipidVbindingImotifsIinImammalianImembraneIproteinsWIBiochimicagEtg
BiophysicagActagwgBiomembranesUI2014UIZgbgUIaYeeVfY 3.8 41

290 prrestIPeptidesIasIuorceISensorsItoIStudyIroVtranslationalI embraneIProteinIqiogenesisI2014UIafhVahY

289 xnIvivoItrpIscanningIofItheIsmallImultidrugIresistanceIproteinItmrtIconfirmsIbsIstructureImodelsPWI
JournalgofgMoleculargBiologyUI2013UIcadUIcecaVdZ 6.5 14

288 QuantitativeIanalysisIofISecYtvVmediatedIinsertionIofItransmembraneI˛–VhelicesIintoItheIbacterialI
innerImembraneWIJournalgofgMoleculargBiologyUI2013UIcadUIagZbVaa 6.5 21

287 pIshortIrVterminalItailIpreventsImisVtargetingIofIhydrophobicImitochondrialImembraneIproteinsItoI
theItRWIFEBSgLettersUI2013UIdgfUIbcgYVe 3.8 3

286 xmprovedIproductionIofImembraneIproteinsIinItscherichiaIcoliIbyIselectiveIcodonIsubstitutionsWI
FEBSgLettersUI2013UIdgfUIabdaVg 3.8 31

285
sislocationIbyItheImVpppIproteaseIincreasesItheIthresholdIhydrophobicityIforIretentionIofI
transmembraneIhelicesIinItheIinnerImembraneIofIyeastImitochondriaWIJournalgofgBiologicalg
ChemistryUI2013UIaggUIcfhaVg

5.4 10

284
rotranslationalIfoldingIofImembraneIproteinsIprobedIbyIarrestVpeptideVmediatedIforceI
measurementsWIProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaUI
2013UIZZYUIZcecYVd

11.5 57

283 PositionalIeditingIofItransmembraneIdomainsIduringIionIchannelIassemblyWIJournalgofgCellgScienceUI
2013UIZaeUIcecVfa 5.3 8

282 ProductionIofIhumanItetraspaninIproteinsIinItscherichiaIcoliWIProteingExpressiongandgPurificationUI
2012UIgaUIbfbVh 2 6

281 βrientationalIpreferencesIofIneighboringIhelicesIcanIdriveItRIinsertionIofIaImarginallyIhydrophobicI
transmembraneIhelixWIMoleculargCellUI2012UIcdUIdahVcY 17.6 46

280  anipulatingItheIgeneticIcodeIforImembraneIproteinIproductioniIwhatIhaveIweIlearntIsoIfarnWI
BiochimicagEtgBiophysicagActagwgBiomembranesUI2012UIZgZgUIZYhZVe 3.8 23
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279 ppplicationIofIsplitVgreenIfluorescentIproteinIforItopologyImappingImembraneIproteinsIinI
tscherichiaIcoliWIProteingScienceUI2012UIaZUIZdfZVe 6.3 8

278 vlycosylatableIvuPIasIaIcompartmentVspecificImembraneItopologyIreporterWIBiochemicalgandg
BiophysicalgResearchgCommunicationsUI2012UIcafUIfgYVc 3.4 13

277  olecularIrecognitionIofIaIsingleIsphingolipidIspeciesIbyIaIproteinPsItransmembraneIdomainWI
NatureUI2012UIcgZUIdadVh 50.4 257

276 SequentialIclosureIofItheIcytoplasmIandIthenItheIperiplasmIduringIcellIdivisionIinItscherichiaIcoliWI
JournalgofgBacteriologyUI2012UIZhcUIdgcVe 3.5 9

275 pIbiphasicIpullingIforceIactsIonItransmembraneIhelicesIduringItransloconVmediatedImembraneI
integrationWINaturegStructuralgandgMoleculargBiologyUI2012UIZhUIZYZgVaa 17.6 123

274 tfficientIglycosylphosphatidylinositolIQvPxRImodificationIofImembraneIproteinsIrequiresIaI
rVterminalIanchoringIsignalIofImarginalIhydrophobicityWIJournalgofgBiologicalgChemistryUI2012UIagfUIZebhhVcYh5.4 20

273 pntiparallelIdimersIofItheIsmallImultidrugIresistanceIproteinItmrtIareImoreIstableIthanIparallelI
dimersWIJournalgofgBiologicalgChemistryUI2012UIagfUIaeYdaVh 5.4 32

272  appingIoutIforcesIthatIactIonItransmembraneIhelicesIduringImembraneIinsertionWIFASEBgJournalUI
2012UIaeUIaahWZ 0.9

271 xntroductionItoIthemeIKmembraneIproteinIfoldingIandIinsertionKWIAnnualgReviewgofgBiochemistryUI
2011UIgYUIZdfVeY 29.1 16

270 SignalPIcWYiIdiscriminatingIsignalIpeptidesIfromItransmembraneIregionsWINaturegMethodsUI2011UIgUIfgdVe21.6 6866

269 ronvertingIaImarginallyIhydrophobicIsolubleIproteinIintoIaImembraneIproteinWIJournalgofgMolecularg
BiologyUI2011UIcYfUIZfZVh 6.5 5

268 Tx abVmediatedIinsertionIofItransmembraneI˛–VhelicesIintoItheImitochondrialIinnerImembraneWI
EMBOgJournalUI2011UIbYUIZYYbVZZ 13 37

267 rhargedIflankingIresiduesIcontrolItheIefficiencyIofImembraneIinsertionIofItheIfirstItransmembraneI
segmentIinIyeastImitochondrialI gmZpWIFEBSgLettersUI2011UIdgdUIZabgVca 3.8 6

266 prginineIinImembranesiItheIconnectionIbetweenImolecularIdynamicsIsimulationsIandI
transloconVmediatedIinsertionIexperimentsWIJournalgofgMembranegBiologyUI2011UIabhUIbdVcg 2.3 94

265  embraneIproteinsiIfromIbenchItoIbitsWIBiochemicalgSocietygTransactionsUI2011UIbhUIfcfVdY 5.1 10

264 ulankingIresiduesIhelpIdetermineIwhetherIaIhydrophobicIsegmentIadoptsIaImonotopicIorIbitopicI
topologyIinItheIendoplasmicIreticulumImembraneWIJournalgofgBiologicalgChemistryUI2011UIageUIadagcVhY 5.4 13

263
ppolarIsurfaceIareaIdeterminesItheIefficiencyIofItransloconVmediatedImembraneVproteinI
integrationIintoItheIendoplasmicIreticulumWIProceedingsgofgthegNationalgAcademygofgSciencesgofgtheg
UnitedgStatesgofgAmericaUI2011UIZYgUItbdhVec

11.5 45

262 tstimatingIZVringIradiusIandIcontractionIinIdividingItscherichiaIcoliWIMoleculargMicrobiologyUI2010UI
feUIZdZVg 4.1 6
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261 sisulfideIbondIformationIandIcysteineIexclusionIinIgramVpositiveIbacteriaWIJournalgofgBiologicalg
ChemistryUI2010UIagdUIbbYYVh 5.4 64

260 uunctionalityIofItheIvoltageVgatedIprotonIchannelItruncatedIinIScWIProceedingsgofgthegNationalg
AcademygofgSciencesgofgthegUnitedgStatesgofgAmericaUI2010UIZYfUIabZbVg 11.5 39

259  embraneIinsertionIofImarginallyIhydrophobicItransmembraneIhelicesIdependsIonIsequenceI
contextWIJournalgofgMoleculargBiologyUI2010UIbheUIaaZVh 6.5 71

258 RepositioningIofItransmembraneIalphaVhelicesIduringImembraneIproteinIfoldingWIJournalgofg
MoleculargBiologyUI2010UIbhfUIZhYVaYZ 6.5 49

257 rontrolIofImembraneIproteinItopologyIbyIaIsingleIrVterminalIresidueWIScienceUI2010UIbagUIZehgVfYY 33.3 114

256 PredictionIofItheIhumanImembraneIproteomeWIProteomicsUI2010UIZYUIZZcZVh 4.8 250

255 xnsertionIofIshortItransmembraneIhelicesIbyItheISeceZItransloconWIProceedingsgofgthegNationalg
AcademygofgSciencesgofgthegUnitedgStatesgofgAmericaUI2009UIZYeUIZZdggVhb 11.5 72

254 qioinformaticsIofI yelinI embraneIProteinsI2009UIbdVdb 1

253 pnalysisIofItransmembraneIhelixIintegrationIinItheIendoplasmicIreticulumIinISWIcerevisiaeWIJournalg
ofgMoleculargBiologyUI2009UIbgeUIZaaaVg 6.5 23

252  embraneVintegrationIcharacteristicsIofItwoIpqrItransportersUIruTRIandIPVglycoproteinWIJournalgofg
MoleculargBiologyUI2009UIbgfUIZZdbVec 6.5 41

251 SequenceVbasedIfeatureIpredictionIandIannotationIofIproteinsWIGenomegBiologyUI2009UIZYUIaYe 18.3 48

250 vuPVbasedIoptimizationIschemeIforItheIoverexpressionIandIpurificationIofIeukaryoticImembraneI
proteinsIinISaccharomycesIcerevisiaeWINaturegProtocolsUI2008UIbUIfgcVhg 18.8 242

249 ronfrontingIfusionIproteinVbasedImembraneIproteinItopologyImappingIwithIrealityiItheI
tscherichiaIcoliIrlcpIwTXrlVIexchangeItransporterWIJournalgofgMoleculargBiologyUI2008UIbgZUIgeYVe 6.5 16

248 wowItransloconsIselectItransmembraneIhelicesWIAnnualgReviewgofgBiophysicsUI2008UIbfUIabVca 21.1 164

247 PredictionIofImembraneVproteinItopologyIfromIfirstIprinciplesWIProceedingsgofgthegNationalg
AcademygofgSciencesgofgthegUnitedgStatesgofgAmericaUI2008UIZYdUIfZffVgZ 11.5 246

246
 olecularIcodeIforIproteinIinsertionIinItheIendoplasmicIreticulumImembraneIisIsimilarIforI
αQinRVrQoutRIandIαQoutRVrQinRItransmembraneIhelicesWIProceedingsgofgthegNationalgAcademygofg
SciencesgofgthegUnitedgStatesgofgAmericaUI2008UIZYdUIZdfYaVf

11.5 63

245
rontributionIofIpositivelyIchargedIflankingIresiduesItoItheIinsertionIofItransmembraneIhelicesIintoI
theIendoplasmicIreticulumWIProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofg
AmericaUI2008UIZYdUIcZafVba

11.5 52

244 —ocatingIproteinsIinItheIcellIusingITargetPUISignalPIandIrelatedItoolsWINaturegProtocolsUI2007UIaUIhdbVfZ 18.8 2596
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243  olecularIcodeIforItransmembraneVhelixIrecognitionIbyItheISeceZItransloconWINatureUI2007UIcdYUIZYaeVbY50.4 545

242 TheImembraneIproteinIuniverseiIwhatPsIoutIthereIandIwhyIbothernWIJournalgofgInternalgMedicineUI
2007UIaeZUIdcbVdf 10.8 139

241
rontributionIofIhydrophobicIandIelectrostaticIinteractionsItoItheImembraneIintegrationIofItheI
ShakerIzTIchannelIvoltageIsensorIdomainWIProceedingsgofgthegNationalgAcademygofgSciencesgofgtheg
UnitedgStatesgofgAmericaUI2007UIZYcUIgaebVg

11.5 58

240 uormationIofItransmembraneIhelicesIinIvivoVVisIhydrophobicityIallIthatImattersnWIJournalgofgGeneralg
PhysiologyUI2007UIZahUIbdbVe 3.4 32

239 tmulatingImembraneIproteinIevolutionIbyIrationalIdesignWIScienceUI2007UIbZdUIZagaVc 33.3 111

238  embraneIproteinIstructuralIbiologyVVhowIfarIcanItheIbugsItakeIusnWIMoleculargMembranegBiologyUI
2007UIacUIbahVba 3.4 34

237 ueaturesIofItransmembraneIsegmentsIthatIpromoteItheIlateralIreleaseIfromItheItranslocaseIintoI
theIlipidIphaseWIBiochemistryUI2007UIceUIZdZdbVeZ 3.2 42

236  embraneIproteinIstructureiIpredictionIversusIrealityWIAnnualgReviewgofgBiochemistryUI2007UIfeUIZadVcY 29.1 213

235 pssemblyIofItheIcytochromeIbobIcomplexWIJournalgofgMoleculargBiologyUI2007UIbfZUIfedVfb 6.5 45

234 StableIinsertionIofIplzheimerIpbetaIpeptideIintoItheItRImembraneIstronglyIcorrelatesIwithIitsI
lengthWIFEBSgLettersUI2007UIdgZUIbgYhVZb 3.8 4

233  embraneItopologyIofItheIsrosophilaIβRgbbIodorantIreceptorWIFEBSgLettersUI2007UIdgZUIdeYZVc 3.8 165

232
wighVthroughputIfluorescentVbasedIoptimizationIofIeukaryoticImembraneIproteinIoverexpressionI
andIpurificationIinISaccharomycesIcerevisiaeWIProceedingsgofgthegNationalgAcademygofgSciencesgofgtheg
UnitedgStatesgofgAmericaUI2007UIZYcUIZbhbeVcZ

11.5 190

231 uormationIofITransmembraneIwelicesIxnIVivoâ��xsIwydrophobicityIpllIthatI attersnWIJournalgofgCellg
BiologyUI2007UIZffUIihVih 7.3

230  embranesWICurrentgOpiniongingStructuralgBiologyUI2006UIZeUIcbZ 8.1 2

229 PβαvβiIaIwebIserverIforImultipleIpredictionsIofIallValphaItransmembraneIproteinsWINucleicgAcidsg
ResearchUI2006UIbcUIWZehVfa 20.1 36

228 PhenotypicIeffectsIofImembraneIproteinIoverexpressionIinISaccharomycesIcerevisiaeWIProceedingsg
ofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaUI2006UIZYbUIZZZcgVdb 11.5 30

227 TheIUseIofIPhylogeneticIProfilesIforIveneIPredictionsIRevisitedWICurrentgGenomicsUI2006UIfUIfhVge 2.6 1

226 pIglobalItopologyImapIofItheISaccharomycesIcerevisiaeImembraneIproteomeWIProceedingsgofgtheg
NationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaUI2006UIZYbUIZZZcaVf 11.5 113

GunnartVontHeijne

8



225 αewItscherichiaIcoliIouterImembraneIproteinsIidentifiedIthroughIpredictionIandIexperimentalI
verificationWIProteingScienceUI2006UIZdUIggcVh 6.3 39

224  embraneItopologyIofItheIhumanIseipinIproteinWIFEBSgLettersUI2006UIdgYUIaagZVc 3.8 91

223 —ipidIqilayersUITransloconsIandItheIShapingIofIPolypeptideIStructureI2006UIZVad 1

222  embraneVproteinItopologyWINaturegReviewsgMoleculargCellgBiologyUI2006UIfUIhYhVZg 48.7 364

221 xdentificationIandIevolutionIofIdualVtopologyImembraneIproteinsWINaturegStructuralgandgMolecularg
BiologyUI2006UIZbUIZZaVe 17.6 167

220 psnVIandIpspVmediatedIinteractionsIbetweenItransmembraneIhelicesIduringItransloconVmediatedI
membraneIproteinIassemblyWIEMBOgReportsUI2006UIfUIZZZZVe 6.5 60

219 pIstudyIofItheImembraneVwaterIinterfaceIregionIofImembraneIproteinsWIJournalgofgMolecularg
BiologyUI2005UIbceUIbffVgd 6.5 131

218 txperimentallyIconstrainedItopologyImodelsIforIdZUaYgIbacterialIinnerImembraneIproteinsWIJournalg
ofgMoleculargBiologyUI2005UIbdaUIcghVhc 6.5 47

217 urancisIrrickIQgIyuneIZhZeVVagIyulyIaYYcRiIaImemoirWIFEBSgLettersUI2005UIdfhUIgdaVc 3.8 0

216 wumanIneuropeptideIYIsignalIpeptideIgainVofVfunctionIpolymorphismIisIassociatedIwithIincreasedI
bodyImassIindexiIpossibleImodeIofIfunctionWIRegulatorygPeptidesUI2005UIZafUIcdVdb 68

215 qiogenesisIofIinnerImembraneIproteinsIinItscherichiaIcoliWIAnnualgReviewgofgMicrobiologyUI2005UIdhUIbahVdd17.5 165

214 SignalIPeptidesI2005UI 2

213  embraneIinsertionIofIaIpotassiumVchannelIvoltageIsensorWIScienceUI2005UIbYfUIZcaf 33.3 158

212 pInineVtransmembraneIdomainItopologyIforIpresenilinIZWIJournalgofgBiologicalgChemistryUI2005UIagYUIbdbdaVeY5.4 144

211 SomaticIacquisitionIandIsignalingIofITvuqRZSepIinIcancerWIJAMAgwgJournalgofgthegAmericangMedicalg
AssociationUI2005UIahcUIZebcVce 27.4 76

210 xmprovedImembraneIproteinItopologyIpredictionIbyIdomainIassignmentsWIProteingScienceUI2005UIZcUIZfabVg6.3 40

209 vlobalItopologyIanalysisIofItheItscherichiaIcoliIinnerImembraneIproteomeWIScienceUI2005UIbYgUIZbaZVb 33.3 414

208 tvidenceIforIaIproteinItransportedIthroughItheIsecretoryIpathwayIenIrouteItoItheIhigherIplantI
chloroplastWINaturegCellgBiologyUI2005UIfUIZaacVbZ 23.4 277

(2005-2006)
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207 RecognitionIofItransmembraneIhelicesIbyItheIendoplasmicIreticulumItransloconWINatureUI2005UIcbbUIbffVgZ50.4 801

206 TransmembraneIhelicesIbeforeUIduringUIandIafterIinsertionWICurrentgOpiniongingStructuralgBiologyUI
2005UIZdUIbfgVge 8.1 113

205 romparativeIanalysisIofIaminoIacidIdistributionsIinIintegralImembraneIproteinsIfromIZYfIgenomesWI
Proteins:gStructurevgFunctiongandgBioinformaticsUI2005UIeYUIeYeVZe 4.2 95

204  icrobiologyWITranslocationIofIanthraxItoxiniIlordIofItheIringsWIScienceUI2005UIbYhUIfYhVZY 33.3 5

203 ropingIwithIcoldiItheIgenomeIofItheIversatileImarineIpntarcticaIbacteriumIPseudoalteromonasI
haloplanktisITprZadWIGenomegResearchUI2005UIZdUIZbadVbd 9.7 309

202  embraneItopologyIofItheISTTbIsubunitIofItheIoligosaccharylItransferaseIcomplexWIJournalgofg
BiologicalgChemistryUI2005UIagYUIaYaeZVf 5.4 29

201 xnterfaceIconnectionsIofIaItransmembraneIvoltageIsensorWIProceedingsgofgthegNationalgAcademygofg
SciencesgofgthegUnitedgStatesgofgAmericaUI2005UIZYaUIZdYdhVec 11.5 192

200  appingItheIinteractionIofItheISTTbIsubunitIofItheIoligosaccharylItransferaseIcomplexIwithI
nascentIpolypeptideIchainsWIJournalgofgBiologicalgChemistryUI2005UIagYUIcYcghVhb 5.4 24

199 ProteinIcomplexesIofItheItscherichiaIcoliIcellIenvelopeWIJournalgofgBiologicalgChemistryUI2005UIagYUIbccYhVZh5.4 171

198  embraneItopologyImappingIofIvitaminIzIepoxideIreductaseIbyIinIvitroI
translationXcotranslocationWIJournalgofgBiologicalgChemistryUI2005UIagYUIZecZYVe 5.4 77

197 seterminationIofIαVIandIrVterminalIbordersIofItheItransmembraneIdomainIofIintegrinIsubunitsWI
JournalgofgBiologicalgChemistryUI2004UIafhUIaZaYYVd 5.4 48

196 rompetitionIbetweenIneighboringItopogenicIsignalsIduringImembraneIproteinIinsertionIintoItheI
tRWIFEBSgJournalUI2004UIafaUIagVbe 5.7 19

195 TheImachineryIofImembraneIproteinIassemblyWICurrentgOpiniongingStructuralgBiologyUI2004UIZcUIbhfVcYc 8.1 103

194 txperimentallyIbasedItopologyImodelsIforItWIcoliIinnerImembraneIproteinsWIProteingScienceUI2004UI
ZbUIhbfVcd 6.3 85

193 ueatureVbasedIpredictionIofInonVclassicalIandIleaderlessIproteinIsecretionWIProteingEngineeringvg
DesigngandgSelectionUI2004UIZfUIbchVde 1.9 873

192 TheIsominantIwhiteUIsunIandISmokyIcolorIvariantsIinIchickenIareIassociatedIwithI
insertionXdeletionIpolymorphismsIinItheIP t—ZfIgeneWIGeneticsUI2004UIZegUIZdYfVZg 4 163

191 xmprovedIpredictionIofIsignalIpeptidesiISignalPIbWYWIJournalgofgMoleculargBiologyUI2004UIbcYUIfgbVhd 6.5 5563

190 —umenPVVaIneuralInetworkIpredictorIforIproteinIlocalizationIinItheIthylakoidIlumenWIProteingScienceUI
2003UIZaUIabeYVe 6.3 29
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189  embraneIassemblyIofItheIcannabinoidIreceptorIZiIimpactIofIaIlongIαVterminalItailWIMolecularg
PharmacologyUI2003UIecUIdfYVf 4.3 103

188 wowIhydrophobicIisIalaninenWIJournalgofgBiologicalgChemistryUI2003UIafgUIahbghVhb 5.4 26

187 TopologyImodelsIforIbfISaccharomycesIcerevisiaeImembraneIproteinsIbasedIonIrVterminalI
reporterIfusionsIandIpredictionsWIJournalgofgBiologicalgChemistryUI2003UIafgUIZYaYgVZb 5.4 56

186  embraneIproteinIassemblyIinIvivoWIAdvancesgingProteingChemistryUI2003UIebUIZVZg 11

185 StopVtransferIefficiencyIofImarginallyIhydrophobicIsegmentsIdependsIonItheIlengthIofItheI
carboxyVterminalItailWIEMBOgReportsUI2003UIcUIZfgVgb 6.5 13

184 PredictionIofIlipoproteinIsignalIpeptidesIinIvramVnegativeIbacteriaWIProteingScienceUI2003UIZaUIZedaVea 6.3 880

183 xnterVhelicalIhydrogenIbondIformationIduringImembraneIproteinIintegrationIintoItheItRI
membraneWIJournalgofgMoleculargBiologyUI2003UIbbcUIgYbVh 6.5 36

182 ReliabilityImeasuresIforImembraneIproteinItopologyIpredictionIalgorithmsWIJournalgofgMolecularg
BiologyUI2003UIbafUIfbdVcc 6.5 181

181 xnIsilicoIpredictionIofItheIperoxisomalIproteomeIinIfungiUIplantsIandIanimalsWIJournalgofgMolecularg
BiologyUI2003UIbbYUIccbVde 6.5 96

180 PhotocrossVlinkingIofInascentIchainsItoItheISTTbIsubunitIofItheIoligosaccharyltransferaseIcomplexWI
JournalgofgCellgBiologyUI2003UIZeZUIfZdVad 7.3 115

179
seterminationIofItheImembraneItopologyIofIβstcpIandIitsIsubunitIinteractionsIinItheI
oligosaccharyltransferaseIcomplexIinISaccharomycesIcerevisiaeWIProceedingsgofgthegNationalg
AcademygofgSciencesgofgthegUnitedgStatesgofgAmericaUI2003UIZYYUIfceYVc

11.5 42

178 TopologyIofItheImembraneVassociatedIhepatitisIrIvirusIproteinIαScqWIJournalgofgVirologyUI2003UIffUIdcagVbg6.6 168

177 PredictionIofIpartialImembraneIproteinItopologiesIusingIaIconsensusIapproachWIProteingScienceUI
2002UIZZUIahfcVgY 6.3 33

176 xmprovedIdetectionIofIhomologousImembraneIproteinsIbyIinclusionIofIinformationIfromItopologyI
predictionsWIProteingScienceUI2002UIZZUIedaVg 6.3 21

175  embraneIproteinsiIshapingIupWITrendsgingBiochemicalgSciencesUI2002UIafUIabZVc 10.3 17

174
RapidItopologyImappingIofItscherichiaIcoliIinnerVmembraneIproteinsIbyIpredictionIandIPhopXvuPI
fusionIanalysisWIProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaUI
2002UIhhUIaehYVd

11.5 178

173 xnsertionIandItopologyIofIaIplantIviralImovementIproteinIinItheIendoplasmicIreticulumImembraneWI
JournalgofgBiologicalgChemistryUI2002UIaffUIabccfVda 5.4 46

172 tffectIofIacuteIhyperketonemiaIonItheIcerebralIuptakeIofIketoneIbodiesIinInondiabeticIsubjectsI
andIxss IpatientsWIAmericangJournalgofgPhysiologygwgEndocrinologygandgMetabolismUI2002UIagbUItaYVg 6 39

(2002-2003)
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171 rentralIfunctionsIofItheIlumenalIandIperipheralIthylakoidIproteomeIofIprabidopsisIdeterminedIbyI
experimentationIandIgenomeVwideIpredictionWIPlantgCellUI2002UIZcUIaZZVbe 11.6 400

170 TargetingISequencesI2002UIbdVce 1

169 rleavageIofIaItailVanchoredIproteinIbyIsignalIpeptidaseWIFEBSgLettersUI2002UIdZeUIZYeVg 3.8 20

168 PredictionIofIorganellarItargetingIsignalsWIBiochimicagEtgBiophysicagActagwgMoleculargCellgResearchUI
2001UIZdcZUIZZcVh 4.9 155

167 TheIinternalIrepeatsIinItheIαaTXraaTIexchangerVrelatedItscherichiaIcoliIproteinIYrbvIhaveI
oppositeImembraneItopologiesWIJournalgofgBiologicalgChemistryUI2001UIafeUIZghYdVf 5.4 44

166 pnalysisIandIpredictionIofImitochondrialItargetingIpeptidesWIMethodsgingCellgBiologyUI2001UIedUIZfdVgf 1.8 34

165 xnhibitionIofIproteinItranslocationIacrossItheIendoplasmicIreticulumImembraneIbyIsterolsWIJournalg
ofgBiologicalgChemistryUI2001UIafeUIcZfcgVdc 5.4 52

164 PredictingItransmembraneIproteinItopologyIwithIaIhiddenI arkovImodeliIapplicationItoIcompleteI
genomesWIJournalgofgMoleculargBiologyUI2001UIbYdUIdefVgY 6.5 8822

163 uormationIofIhelicalIhairpinsIduringImembraneIproteinIintegrationIintoItheIendoplasmicIreticulumI
membraneWIRoleIofItheIαIandIrVterminalIflankingIregionsWIJournalgofgMoleculargBiologyUI2001UIbZbUIZZfZVh6.5 17

162 tffectsIofIPhydrophobicImismatchPIonItheIlocationIofItransmembraneIhelicesIinItheItRImembraneWI
FEBSgLettersUI2001UIcheUIheVZYY 3.8 16

161 vreenIfluorescentIproteinIasIanIindicatorItoImonitorImembraneIproteinIoverexpressionIinI
tscherichiaIcoliWIFEBSgLettersUI2001UIdYfUIaaYVc 3.8 181

160 sifferentIconformationsIofInascentIpolypeptidesIduringItranslocationIacrossItheItRImembraneWI
BMCgCellgBiologyUI2000UIZUIb 71

159 wowIproteinsIadaptItoIaImembraneVwaterIinterfaceWITrendsgingBiochemicalgSciencesUI2000UIadUIcahVbc 10.3 580

158 YidrUItheItscherichiaIcoliIhomologueIofImitochondrialIβxaZpUIisIaIcomponentIofItheISecI
translocaseWIEMBOgJournalUI2000UIZhUIdcaVh 13 320

157
vlycosylationIefficiencyIofIpsnVXaaVThrIsequonsIdependsIbothIonItheIdistanceIfromItheIrIterminusI
andIonItheIpresenceIofIaIdownstreamItransmembraneIsegmentWIJournalgofgBiologicalgChemistryUI
2000UIafdUIZfbbgVcb

5.4 61

156 sistantIdownstreamIsequenceIdeterminantsIcanIcontrolIαVtailItranslocationIduringIproteinI
insertionIintoItheIendoplasmicIreticulumImembraneWIJournalgofgBiologicalgChemistryUI2000UIafdUIeaYfVZb 5.4 32

155
seterminantsIofItopogenesisIandIglycosylationIofItypeIxxImembraneIproteinsWIpnalysisIofI
αaUzVpTPaseIbetaIZIpαsIbetaIbIsubunitsIbyIglycosylationImappingWIJournalgofgBiologicalgChemistryUI
2000UIafdUIahYZZVaa

5.4 16

154 PredictingIsubcellularIlocalizationIofIproteinsIbasedIonItheirIαVterminalIaminoIacidIsequenceWI
JournalgofgMoleculargBiologyUI2000UIbYYUIZYYdVZe 6.5 3635
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153 uormationIofIcytoplasmicIturnsIbetweenItwoIcloselyIspacedItransmembraneIhelicesIduringI
membraneIproteinIintegrationIintoItheItRImembraneWIJournalgofgMoleculargBiologyUI2000UIbYZUIZhZVf 6.5 11

152 rhargeIpairIinteractionsIinIaImodelItransmembraneIhelixIinItheItRImembraneWIJournalgofgMolecularg
BiologyUI2000UIbYbUIZVd 6.5 29

151 ronsensusIpredictionsIofImembraneIproteinItopologyWIFEBSgLettersUI2000UIcgeUIaefVh 3.8 83

150  achineIlearningIapproachesIforItheIpredictionIofIsignalIpeptidesIandIotherIproteinIsortingI
signalsWIProteingEngineeringvgDesigngandgSelectionUI1999UIZaUIbVh 1.9 461

149 TheIsignalIrecognitionIparticleVtargetingIpathwayIdoesInotInecessarilyIdeliverIproteinsItoItheI
secVtranslocaseIinItscherichiaIcoliWIJournalgofgBiologicalgChemistryUI1999UIafcUIaYYegVfY 5.4 35

148 xnsertionIofIaIbacterialIsecondaryItransportIproteinIinItheIendoplasmicIreticulumImembraneWI
JournalgofgBiologicalgChemistryUI1999UIafcUIagZeVab 5.4 25

147 seterminationIofItheIborderIbetweenItheItransmembraneIandIcytoplasmicIdomainsIofIhumanI
integrinIsubunitsWIJournalgofgBiologicalgChemistryUI1999UIafcUIbfYbYVc 5.4 68

146 rhloroPUIaIneuralInetworkVbasedImethodIforIpredictingIchloroplastItransitIpeptidesIandItheirI
cleavageIsitesWIProteingScienceUI1999UIgUIhfgVgc 6.3 1551

145 rompetitionIbetweenISecVIandITpTVdependentIproteinItranslocationIinItscherichiaIcoliWIEMBOg
JournalUI1999UIZgUIahgaVhY 13 218

144 αVtailItranslocationIinIaIeukaryoticIpolytopicImembraneIproteiniIsynergyIbetweenIneighboringI
transmembraneIsegmentsWIFEBSgJournalUI1999UIaebUIaecVh 22

143 TopologyUIsubcellularIlocalizationUIandIsequenceIdiversityIofItheI loIfamilyIinIplantsWIJournalgofg
BiologicalgChemistryUI1999UIafcUIbchhbVdYYc 5.4 204

142 TheIaromaticIresiduesITrpIandIPheIhaveIdifferentIeffectsIonItheIpositioningIofIaItransmembraneI
helixIinItheImicrosomalImembraneWIBiochemistryUI1999UIbgUIhffgVga 3.2 127

141 pIturnIpropensityIscaleIforItransmembraneIhelicesWIJournalgofgMoleculargBiologyUI1999UIaggUIZcZVd 6.5 87

140 pIsayIinItheI—ifeIofIsrIzWIorIwowIxI—earnedItoIStopIWorryingIandI—oveI—ysozymeiIaItragedyIinIsixI
actsWIJournalgofgMoleculargBiologyUI1999UIahbUIbefVfh 6.5 31

139 TurnsIinItransmembraneIhelicesiIdeterminationIofItheIminimalIlengthIofIaIKhelicalIhairpinKIandI
derivationIofIaIfineVgrainedIturnIpropensityIscaleWIJournalgofgMoleculargBiologyUI1999UIahbUIgYfVZc 6.5 91

138 RecentIadvancesIinItheIunderstandingIofImembraneIproteinIassemblyIandIstructureWIQuarterlyg
ReviewsgofgBiophysicsUI1999UIbaUIagdVbYf 7 87

137 StopVtransferIfunctionIofIpseudoVrandomIaminoIacidIsegmentsIduringItranslocationIacrossI
prokaryoticIandIeukaryoticImembranesWIFEBSgJournalUI1998UIadZUIgaZVh 46

136 ueatureVextractionIfromIendopeptidaseIcleavageIsitesIinImitochondrialItargetingIpeptidesI1998UI
bYUIchVeY 77

(1998-2000)
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135 venomeVwideIanalysisIofIintegralImembraneIproteinsIfromIeubacterialUIarchaeanUIandIeukaryoticI
organismsWIProteingScienceUI1998UIfUIZYahVbg 6.3 1170

134 prchitectureIofIbetaVbarrelImembraneIproteinsiIanalysisIofItrimericIporinsWIProteingScienceUI1998UIfUIaYaeVba6.3 42

133 uorcedItransmembraneIorientationIofIhydrophilicIpolypeptideIsegmentsIinImultispanningI
membraneIproteinsWIMoleculargCellUI1998UIaUIchdVdYb 17.6 97

132 PhosphatidylethanolamineImediatesIinsertionIofItheIcatalyticIdomainIofIleaderIpeptidaseIinI
membranesWIFEBSgLettersUI1998UIcbZUIfdVh 3.8 47

131 ProlineVinducedIdisruptionIofIaItransmembraneIalphaVhelixIinIitsInaturalIenvironmentWIJournalgofg
MoleculargBiologyUI1998UIagcUIZZedVfd 6.5 119

130 PositivelyIandInegativelyIchargedIresiduesIhaveIdifferentIeffectsIonItheIpositionIinItheImembraneI
ofIaImodelItransmembraneIhelixWIJournalgofgMoleculargBiologyUI1998UIagcUIZZffVgb 6.5 97

129 qreakingItheIcamelPsIbackiIprolineVinducedIturnsIinIaImodelItransmembraneIhelixWIJournalgofg
MoleculargBiologyUI1998UIagcUIZZgdVh 6.5 52

128  embraneItopologyIofItheIeYVksaIβxaZpIhomologueIfromItscherichiaIcoliWIJournalgofgBiologicalg
ChemistryUI1998UIafbUIbYcZdVg 5.4 76

127 ueatureVextractionIfromIendopeptidaseIcleavageIsitesIinImitochondrialItargetingIpeptidesI1998UI
bYUIch 2

126 planineIinsertionIscanningImutagenesisIofIlactoseIpermeaseItransmembraneIhelicesWIJournalgofg
BiologicalgChemistryUI1997UIafaUIahdeeVfZ 5.4 33

125 TopologicalIrulesIforImembraneIproteinIassemblyIinIeukaryoticIcellsWIJournalgofgBiologicalgChemistry
UI1997UIafaUIeZZhVaf 5.4 127

124 pIneuralInetworkImethodIforIidentificationIofIprokaryoticIandIeukaryoticIsignalIpeptidesIandI
predictionIofItheirIcleavageIsitesWIInternationalgJournalgofgNeuralgSystemsUI1997UIgUIdgZVhh 6.2 552

123 welixVhelixIpackingIinIaImembraneVlikeIenvironmentWIJournalgofgMoleculargBiologyUI1997UIafaUIebbVcZ 6.5 38

122 PredictionIofIαVterminalIproteinIsortingIsignalsWICurrentgOpiniongingStructuralgBiologyUI1997UIfUIbhcVg 8.1 115

121  olecularImechanismIofImembraneIproteinIintegrationIintoItheIendoplasmicIreticulumWICellUI1997UI
ghUIdabVbb 56.2 179

120 TheItWIcoliISRPiIpreferencesIofIaItargetingIfactorWIFEBSgLettersUI1997UIcYgUIZVc 3.8 54

119 xnIvitroImembraneIintegrationIofIleaderIpeptidaseIdependsIonItheISecImachineryIandIanionicI
phospholipidsIandIcanIoccurIpostVtranslationallyWIFEBSgLettersUI1997UIcZbUIZYhVZc 3.8 23

118 prchitectureIofIhelixIbundleImembraneIproteinsiIanIanalysisIofIcytochromeIcIoxidaseIfromIbovineI
mitochondriaWIProteingScienceUI1997UIeUIgYgVZd 6.3 119
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117 vettingIgreasyiIhowItransmembraneIpolypeptideIsegmentsIintegrateIintoItheIlipidIbilayerWI
MoleculargMicrobiologyUI1997UIacUIachVdb 4.1 27

116 αascentImembraneIandIpresecretoryIproteinsIsynthesizedIinItscherichiaIcoliIassociateIwithIsignalI
recognitionIparticleIandItriggerIfactorWIMoleculargMicrobiologyUI1997UIadUIdbVec 4.1 160

115 txpressionIofIanIolfactoryIreceptorIinItscherichiaIcoliiIpurificationUIreconstitutionUIandIligandI
bindingWIBiochemistryUI1996UIbdUIZeYffVgc 3.2 156

114 SaccharomycesIcerevisiaeImitochondriaIlackIaIbacterialVtypeIsecImachineryWIProteingScienceUI1996UI
dUIaedZVa 6.3 79

113 ralnexinIcanIinteractIwithIαVlinkedIglycansIlocatedIcloseItoItheIendoplasmicIreticulumImembraneWI
FEBSgLettersUI1996UIbhfUIbaZVc 3.8 9

112 pssemblyIofIaIcytoplasmicImembraneIproteinIinItscherichiaIcoliIisIdependentIonItheIsignalI
recognitionIparticleWIFEBSgLettersUI1996UIbhhUIbYfVh 3.8 131

111 pInascentIsecretoryIproteinImayItraverseItheIribosomeXendoplasmicIreticulumItranslocaseI
complexIasIanIextendedIchainWIJournalgofgBiologicalgChemistryUI1996UIafZUIeacZVc 5.4 121

110 TargetingISignalsIforIProteinIxmportIintoI itochondriaIandIβtherISubcellularIβrganellesWIAdvancesg
ingMoleculargandgCellgBiologyUI1996UIZfUIZVZa 4

109 PrinciplesIofImembraneIproteinIassemblyIandIstructureWIProgressgingBiophysicsgandgMolecularg
BiologyUI1996UIeeUIZZbVbh 4.7 79

108 sefiningIaIsimilarityIthresholdIforIaIfunctionalIproteinIsequenceIpatterniItheIsignalIpeptideI
cleavageIsiteWIProteins:gStructurevgFunctiongandgBioinformaticsUI1996UIacUIZedVff 4.2 61

107 plaVinsertionIscanningImutagenesisIofItheIglycophorinIpItransmembraneIhelixiIaIrapidIwayItoImapI
helixVhelixIinteractionsIinIintegralImembraneIproteinsWIProteingScienceUI1996UIdUIZbbhVcZ 6.3 68

106 TurningIyeastIsequenceIintoIproteinIfunctionWINaturegBiotechnologyUI1996UIZcUIcahVcah 44.5 2

105  embraneItopologyIofIzchUIaIputativeIzTIchannelIfromItscherichiaIcoliWIJournalgofgBiologicalg
ChemistryUI1996UIafZUIadhZaVd 5.4 16

104 pIZaVresidueVlongIpolyleucineItailIisIsufficientItoIanchorIsynaptobrevinItoItheIendoplasmicI
reticulumImembraneWIJournalgofgBiologicalgChemistryUI1996UIafZUIfdgbVe 5.4 64

103 romputerVpssistedIxdentificationIofIProteinISortingISignalsIandIPredictionIofI embraneIProteinI
TopologyIandIStructureI1996UIZVZc 0

102
SecpVindependentItranslocationIofItheIperiplasmicIαVterminalItailIofIanItscherichiaIcoliIinnerI
membraneIproteinWIPositionVspecificIeffectsIonItranslocationIofIpositivelyIchargedIresiduesIandI
constructionIofIaIproteinIwithIaIrVterminalItranslocationIsignalWIJournalgofgBiologicalgChemistryUI
1995UIafYUIahgbZVd

5.4 20

101 pIquantitativeIassayItoIdetermineItheIamountIofIsignalIpeptidaseIxIinItWIcoliIandItheIorientationIofI
membraneIvesiclesWIMoleculargMembranegBiologyUI1995UIZaUIbchVdb 3.4 15

100 PropertiesIofIαVterminalItailsIinIvVproteinIcoupledIreceptorsiIaIstatisticalIstudyWIProteing
EngineeringvgDesigngandgSelectionUI1995UIgUIehbVg 1.9 90

(1995-1997)

15



99 SecpVdependenceIofItheItranslocationIofIaIlargeIperiplasmicIloopIinItheItscherichiaIcoliI aluIinnerI
membraneIproteinIisIaIfunctionIofIsequenceIcontextWIMoleculargMembranegBiologyUI1995UIZaUIaYhVZd 3.4 21

98  embraneIproteinIassemblyWIAdvancesgingCellulargandgMoleculargBiologygofgMembranesgandg
OrganellesUI1995UIZVZe

97  embraneIproteinItopogenesisIinItscherichiaIcoliWIMembranegProteingTransportUI1995UIaUIaYZVaZc

96 sirectionalityIinIproteinItranslocationIacrossImembranesiItheIαVtailIphenomenonWITrendsgingCellg
BiologyUI1995UIdUIbgYVb 18.3 51

95  embraneIproteinIassemblyiIrulesIofItheIgameWIBioEssaysUI1995UIZfUIadVbY 4.1 49

94 TheIrββwVterminalIendsIofIinternalIsignalIandIsignalVanchorIsequencesIareIpositionedIdifferentlyI
inItheItRItranslocaseWIJournalgofgCellgBiologyUI1994UIZaeUIZZafVba 7.3 125

93 pIreceptorIcomponentIofItheIchloroplastIproteinItranslocationImachineryWIScienceUI1994UIaeeUIZhghVha 33.3 221

92 seInovoIdesignIofIintegralImembraneIproteinsWINaturegStructuralgandgMoleculargBiologyUI1994UIZUIgdgVea 17.6 37

91 TopologicalIKfrustrationKIinImultispanningItWIcoliIinnerImembraneIproteinsWICellUI1994UIffUIcYZVZa 56.2 155

90 SecVindependentIproteinIinsertionIintoItheIinnerItWIcoliImembraneWIpIphenomenonIinIsearchIofIanI
explanationWIFEBSgLettersUI1994UIbceUIehVfa 3.8 32

89 PositivelyIchargedIresiduesIinfluenceItheIdegreeIofISecpIdependenceIinIproteinItranslocationI
acrossItheItWIcoliIinnerImembraneWIFEBSgLettersUI1994UIbcfUIZehVfa 3.8 16

88  embraneIproteinsiIfromIsequenceItoIstructureWIAnnualgReviewgofgBiophysicsgandgBiomolecularg
StructureUI1994UIabUIZefVha 260

87 TopPredIxxiIanIimprovedIsoftwareIforImembraneIproteinIstructureIpredictionsWIBioinformaticsUI1994
UIZYUIegdVe 7.2 525

86 pssemblyIofIxntegralI embraneIProteinsI1994UIZhhVaYd

85 secodingItheISignalsIofI embraneIProteinISequencesI1994UIafVcY 6

84 SignalsIforIproteinItargetingIintoIandIacrossImembranesWISubwCellulargBiochemistryUI1994UIaaUIZVZh 5.5 32

83 ThreeVdimensionalImodelIforItheImembraneIdomainIofItscherichiaIcoliIleaderIpeptidaseIbasedIonI
disulfideImappingWIBiochemistryUI1993UIbaUIgdbcVh 3.2 51

82
PositivelyIchargedIaminoIacidsIplacedInextItoIaIsignalIsequenceIblockIproteinItranslocationImoreI
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