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k Paper IF Citations

320 liologicalRFclinicalFandFpopulationFrelevanceFofFc[FlociFforFbloodFlipidsTFNatureRF2010RFZ]]RFaVaSWY 50.4 2742

319 qeneticFstudiesFofFbodyFmassFindexFyieldFnewFinsightsFforFobesityFbiologyTFNatureRF2015RF[WbRFWcaSXV] 50.4 2687

318 TheFmutationalFconstraintFspectrumFquantifiedFfromFvariationFinFWZWRZ[]FhumansTFNatureRF2020RF
[bWRFZYZSZZY 50.4 2278

317 kssociationFanalysesFofFXZcRac]FindividualsFrevealFWbFnewFlociFassociatedFwithFbodyFmassFindexTF
NatureUGeneticsRF2010RFZXRFcYaSZb 36.3 2267

316 qenomewideFassociationFanalysisFofFcoronaryFarteryFdiseaseTFNewUEnglandUJournalUofUMedicineRF2007
RFY[aRFZZYS[Y 59.2 1608

315 qeneticFvariantsFinFnovelFpathwaysFinfluenceFbloodFpressureFandFcardiovascularFdiseaseFriskTFNature
RF2011RFZabRFWVYSc 50.4 1564

314 zlasmaFrnvFcholesterolFandFriskFofFmyocardialFinfarctiondFaFmendelianFrandomisationFstudyTFLancetkU
TheRF2012RFYbVRF[aXSbV 40 1523

313 rundredsFofFvariantsFclusteredFinFgenomicFlociFandFbiologicalFpathwaysFaffectFhumanFheightTF
NatureRF2010RFZ]aRFbYXSb 50.4 1514

312 vargeSscaleFassociationFanalysisFidentifiesFWYFnewFsusceptibilityFlociFforFcoronaryFarteryFdiseaseTF
NatureUGeneticsRF2011RFZYRFYYYSb 36.3 1394

311 nefiningFtheFroleFofFcommonFvariationFinFtheFgenomicFandFbiologicalFarchitectureFofFadultFhumanF
heightTFNatureUGeneticsRF2014RFZ]RFWWaYSb] 36.3 1339

310 kFcomprehensiveFWRVVVFqenomesSbasedFgenomeSwideFassociationFmetaSanalysisFofFcoronaryFarteryF
diseaseTFNatureUGeneticsRF2015RFZaRFWWXWSWWYV 36.3 1290

309 vargeSscaleFassociationFanalysisFidentifiesFnewFriskFlociFforFcoronaryFarteryFdiseaseTFNatureUGeneticsRF
2013RFZ[RFX[SYY 36.3 1172

308 qenomewideFkssociationF₁tudyFofF₁evereFmovidSWcFwithFRespiratoryFpailureTFNewUEnglandUJournalU
ofUMedicineRF2020RFYbYRFW[XXSW[YZ 59.2 913

307 qenomeSwideFassociationFofFearlySonsetFmyocardialFinfarctionFwithFsingleFnucleotideF
polymorphismsFandFcopyFnumberFvariantsTFNatureUGeneticsRF2009RFZWRFYYZSZW 36.3 884

306 rumanFmetabolicFindividualityFinFbiomedicalFandFpharmaceuticalFresearchTFNatureRF2011RFZaaRF[ZS]V 50.4 728

305 vossSofSfunctionFmutationsFinFkzymYRFtriglyceridesRFandFcoronaryFdiseaseTFNewUEnglandUJournalUofU
MedicineRF2014RFYaWRFXXSYW 59.2 721

304 sdentificationFofFsevenFlociFaffectingFmeanFtelomereFlengthFandFtheirFassociationFwithFdiseaseTF
NatureUGeneticsRF2013RFZ[RFZXXSaRFZXaeWSX 36.3 624
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303 nxkFmethylationFandFbodySmassFindexdFaFgenomeSwideFanalysisTFLancetkUTheRF2014RFYbYRFWccVSb 40 569

302 snterleukinS]FreceptorFpathwaysFinFcoronaryFheartFdiseasedFaFcollaborativeFmetaSanalysisFofFbXF
studiesTFLancetkUTheRF2012RFYacRFWXV[SWY 40 522

301 oxomeFsequencingFidentifiesFrareFvnvRFandFkzyk[FallelesFconferringFriskFforFmyocardialFinfarctionTF
NatureRF2015RF[WbRFWVXS] 50.4 463

300 qeneticFvociFassociatedFwithFmSreactiveFproteinFlevelsFandFriskFofFcoronaryFheartFdiseaseTFJAMAUlU
JournalUofUtheUAmericanUMedicalUAssociationRF2009RFYVXRFYaSZb 27.4 459

299 qenomeSwideFmetaSanalysisFidentifiesFWWFnewFlociFforFanthropometricFtraitsFandFprovidesFinsightsF
intoFgeneticFarchitectureTFNatureUGeneticsRF2013RFZ[RF[VWSWX 36.3 437

298 kFgenomeSwideFmetaSanalysisFidentifiesFXXFlociFassociatedFwithFeightFhematologicalFparametersFinF
theFraemqenFconsortiumTFNatureUGeneticsRF2009RFZWRFWWbXScV 36.3 433

297 kssociationFbetweenFmFreactiveFproteinFandFcoronaryFheartFdiseasedFmendelianFrandomisationF
analysisFbasedFonFindividualFparticipantFdataTFBMJkUTheRF2011RFYZXRFd[Zb 5.9 422

296
sdentificationFofFknkwT₁aFasFaFnovelFlocusFforFcoronaryFatherosclerosisFandFassociationFofFklyF
withFmyocardialFinfarctionFinFtheFpresenceFofFcoronaryFatherosclerosisdFtwoFgenomeSwideF
associationFstudiesTFLancetkUTheRF2011RFYaaRFYbYScX

40 399

295 TheFmetabochipRFaFcustomFgenotypingFarrayFforFgeneticFstudiesFofFmetabolicRFcardiovascularRFandF
anthropometricFtraitsTFPLoSUGeneticsRF2012RFbRFeWVVXacY 6 395

294 xewFsusceptibilityFlocusFforFcoronaryFarteryFdiseaseFonFchromosomeFYqXXTYTFNatureUGeneticsRF2009RF
ZWRFXbVSX 36.3 389

293 qenomeSwideFhaplotypeFassociationFstudyFidentifiesFtheF₁vmXXkYSvzkvXSvzkFgeneFclusterFasFaFriskF
locusFforFcoronaryFarteryFdiseaseTFNatureUGeneticsRF2009RFZWRFXbYS[ 36.3 374

292 kssociationFanalysesFbasedFonFfalseFdiscoveryFrateFimplicateFnewFlociFforFcoronaryFarteryFdiseaseTF
NatureUGeneticsRF2017RFZcRFWYb[SWYcW 36.3 361

291 qenomeSwideFassociationFstudyFidentifiesFsixFnewFlociFinfluencingFpulseFpressureFandFmeanFarterialF
pressureTFNatureUGeneticsRF2011RFZYRFWVV[SWW 36.3 338

290 xewFgeneFfunctionsFinFmegakaryopoiesisFandFplateletFformationTFNatureRF2011RFZbVRFXVWSb 50.4 330

289 xovelFlociFforFadiponectinFlevelsFandFtheirFinfluenceFonFtypeFXFdiabetesFandFmetabolicFtraitsdFaF
multiSethnicFmetaSanalysisFofFZ[RbcWFindividualsTFPLoSUGeneticsRF2012RFbRFeWVVX]Va 6 326

288 RareFvariantFinFscavengerFreceptorFlsFraisesFrnvFcholesterolFandFincreasesFriskFofFcoronaryFheartF
diseaseTFScienceRF2016RFY[WRFWW]]SaW 33.3 325

287 modingFαariationFinFkxqzTvZRFvzvRFandF₁αozWFandFtheFRiskFofFmoronaryFniseaseTFNewUEnglandU
JournalUofUMedicineRF2016RFYaZRFWWYZSZZ 59.2 325

286 mommonFvariantsFatFWVFgenomicFlociFinfluenceFhemoglobinFkâ��NmOFlevelsFviaFglycemicFandF
nonglycemicFpathwaysTFDiabetesRF2010RF[cRFYXXcSYc 0.9 314

(2010-2014)
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285 RepeatedFreplicationFandFaFprospectiveFmetaSanalysisFofFtheFassociationFbetweenFchromosomeF
cpXWTYFandFcoronaryFarteryFdiseaseTFCirculationRF2008RFWWaRFW]a[SbZ 16.7 312

284 snactivatingFmutationsFinFxzmWvWFandFprotectionFfromFcoronaryFheartFdiseaseTFNewUEnglandUJournalU
ofUMedicineRF2014RFYaWRFXVaXSbX 59.2 307

283 pTyFgenotypeFisFassociatedFwithFphenotypicFvariabilityFofFbodyFmassFindexTFNatureRF2012RFZcVRFX]aSaX 50.4 304

282 qeneticFassociationsFatF[YFlociFhighlightFcellFtypesFandFbiologicalFpathwaysFrelevantFforFkidneyF
functionTFNatureUCommunicationsRF2016RFaRFWVVXY 17.4 295

281 qenomeSwideFassociationFidentifiesFnineFcommonFvariantsFassociatedFwithFfastingFproinsulinFlevelsF
andFprovidesFnewFinsightsFintoFtheFpathophysiologyFofFtypeFXFdiabetesTFDiabetesRF2011RF]VRFX]XZSYZ 0.9 285

280 ₁exSstratifiedFgenomeSwideFassociationFstudiesFincludingFXaVRVVVFindividualsFshowFsexualF
dimorphismFinFgeneticFlociFforFanthropometricFtraitsTFPLoSUGeneticsRF2013RFcRFeWVVY[VV 6 277

279 TheFgeneticsFofFbloodFpressureFregulationFandFitsFtargetForgansFfromFassociationFstudiesFinFYZXRZW[F
individualsTFNatureUGeneticsRF2016RFZbRFWWaWSWWbZ 36.3 251

278 ₁haredFgeneticFsusceptibilityFtoFischemicFstrokeFandFcoronaryFarteryFdiseasedFaFgenomeSwideF
analysisFofFcommonFvariantsTFStrokeRF2014RFZ[RFXZSY] 6.7 245

277 qenomeSwideFassociationFstudyFinFranFmhineseFidentifiesFfourFnewFsusceptibilityFlociFforFcoronaryF
arteryFdiseaseTFNatureUGeneticsRF2012RFZZRFbcVSZ 36.3 243

276 TheFimpactFofFlowSfrequencyFandFrareFvariantsFonFlipidFlevelsTFNatureUGeneticsRF2015RFZaRF[bcSca 36.3 229

275 kFgenomeSwideFassociationFstudyFidentifiesFtwoFlociFassociatedFwithFheartFfailureFdueFtoFdilatedF
cardiomyopathyTFEuropeanUHeartUJournalRF2011RFYXRFWV][Sa] 9.5 228

274 kxqzTvYFneficiencyFandFzrotectionFkgainstFmoronaryFkrteryFniseaseTFJournalUofUtheUAmericanU
CollegeUofUCardiologyRF2017RF]cRFXV[ZSXV]Y 15.1 226

273 kFtransSactingFlocusFregulatesFanFantiSviralFexpressionFnetworkFandFtypeFWFdiabetesFriskTFNatureRF
2010RFZ]aRFZ]VSZ 50.4 224

272 migaretteFsmokingFreducesFnxkFmethylationFlevelsFatFmultipleFgenomicFlociFbutFtheFeffectFisF
partiallyFreversibleFuponFcessationTFEpigeneticsRF2014RFcRFWYbXSc] 5.7 222

271 TheFsnfluenceFofFkgeFandF₁exFonFqeneticFkssociationsFwithFkdultFlodyF₁izeFandF₁hapedFkF
vargeS₁caleFqenomeSWideFsnteractionF₁tudyTFPLoSUGeneticsRF2015RFWWRFeWVV[Yab 6 220

270 sdentificationFofFheartFrateSassociatedFlociFandFtheirFeffectsFonFcardiacFconductionFandFrhythmF
disordersTFNatureUGeneticsRF2013RFZ[RF]XWSYW 36.3 219

269 nysfunctionalFnitricFoxideFsignallingFincreasesFriskFofFmyocardialFinfarctionTFNatureRF2013RF[VZRFZYXS] 50.4 185

268 pifteenFnewFriskFlociFforFcoronaryFarteryFdiseaseFhighlightFarterialSwallSspecificFmechanismsTFNatureU
GeneticsRF2017RFZcRFWWWYSWWWc 36.3 184
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267
₁ystematicFscreeningFforFmutationsFinFtheFhumanFserotoninSXkFN[SrTXkOFreceptorFgenedF
identificationFofFtwoFnaturallyFoccurringFreceptorFvariantsFandFassociationFanalysisFinFschizophreniaTF
HumanUGeneticsRF1996RFcaRF]WZSc

6.3 181

266 vargeSscaleFgeneScentricFanalysisFidentifiesFnovelFvariantsFforFcoronaryFarteryFdiseaseTFPLoSUGenetics
RF2011RFaRFeWVVXX]V 6 175

265 xovelFmissenseFmutationsFNpTT[c]wFandFpTzWacarOFinFxyTmrWFinFpatientsFwithFbicuspidFaorticF
valveTFBiochemicalUandUBiophysicalUResearchUCommunicationsRF2006RFYZ[RFWZ]VS[ 3.4 168

264 qeneticFvariantsFassociatedFwithFcardiacFstructureFandFfunctiondFaFmetaSanalysisFandFreplicationFofF
genomeSwideFassociationFdataTFJAMAUlUJournalUofUtheUAmericanUMedicalUAssociationRF2009RFYVXRFW]bSab 27.4 164

263 wutationFspectrumFinFaFlargeFcohortFofFunrelatedFconsecutiveFpatientsFwithFhypertrophicF
cardiomyopathyTFClinicalUGeneticsRF2003RF]ZRFYYcSZc 4 162

262 qeneticallyFdeterminedFheightFandFcoronaryFarteryFdiseaseTFNewUEnglandUJournalUofUMedicineRF2015RF
YaXRFW]VbSWb 59.2 152

261 qeneticFdeterminantsFofFcirculatingFsphingolipidFconcentrationsFinFouropeanFpopulationsTFPLoSU
GeneticsRF2009RF[RFeWVVV]aX 6 150

260 sntegrativeFgenomicsFrevealsFnovelFmolecularFpathwaysFandFgeneFnetworksFforFcoronaryFarteryF
diseaseTFPLoSUGeneticsRF2014RFWVRFeWVVZ[VX 6 147

259 ₁ystematicFovaluationFofFzleiotropyFsdentifiesF]FpurtherFvociFkssociatedFWith´ moronaryF
krtery´ niseaseTFJournalUofUtheUAmericanUCollegeUofUCardiologyRF2017RF]cRFbXYSbY] 15.1 146

258 snheritanceFofFcoronaryFarteryFdiseaseFinFmendFanFanalysisFofFtheFroleFofFtheFYFchromosomeTFLancetkU
TheRF2012RFYacRFcW[ScXX 40 145

257 kbdominalFaorticFaneurysmFisFassociatedFwithFaFvariantFinFlowSdensityFlipoproteinFreceptorSrelatedF
proteinFWTFAmericanUJournalUofUHumanUGeneticsRF2011RFbcRF]WcSXa 11 145

256 xexilinFmutationsFdestabilizeFcardiacFZSdisksFandFleadFtoFdilatedFcardiomyopathyTFNatureUMedicineRF
2009RFW[RFWXbWSb 50.5 142

255 nistinctFheritableFpatternsFofFangiographicFcoronaryFarteryFdiseaseFinFfamiliesFwithFmyocardialF
infarctionTFCirculationRF2005RFWWWRFb[[S]X 16.7 138

254
nesignFofFtheFmoronaryFkRteryFnsseaseFqenomeSWideFReplicationFkndFwetaSknalysisF
NmkRnsoqRkwOF₁tudydFkFqenomeSwideFassociationFmetaSanalysisFinvolvingFmoreFthanFXXFVVVFcasesF
andF]VFVVVFcontrolsTFCirculationzUCardiovascularUGeneticsRF2010RFYRFZa[SbY

135

253 zeroxisomeFproliferatorSSactivatedFreceptorFalphaFgeneFregulatesFleftFventricularFgrowthFinF
responseFtoFexerciseFandFhypertensionTFCirculationRF2002RFWV[RFc[VS[ 16.7 135

252 kFcommonFpolymorphismFinFumxrXFNroRqOFhastensFcardiacFrepolarizationTFCardiovascularUResearchRF
2003RF[cRFXaSY] 9.9 133

251 kFgenomeSwideFassociationFstudyFrevealsFvariantsFinFkRvW[FthatFinfluenceFadiponectinFlevelsTFPLoSU
GeneticsRF2009RF[RFeWVVVa]b 6 129

250 mnW]YQFmacrophagesFpromoteFangiogenesisFandFvascularFpermeabilityFaccompaniedFbyF
inflammationFinFatherosclerosisTFJournalUofUClinicalUInvestigationRF2018RFWXbRFWWV]SWWXZ 15.9 126

(2018-1996)
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249 qeneticFvariationFatFchromosomeFWpWYTYFaffectsFsortilinFmRxkFexpressionRFcellularFvnvSuptakeFandF
serumFvnvFlevelsFwhichFtranslatesFtoFtheFriskFofFcoronaryFarteryFdiseaseTFAtherosclerosisRF2010RFXVbRFWbYSc3.1 123

248 mommonFgeneticFlociFinfluencingFplasmaFhomocysteineFconcentrationsFandFtheirFeffectFonFriskFofF
coronaryFarteryFdiseaseTFAmericanUJournalUofUClinicalUNutritionRF2013RFcbRF]]bSa] 7 122

247 kFdecadeFofFgenomeSwideFassociationFstudiesFforFcoronaryFarteryFdiseasedFtheFchallengesFaheadTF
CardiovascularUResearchRF2018RFWWZRFWXZWSWX[a 9.9 121

246 xovelFmutationsFinFsarcomericFproteinFgenesFinFdilatedFcardiomyopathyTFBiochemicalUandU
BiophysicalUResearchUCommunicationsRF2002RFXcbRFWW]SXV 3.4 120

245 mlinicalFandFgeneticFassociationFofFserumFparaoxonaseFandFarylesteraseFactivitiesFwithF
cardiovascularFriskTFArteriosclerosiskUThrombosiskUandUVascularUBiologyRF2012RFYXRFXbVYSWX 9.4 119

244 vifelongFreductionFofFvnvScholesterolFrelatedFtoFaFcommonFvariantFinFtheFvnvSreceptorFgeneF
decreasesFtheFriskFofFcoronaryFarteryFdiseaseSSaFwendelianFRandomisationFstudyTFPLoSUONERF2008RFYRFeXcb]3.7 117

243 qeneticFregulationFofFserumFphytosterolFlevelsFandFriskFofFcoronaryFarteryFdiseaseTFCirculationzU
CardiovascularUGeneticsRF2010RFYRFYYWSc 116

242 qeneticsFandFheritabilityFofFcoronaryFarteryFdiseaseFandFmyocardialFinfarctionTFClinicalUResearchUinU
CardiologyRF2007RFc]RFWSa 6.1 112

241 kFnovelFvariantFonFchromosomeFaqXXTYFassociatedFwithFmeanFplateletFvolumeRFcountsRFandF
functionTFBloodRF2009RFWWYRFYbYWSa 2.2 109

240
wultiethnicFmetaSanalysisFofFgenomeSwideFassociationFstudiesFinFhWVVFVVVFsubjectsFidentifiesFXYF
fibrinogenSassociatedFvociFbutFnoFstrongFevidenceFofFaFcausalFassociationFbetweenFcirculatingF
fibrinogenFandFcardiovascularFdiseaseTFCirculationRF2013RFWXbRFWYWVSXZ

16.7 107

239 sntegratingFgenomeSwideFgeneticFvariationsFandFmonocyteFexpressionFdataFrevealsFtransSregulatedF
geneFmodulesFinFhumansTFPLoSUGeneticsRF2011RFaRFeWVVXY]a 6 99

238 kFgenomeSwideFassociationFstudyFidentifiesFvszkFasFaFsusceptibilityFgeneFforFcoronaryFarteryF
diseaseTFCirculationzUCardiovascularUGeneticsRF2011RFZRFZVYSWX 98

237 qeneticFvariationFofFtheF[SrTXkFreceptorFandFresponseFtoFclozapineTFLancetkUTheRF1995RFYZ]RFcVbSc 40 97

236 ₁pectrumFofFclinicalFphenotypesFandFgeneFvariantsFinFcardiacFmyosinSbindingFproteinFmFmutationF
carriersFwithFhypertrophicFcardiomyopathyTFJournalUofUtheUAmericanUCollegeUofUCardiologyRF2001RFYbRFYXXSYV15.1 96

235 lradykininFlXluRFreceptorFpolymorphismFandFleftSventricularFgrowthFresponseTFLancetkUTheRF2001RF
Y[bRFWW[[S] 40 96

234 qeneticFassociationFstudyFidentifiesFr₁zlaFasFaFriskFgeneFforFidiopathicFdilatedFcardiomyopathyTF
PLoSUGeneticsRF2010RF]RFeWVVWW]a 6 93

233 kFgenomeSwideFassociationFstudyFforFcoronaryFarteryFdiseaseFidentifiesFaFnovelFsusceptibilityFlocusF
inFtheFmajorFhistocompatibilityFcomplexTFCirculationzUCardiovascularUGeneticsRF2012RF[RFXWaSX[ 92

232 qenomeSwideFassociationFstudyFidentifiesFaFnewFlocusFforFcoronaryFarteryFdiseaseFonFchromosomeF
WVpWWTXYTFEuropeanUHeartUJournalRF2011RFYXRFW[bS]b 9.5 92
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231 moronaryFheartFdiseaseSassociatedFvariationFinFTmpXWFdisruptsFaFmiRSXXZFbindingFsiteFandF
miRxkSmediatedFregulationTFPLoSUGeneticsRF2014RFWVRFeWVVZX]Y 6 91

230 vongSrangeFnxkFloopingFandFgeneFexpressionFanalysesFidentifyFnoXsFasFanFautoimmuneFdiseaseF
candidateFgeneTFHumanUMolecularUGeneticsRF2012RFXWRFYXXSYY 5.6 91

229 kssociationFofFtheFzrkmTRWUonxWFqeneticFvocusFWithF₁pontaneousFmoronaryFkrteryFnissectionTF
JournalUofUtheUAmericanUCollegeUofUCardiologyRF2019RFaYRF[bS]] 15.1 86

228 knkwT₁SaFinhibitsFreSendothelializationFofFinjuredFarteriesFandFpromotesFvascularFremodelingF
throughFcleavageFofFthrombospondinSWTFCirculationRF2015RFWYWRFWWcWSXVW 16.7 84

227 mardiometabolicFeffectsFofFgeneticFupregulationFofFtheFinterleukinFWFreceptorFantagonistdFaF
wendelianFrandomisationFanalysisTFLancetUDiabetesUandUEndocrinologyktheRF2015RFYRFXZYS[Y 18.1 81

226 mommonFpolymorphismsFinfluencingFserumFuricFacidFlevelsFcontributeFtoFsusceptibilityFtoFgoutRFbutF
notFtoFcoronaryFarteryFdiseaseTFPLoSUONERF2009RFZRFeaaXc 3.7 81

225 qenomeSwideFassociationFstudyFandFtargetedFmetabolomicsFidentifiesFsexSspecificFassociationFofF
mz₁WFwithFcoronaryFarteryFdiseaseTFNatureUCommunicationsRF2016RFaRFWV[[b 17.4 79

224
kssociationFofFangiotensinSconvertingFenzymeFXFNkmoXOFgeneFpolymorphismsFwithFparametersFofF
leftFventricularFhypertrophyFinFmenTFResultsFofFtheFwyxsmkFkugsburgFechocardiographicFsubstudyTF
JournalUofUMolecularUMedicineRF2006RFbZRFbbSc]

5.5 78

223 qeneticFlinkageFandFassociationFofFtheFgrowthFhormoneFsecretagogueFreceptorFNghrelinFreceptorOF
geneFinFhumanFobesityTFDiabetesRF2005RF[ZRFX[cS]a 0.9 78

222 ₁exFinFbasicFresearchdFconceptsFinFtheFcardiovascularFfieldTFCardiovascularUResearchRF2017RFWWYRFaWWSaXZ 9.9 77

221 kFgenomicFapproachFtoFtherapeuticFtargetFvalidationFidentifiesFaFglucoseSloweringFqvzWRFvariantF
protectiveFforFcoronaryFheartFdiseaseTFScienceUTranslationalUMedicineRF2016RFbRFYZWraa] 17.5 77

220 moronaryFarteryFdiseaseSassociatedFlocusFonFchromosomeFcpXWFandFearlyFmarkersFofF
atherosclerosisTFArteriosclerosiskUThrombosiskUandUVascularUBiologyRF2008RFXbRFW]acSbY 9.4 77

219
oxomeFsequencingFandFdirectedFclinicalFphenotypingFdiagnoseFcholesterolFesterFstorageFdiseaseF
presentingFasFautosomalFrecessiveFhypercholesterolemiaTFArteriosclerosiskUThrombosiskUandUVascularU
BiologyRF2013RFYYRFXcVcSWZ

9.4 76

218 qeneticsFofFmyocardialFinfarctiondFaFprogressFreportTFEuropeanUHeartUJournalRF2010RFYWRFcWbSX[ 9.5 76

217
mommonFgeneticFvariationFinFtheFYMSlmvWWlFgeneFdesertFisFassociatedFwithFcarotidSfemoralFpulseF
waveFvelocityFandFexcessFcardiovascularFdiseaseFriskdFtheFkortaqenFmonsortiumTFCirculationzU
CardiovascularUGeneticsRF2012RF[RFbWScV

76

216 offectFofFtheFangiotensinFssFtypeFXSreceptorFgeneFNQW]a[FqUkOFonFleftFventricularFstructureFinF
humansTFJournalUofUtheUAmericanUCollegeUofUCardiologyRF2001RFYaRFWa[SbX 15.1 76

215 vackFofFassociationFbetweenFtheFTrpaWckrgFpolymorphismFinFkinesinSlikeFproteinS]FandFcoronaryF
arteryFdiseaseFinFWcFcaseScontrolFstudiesTFJournalUofUtheUAmericanUCollegeUofUCardiologyRF2010RF[]RFW[[XS]Y15.1 75

214 kssociationFofFtheFTb[cVmFpolymorphismFofFmYzZkWWFwithFhypertensionFinFtheFwyxsmkFkugsburgF
echocardiographicFsubstudyTFHypertensionRF2005RFZ]RFa]]SaW 8.5 75

(2005-2014)

7



213 TheFimpactFofFnewlyFidentifiedFlociFonFcoronaryFheartFdiseaseRFstrokeFandFtotalFmortalityFinFtheF
wyRqkwFprospectiveFcohortsTFGeneticUEpidemiologyRF2009RFYYRFXYaSZ] 2.6 73

212 mirculatingFbrainSderivedFneurotrophicFfactorFconcentrationsFandFtheFriskFofFcardiovascularFdiseaseF
inFtheFcommunityTFJournalUofUtheUAmericanUHeartUAssociationRF2015RFZRFeVVW[ZZ 6 70

211
TheFnovelFgeneticFvariantFpredisposingFtoFcoronaryFarteryFdiseaseFinFtheFregionFofFtheFz₁RmWFandF
mov₁RXFgenesFonFchromosomeFWFassociatesFwithFserumFcholesterolTFJournalUofUMolecularUMedicineRF
2008RFb]RFWXYYSZW

5.5 69

210 xovelFmutationFinFtheFalphaStropomyosinFgeneFandFtransitionFfromFhypertrophicFtoFhypocontractileF
dilatedFcardiomyopathyTFCirculationRF2000RFWVXRFoWWXS] 16.7 66

209 mausalFoffectFofFzlasminogenFkctivatorFsnhibitorFTypeFWFonFmoronaryFreartFniseaseTFJournalUofUtheU
AmericanUHeartUAssociationRF2017RF]RF 6 65

208 qeneticFmarkersFenhanceFcoronaryFriskFpredictionFinFmendFtheFwyRqkwFprospectiveFcohortsTFPLoSU
ONERF2012RFaRFeZVcXX 3.7 65

207 mystatinFmFandFmardiovascularFniseasedFkFwendelianFRandomizationF₁tudyTFJournalUofUtheUAmericanU
CollegeUofUCardiologyRF2016RF]bRFcYZSZ[ 15.1 65

206 zredictionFofFmausalFmandidateFqenesFinFmoronaryFkrteryFniseaseFvociTFArteriosclerosiskUThrombosiskU
andUVascularUBiologyRF2015RFY[RFXXVaSWa 9.4 64

205 kssociationFofFcommonFpolymorphismsFinFqv≤TcFgeneFwithFgoutFbutFnotFwithFcoronaryFarteryF
diseaseFinFaFlargeFcaseScontrolFstudyTFPLoSUONERF2008RFYRFeWcZb 3.7 64

204 sdentificationFofFgeneticFvariationFinFtheFhumanFserotoninFWnFbetaFreceptorFgeneTFBiochemicalUandU
BiophysicalUResearchUCommunicationsRF1994RFXV[RFWWcZSXVV 3.4 62

203 punctionalFmharacterizationFofFtheFmoronaryFkrteryFniseaseFRiskFvocusTFCirculationRF2017RFWY]RFZa]SZbc 16.7 61

202 qeneticFevidenceFforFzvk₁wsxyqoxFasFaFsharedFgeneticFriskFfactorFofFcoronaryFarteryFdiseaseFandF
periodontitisTFCirculationzUCardiovascularUGeneticsRF2015RFbRFW[cS]a 61

201 zlateletSRelatedFαariantsFsdentifiedFbyFoxomechipFwetaSanalysisFinFW[aRXcYFsndividualsTFAmericanU
JournalUofUHumanUGeneticsRF2016RFccRFZVS[[ 11 61

200 xoFassociationFofFinterleukinS]FgeneFpolymorphismFNSWaZFqUmOFwithFmyocardialFinfarctionForF
traditionalFcardiovascularFriskFfactorsTFInternationalUJournalUofUCardiologyRF2004RFcaRFXV[SWX 3.2 61

199 khnakFisFcriticalFforFcardiacFmaNαOWTXFcalciumFchannelFfunctionFandFitsFbetaSadrenergicFregulationTF
FASEBUJournalRF2005RFWcRFWc]cSaa 0.9 60

198 niscoveryFandFpineSwappingFofFqlycaemicFandFybesitySRelatedFTraitFvociF≤singFrighSnensityF
smputationTFPLoSUGeneticsRF2015RFWWRFeWVV[XYV 6 59

197 WhiteFlloodFmellsFandFlloodFzressuredFkFwendelianFRandomizationF₁tudyTFCirculationRF2020RFWZWRFWYVaSWYWa16.7 58

196
kssociationFofFlowSgradeFurinaryFalbuminFexcretionFwithFleftFventricularFhypertrophyFinFtheFgeneralF
populationdFtheFwyxsmkUuyRkFkugsburgFochocardiographicF₁ubstudyTFNephrologyUDialysisU
TransplantationRF2006RFXWRFXabVSa

4.3 58
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195 punctionalFgeneFtestingFofFtheFqluXcbkspFpolymorphismFofFtheFendothelialFxyFsynthaseTFJournalUofU
HypertensionRF2000RFWbRFWa]aSaY 1.9 58

194 ₁ystematicFscreeningFforFmutationsFinFtheFpromoterFandFtheFcodingFregionFofFtheF[SrTWkFgeneTF
AmericanUJournalUofUMedicalUGeneticsUPartUARF1995RF]VRFYcYSc 57

193 snvestigationFofFtheFhumanFserotoninF]FN[SrT]OFreceptorFgeneFinFbipolarFaffectiveFdisorderFandF
schizophreniaF2000RFc]RFXWaSXXW 56

192 kFgenomeSwideFassociationFstudyFidentifiesFnucleotideFvariantsFatF₁sqvom[FandFnopkWkYFasFriskFlociF
forFperiodontitisTFHumanUMolecularUGeneticsRF2017RFX]RFX[aaSX[bb 5.6 55

191 xewFinsightsFintoFtheFgeneticsFofFXSlinkedFdystoniaSparkinsonismFNXnzRFnYTYOTFEuropeanUJournalUofU
HumanUGeneticsRF2015RFXYRFWYYZSZV 5.3 55

190 TranscriptFexpressionSawareFannotationFimprovesFrareFvariantFinterpretationTFNatureRF2020RF[bWRFZ[XSZ[b50.4 55

189 knalysisFofFpredictedFlossSofSfunctionFvariantsFinF≤uFliobankFidentifiesFvariantsFprotectiveFforF
diseaseTFNatureUCommunicationsRF2018RFcRFW]WY 17.4 55

188 rowFtoFincludeFchromosomeFXFinFyourFgenomeSwideFassociationFstudyTFGeneticUEpidemiologyRF2014RF
YbRFcaSWVY 2.6 55

187 opigeneticsFinFhealthFandFdiseasedFheraldingFtheFoWk₁FeraTFLancetkUTheRF2014RFYbYRFWc[XSZ 40 55

186
₁ystemsFqeneticsFknalysisFofFqenomeSWideFkssociationF₁tudyFRevealsFxovelFkssociationsFletweenF
ueyFliologicalFzrocessesFandFmoronaryFkrteryFniseaseTFArteriosclerosiskUThrombosiskUandUVascularU
BiologyRF2015RFY[RFWaWXSXX

9.4 55

185 qeneticFpredispositionFtoFhigherFbloodFpressureFincreasesFcoronaryFarteryFdiseaseFriskTF
HypertensionRF2013RF]WRFcc[SWVVW 8.5 55

184 ovaluatingFdrugFtargetsFthroughFhumanFlossSofSfunctionFgeneticFvariationTFNatureRF2020RF[bWRFZ[cSZ]Z 50.4 53

183 zhenotypicFmonsequencesFofFaFqeneticFzredispositionFtoFonhancedFxitricFyxideF₁ignalingTF
CirculationRF2018RFWYaRFXXXSXYX 16.7 53

182 [SrTXkFreceptorFandFbipolarFaffectiveFdisorderdFassociationFstudiesFinFaffectedFpatientsTF
NeuroscienceULettersRF1997RFXXZRFc[Sb 3.3 52

181 netectionFofFfourFpolymorphicFsitesFinFtheFhumanFdopamineFnWFreceptorFgeneFNnRnWOTFHumanU
MolecularUGeneticsRF1994RFYRFXVc 5.6 52

180 kFmissenseFvariantFinFwitochondrialFkmidoximeFReducingFmomponentFWFgeneFandFprotectionF
againstFliverFdiseaseTFPLoSUGeneticsRF2020RFW]RFeWVVb]Xc 6 49

179 wetaSanalysisFofFgeneSlevelFassociationsFforFrareFvariantsFbasedFonFsingleSvariantFstatisticsTF
AmericanUJournalUofUHumanUGeneticsRF2013RFcYRFXY]SZb 11 49

178 knFalternativeFspliceFvariantFinFkbcc]RFtheFgeneFcausingFdystrophicFcalcificationRFleadsFtoFproteinF
deficiencyFinFmYrUreFmiceTFJournalUofUBiologicalUChemistryRF2008RFXbYRFa]VbSW[ 5.4 49

(2008-2000)
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177 ₁ystematicFanalysisFofFvariantsFrelatedFtoFfamilialFhypercholesterolemiaFinFfamiliesFwithFprematureF
myocardialFinfarctionTFEuropeanUJournalUofUHumanUGeneticsRF2016RFXZRFWcWSa 5.3 48

176 qenomeSwideFhaplotypeFanalysisFofFcisFexpressionFquantitativeFtraitFlociFinFmonocytesTFPLoSU
GeneticsRF2013RFcRFeWVVYXZV 6 47

175 qeneticFanalysisFforFaFsharedFbiologicalFbasisFbetweenFmigraineFandFcoronaryFarteryFdiseaseTF
NeurologyzUGeneticsRF2015RFWRFeWV 3.8 46

174 nissectingFtheFrolesFofFmicroRxksFinFcoronaryFheartFdiseaseFviaFintegrativeFgenomicFanalysesTF
ArteriosclerosiskUThrombosiskUandUVascularUBiologyRF2015RFY[RFWVWWSXW 9.4 46

173
xovelFcorrelationsFbetweenFtheFgenotypeFandFtheFphenotypeFofFhypertrophicFandFdilatedF
cardiomyopathydFresultsFfromFtheFqermanFmompetenceFxetworkFreartFpailureTFEuropeanUJournalUofU
HeartUFailureRF2011RFWYRFWWb[ScX

12.3 46

172 xovelFapproachFidentifiesF₁xzsFinF₁vmXkWVFandFumxucFwithFevidenceFforFparentSofSoriginFeffectFonF
bodyFmassFindexTFPLoSUGeneticsRF2014RFWVRFeWVVZ[Vb 6 45

171 qeneticsFofFcoronaryFarteryFdiseaseFandFmyocardialFinfarctionSSXVWYTFCurrentUCardiologyUReportsRF
2013RFW[RFY]b 4.2 43

170 kldosteroneFsynthaseFNmYzWWlXOFSYZZFmUTFpolymorphismFisFassociatedFwithFleftFventricularF
structureFinFhumanFarterialFhypertensionTFJournalUofUtheUAmericanUCollegeUofUCardiologyRF2001RFYaRFbabSbZ15.1 43

169 pamilialFaggregationFofFleftFmainFcoronaryFarteryFdiseaseFandFfutureFriskFofFcoronaryFeventsFinF
asymptomaticFsiblingsFofFaffectedFpatientsTFEuropeanUHeartUJournalRF2007RFXbRFXZYXSa 9.5 41

168 kssociationFofFaFfunctionalFpolymorphismFinFtheFmYzZkWWFgeneFwithFsystolicFbloodFpressureFinF
survivorsFofFmyocardialFinfarctionTFJournalUofUHypertensionRF2006RFXZRFWc][SaV 1.9 41

167 zyrophosphateF₁upplementationFzreventsFmhronicFandFkcuteFmalcificationFinFklmm]SneficientF
wiceTFAmericanUJournalUofUPathologyRF2017RFWbaRFWX[bSWXaX 5.8 40

166 kssociationsFofFautozygosityFwithFaFbroadFrangeFofFhumanFphenotypesTFNatureUCommunicationsRF
2019RFWVRFZc[a 17.4 40

165 kssessingFtheFcausalFassociationFofFglycineFwithFriskFofFcardioSmetabolicFdiseasesTFNatureU
CommunicationsRF2019RFWVRFWV]V 17.4 38

164 qenomeSwideFassociationFstudyFofFvSarginineFandFdimethylargininesFrevealsFnovelFmetabolicF
pathwayFforFsymmetricFdimethylarginineTFCirculationzUCardiovascularUGeneticsRF2014RFaRFb]ZSaX 38

163 zsoriasisFandFcardiometabolicFtraitsdFmodestFassociationFbutFdistinctFgeneticFarchitecturesTFJournalU
ofUInvestigativeUDermatologyRF2015RFWY[RFWXbYSWXcY 4.3 38

162 vackFofFassociationFbetweenFtheFwopXkFgeneFandFmyocardialFinfarctionTFCirculationRF2008RFWWaRFWb[ScW 16.7 38

161 vossFofFmardioprotectiveFoffectsFatFtheFvocusFasFaFResultFofFqeneS₁mokingFsnteractionsTFCirculationRF
2017RFWY[RFXYY]SXY[Y 16.7 36

160 wetaSanalysisFofFgenomeSwideFassociationFstudiesFofFaggressiveFandFchronicFperiodontitisFidentifiesF
twoFnovelFriskFlociTFEuropeanUJournalUofUHumanUGeneticsRF2019RFXaRFWVXSWWY 5.3 36
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159 sdentificationFofFtheFlmkRWSmpnzWSTwowWaVkFlocusFasFaFdeterminantFofFcarotidFintimaSmediaF
thicknessFandFcoronaryFarteryFdiseaseFriskTFCirculationzUCardiovascularUGeneticsRF2012RF[RF][]S][ 35

158 ovaluationFofFthreeFpolymorphismsFinFtheFpromoterFregionFofFtheFangiotensinFssFtypeFsFreceptorF
geneTFJournalUofUHypertensionRF2000RFWbRFX]aSaX 1.9 35

157 kngiotensinFssFtypeFXFreceptorFgeneFpolymorphismFandFcardiovascularFphenotypesdFtheFqvkomyFandF
qvkyvnFstudiesTFEuropeanUJournalUofUHeartUFailureRF2002RFZRFaVaSWX 12.3 34

156 oxpressionFquantitativeFtraitFvociFactingFacrossFmultipleFtissuesFareFenrichedFinFinheritedFriskFforF
coronaryFarteryFdiseaseTFCirculationzUCardiovascularUGeneticsRF2015RFbRFYV[SW[ 33

155
opistaticFinteractionFbetweenFhaplotypesFofFtheFghrelinFligandFandFreceptorFgenesFinfluenceF
susceptibilityFtoFmyocardialFinfarctionFandFcoronaryFarteryFdiseaseTFHumanUMolecularUGeneticsRF2007
RFW]RFbbaScc

5.6 33

154 wyeloidFmnYZQmnWYQFprecursorFcellsFtransdifferentiateFintoFchondrocyteSlikeFcellsFinF
atheroscleroticFintimalFcalcificationTFAmericanUJournalUofUPathologyRF2010RFWaaRFZaYSbV 5.8 32

153 xetworkFanalysisFofFcoronaryFarteryFdiseaseFriskFgenesFelucidatesFdiseaseFmechanismsFandF
druggableFtargetsTFScientificUReportsRF2018RFbRFYZYZ 4.9 31

152
wacrophageFcholesterolFeffluxFcorrelatesFwithFlipoproteinFsubclassFdistributionFandFriskFofF
obstructiveFcoronaryFarteryFdiseaseFinFpatientsFundergoingFcoronaryFangiographyTFLipidsUinUHealthU
andUDiseaseRF2009RFbRFWZ

4.4 31

151 RkxTo₁Ummv[FandFriskFforFcoronaryFeventsdFresultsFfromFtheFwyxsmkUuyRkFkugsburgFcaseScohortRF
ktheroSoxpressFandFmkRnsoqRkwFstudiesTFPLoSUONERF2011RF]RFeX[aYZ 3.7 31

150 RareFzroteinSTruncatingFαariantsFinFkzylRFvowerFvowSnensityFvipoproteinFmholesterolRFandF
zrotectionFkgainstFmoronaryFreartFniseaseTFCirculationUGenomicUandUPrecisionUMedicineRF2019RFWXRFeVVXYa]5.2 30

149
sntronicFkxqFssFtypeFXFreceptorFgeneFpolymorphismFW]a[FqUkFmodulatesFreceptorFproteinF
expressionFbutFnotFmRxkFsplicingTFAmericanUJournalUofUPhysiologyUlURegulatoryUIntegrativeUandU
ComparativeUPhysiologyRF2005RFXbcRFRWaXcSY[

3.2 30

148 zowerfulFidentificationFofFcisSregulatoryF₁xzsFinFhumanFprimaryFmonocytesFusingFalleleSspecificF
geneFexpressionTFPLoSUONERF2012RFaRFe[XX]V 3.7 30

147 ₁zqaFvariantFescapesFphosphorylationSregulatedFprocessingFbyFkpqYvXRFelevatesFmitochondrialF
Ry₁RFandFisFassociatedFwithFmultipleFclinicalFphenotypesTFCellUReportsRF2014RFaRFbYZSZa 10.6 29

146 mharacterizationFofFtheFqxk FpromoterFandFassociationFofFincreasedFqqFexpressionFwithFcardiacF
hypertrophyFinFhumansTFEuropeanUHeartUJournalRF2008RFXcRFbbbSca 9.5 28

145 qeneticFvariationFinFtheFarachidonateF[SlipoxygenaseSactivatingFproteinFNkvyX[kzOFisFassociatedF
withFmyocardialFinfarctionFinFtheFqermanFpopulationTFClinicalUScienceRF2008RFWW[RFYVcSW[ 6.5 27

144 RetrospectiveFstudyFofFtheFparentalForiginFofFtheFextraFchromosomeFinFtrisomyFWbFNodwardsF
syndromeOTFHumanUGeneticsRF1993RFcXRFYZaSc 6.3 26

143 RunsFofFromozygositydFkssociationFwithFmoronaryFkrteryFniseaseFandFqeneFoxpressionFinF
wonocytesFandFwacrophagesTFAmericanUJournalUofUHumanUGeneticsRF2015RFcaRFXXbSYa 11 25

142 zolymorphismsFinFtheFpromoterFregionFofFtheFdimethylarginineFdimethylaminohydrolaseFXFgeneFareF
associatedFwithFprevalenceFofFhypertensionTFPharmacologicalUResearchRF2009RF]VRFZbbScY 10.2 25

(2009-2012)
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141 umxtWWFpolymorphismsFandFsuddenFcardiacFdeathFinFpatientsFwithFacuteFmyocardialFinfarctionTF
JournalUofUMolecularUandUCellularUCardiologyRF2004RFY]RFXbaScY 5.8 25

140 ₁erumFmicroRxkSWXYYFisFaFspecificFbiomarkerFforFdiagnosingFacuteFpulmonaryFembolismTFJournalUofU
TranslationalUMedicineRF2016RFWZRFWXV 8.5 24

139 qenomeSwideFmetaSanalysisFofFcommonFvariantFdifferencesFbetweenFmenFandFwomenTFHumanU
MolecularUGeneticsRF2012RFXWRFZbV[SW[ 5.6 24

138 qeneticFcausesFofFmyocardialFinfarctiondFnewFinsightsFfromFgenomeSwideFassociationFstudiesTF
DeutschesUAdamp;axosox;rzteblattUInternationalRF2010RFWVaRF]cZSc 2.5 24

137 ₁xztoqydFcharacterizingF₁xzsFbyFenrichedFqyFtermsTFBioinformaticsRF2008RFXZRFWZ]Sb 7.2 24

136
kssociationFofFtheFqhrelinFreceptorFgeneFregionFwithFleftFventricularFhypertrophyFinFtheFgeneralF
populationdFresultsFofFtheFwyxsmkUuyRkFkugsburgFochocardiographicF₁ubstudyTFHypertensionRF
2006RFZaRFcXVSa

8.5 24

135 ≤ltrafineFmappingFofFnyscalcWFtoFanFbVSkbFchromosomalFsegmentFonFchromosomeFaFinFmiceF
susceptibleFforFdystrophicFcalcificationTFPhysiologicalUGenomicsRF2007RFXbRFXVYSWX 3.6 24

134 TheFpowerFofFgeneticFdiversityFinFgenomeSwideFassociationFstudiesFofFlipidsTFNatureRF2021RF 50.4 24

133 qeneticFvariantsFprimarilyFassociatedFwithFtypeFXFdiabetesFareFrelatedFtoFcoronaryFarteryFdiseaseF
riskTFAtherosclerosisRF2015RFXZWRFZWcSX] 3.1 23

132 vymphotoxinSalphaFandFgalectinSXF₁xzsFareFnotFassociatedFwithFmyocardialFinfarctionFinFtwoF
differentFqermanFpopulationsTFJournalUofUMolecularUMedicineRF2007RFb[RFccaSWVVZ 5.5 23

131 TheFklyFbloodFgroupFlocusFandFaFchromosomeFYFgeneFclusterFassociateFwithF₁kR₁SmoαSXF
respiratoryFfailureFinFanFstalianS₁panishFgenomeSwideFassociationFanalysis 23

130 qenomeSwideFassociationFstudyFinFtakotsuboFsyndromeFSFzreliminaryFresultsFandFfutureFdirectionsTF
InternationalUJournalUofUCardiologyRF2017RFXY]RFYY[SYYc 3.2 22

129 RoleFofFsqmSdependentFxyFsignallingFandFmyocardialFinfarctionFriskTFJournalUofUMolecularUMedicineRF
2015RFcYRFYbYScZ 5.5 22

128
rumanF[SrT[kFreceptorFgenedFsystematicFscreeningFforFnxkFsequenceFvariationFandFlinkageF
mappingFonFchromosomeFaqYZSqY]FusingFaFpolymorphismFinFtheF[MFuntranslatedFregionTF
BiochemicalUandUBiophysicalUResearchUCommunicationsRF1997RFXYYRF]Sc

3.4 22

127 TheFcommonFYZVXrFvariantFinFcomplementFfactorFrFgeneFisFnotFassociatedFwithFsusceptibilityFtoF
myocardialFinfarctionFandFitsFrelatedFriskFfactorsTFClinicalUScienceRF2007RFWWYRFXWYSb 6.5 22

126
xovelFgeneticFapproachFtoFinvestigateFtheFroleFofFplasmaFsecretoryFphospholipaseFkXFNszvkXOSαF
isoenzymeFinFcoronaryFheartFdiseasedFmodifiedFwendelianFrandomizationFanalysisFusingFzvkXq[F
expressionFlevelsTFCirculationzUCardiovascularUGeneticsRF2014RFaRFWZZS[V

21

125 punctionalFinteractionFofFosteogenicFtranscriptionFfactorsFRunxXFandFαdrFinFtranscriptionalF
regulationFofFypnFduringFsoftFtissueFcalcificationTFAmericanUJournalUofUPathologyRF2013RFWbYRF]VSb 5.8 21

124 reterozygousFqeneFneficiencyFandFRiskFofFmoronaryFkrteryFniseaseTFCirculationUGenomicUandU
PrecisionUMedicineRF2020RFWYRFZWaSZXY 5.2 21

JeanetteuErdmann

12



123 vnvFtriglyceridesRFhepaticFlipaseFactivityRFandFcoronaryFarteryFdiseasedFknFepidemiologicFandF
wendelianFrandomizationFstudyTFAtherosclerosisRF2019RFXbXRFYaSZZ 3.1 20

122 qeneticallyFmodulatedFeducationalFattainmentFandFcoronaryFdiseaseFriskTFEuropeanUHeartUJournalRF
2019RFZVRFXZWYSXZXV 9.5 20

121 kssociationFbetweenFarterialFpressureFandFcoronaryFarteryFcalcificationTFJournalUofUHypertensionRF
2007RFX[RFWaYWSb 1.9 19

120 kngiotensinFconvertingFenzymeFgeneFpolymorphismFandFmyocardialFinfarctionFaFlargeFassociationF
andFlinkageFstudyTFInternationalUJournalUofUBiochemistryUandUCellUBiologyRF2003RFY[RFc[[S]X 5.6 19

119 kssociationFofFxy₁YFgeneFpolymorphismsFwithFessentialFhypertensionFinF₁udaneseFpatientsdFaFcaseF
controlFstudyTFBMCUMedicalUGeneticsRF2017RFWbRFWXb 2.1 18

118 xoFkssociationFofFmoronaryFkrteryFniseaseFwithFXSmhromosomalFαariantsFinFmomprehensiveF
snternationalFwetaSknalysisTFScientificUReportsRF2016RF]RFY[Xab 4.9 18

117 ≤ltrahighSresolutionRFhighSspeedFspectralFdomainFopticalFcoherenceFphaseFmicroscopyTFOpticsU
LettersRF2014RFYcRFZ[Sa 3 18

116 WholeSexomeFsequencingFinFanFextendedFfamilyFwithFmyocardialFinfarctionFunmasksFfamilialF
hypercholesterolemiaTFBMCUCardiovascularUDisordersRF2014RFWZRFWVb 2.3 18

115 moronaryFarteryFdiseaseFassociatedFgeneFzhactrWFmodulatesFseverityFofFvascularFcalcificationF
in´ vitroTFBiochemicalUandUBiophysicalUResearchUCommunicationsRF2017RFZcWRFYc]SZVX 3.4 18

114 qenomeSwideFandFgeneScentricFanalysesFofFcirculatingFmyeloperoxidaseFlevelsFinFtheFchargeFandF
careFconsortiaTFHumanUMolecularUGeneticsRF2013RFXXRFYYbWScY 5.6 18

113
₁creeningFtheFhumanFbradykininFlXFreceptorFgeneFinFpatientsFwithFcardiovascularFdiseasesdF
sdentificationFofFaFfunctionalFmutationFinFtheFpromoterFandFaFnewFcodingFvariantFNTXWwOTFAmericanU
JournalUofUMedicalUGeneticsUPartUARF1998RFbVRF[XWS[X[

18

112 unockSoutFofFnexilinFinFmiceFleadsFtoFdilatedFcardiomyopathyFandFendomyocardialFfibroelastosisTF
BasicUResearchUinUCardiologyRF2016RFWWWRF] 11.8 17

111 RelationFofFtheFqFproteinFbetaYSsubunitFpolymorphismFwithFleftFventricleFstructureFandFfunctionTF
HypertensionRF2002RFZVRFW]XSa 8.5 17

110 xovelFintronicFpolymorphismFNQW]a[qUkOFinFtheFhumanFangiotensinFssFsubtypeFXFreceptorFgeneTF
HumanUMutationRF2000RFW[RFZba 4.7 17

109 vackFofFgeneticallyFdeterminedFstructuralFvariantsFofFtheFhumanFserotoninSWoFN[SrTWoOFreceptorF
proteinFpointsFtoFitsFevolutionaryFconservationTFMolecularUBrainUResearchRF1995RFXcRFYbaScV 17

108 qenomeSwideFassociationFmetaSanalysisFofFcoronaryFarteryFdiseaseFandFperiodontitisFrevealsFaF
novelFsharedFriskFlocusTFScientificUReportsRF2018RFbRFWY]ab 4.9 17

107 qenomeSWideFkssociationFandFpunctionalF₁tudiesFsdentifyFandFasFxovelF₁usceptibilityFqenesFforF
moronaryFkrteryFniseaseTFArteriosclerosiskUThrombosiskUandUVascularUBiologyRF2018RFYbRFc]ZSca[ 9.4 15

106 ₁timulatorsFofFtheFsolubleFguanylylFcyclasedFpromisingFfunctionalFinsightsFfromFrareFcodingF
atherosclerosisSrelatedFq≤mYWkYFvariantsTFBasicUResearchUinUCardiologyRF2016RFWWWRF[W 11.8 15

(2016-2019)
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105 kzyoFallelesFareFnotFassociatedFwithFcalcificFaorticFstenosisTFHeartRF2006RFcXRFWZ]YS] 5.1 15

104 qeneticFvariantsFinFtheFpromoterFNgcbYqhTOFandFcodingFregionFNkcXTOFofFtheFhumanFcardiotrophinSWF
geneFNmTpWOFinFpatientsFwithFdilatedFcardiomyopathyTFHumanUMutationRF2000RFW]RFZZb 4.7 15

103 ₁ystematicFscreeningFforFmutationsFinFtheFhumanFserotoninFWpFreceptorFgeneFinFpatientsFwithF
bipolarFaffectiveFdisorderFandFschizophreniaTFAmericanUJournalUofUMedicalUGeneticsUPartUARF1996RF]aRFXX[Sb 15

102 kdditionalFmandidateFqenesFforFrumanFktheroscleroticFniseaseFsdentifiedFThroughFknnotationF
lasedFonFmhromatinFyrganizationTFCirculationzUCardiovascularUGeneticsRF2017RFWVRF 14

101 zroatheroscleroticFoffectFofFtheF˛–WS₁ubunitFofF₁olubleFquanylylFmyclaseFbyFzromotingF₁moothF
wuscleFzhenotypicF₁witchingTFAmericanUJournalUofUPathologyRF2016RFWb]RFXXXVSXXYW 5.8 14

100 ReversalFofFkgingSsnducedFsncreasesFinFkorticF₁tiffnessFbyFTargetingFmytoskeletalFzroteinSzroteinF
snterfacesTFJournalUofUtheUAmericanUHeartUAssociationRF2018RFaRF 6 14

99 qenomeSwideFassociationFanalysisFinFdilatedFcardiomyopathyFrevealsFtwoFnewFplayersFinFsystolicF
heartFfailureFonFchromosomesFYpX[TWFandFXXqWWTXYTFEuropeanUHeartUJournalRF2021RFZXRFXVVVSXVWW 9.5 14

98 mommonFandFRareFqeneticFαariationFinFmmRXRFmmR[RForFmXYmRWFandFRiskFofFktheroscleroticF
moronaryFreartFniseaseFandFqlucometabolicFTraitsTFCirculationzUCardiovascularUGeneticsRF2016RFcRFX[VSb 14

97 kssociationFbetweenFzzkRalphaFgeneFpolymorphismsFandFmyocardialFinfarctionTFClinicalUScienceRF
2008RFWW[RFYVWSb 6.5 13

96 krterialFcalcificationFinFmiceFafterFfreezeSthawFinjuryTFAnnalsUofUAnatomyRF2006RFWbbRFXY[SZX 2.9 12

95
lindingFpropertiesFofFtheFnaturallyFoccurringFhumanF[SrTWkFreceptorFvariantFwithFtheFsleXbαalF
substitutionFinFtheFextracellularFdomainTFNaunynlSchmiedebergesUArchivesUofUPharmacologyRF1995RF
Y[XRFZ[[Sb

3.4 12

94 nxkF₁equenceFαariationFinFoncodingFtheFkctivinFReceptorSvikeFuinaseFaFsnfluencesFlodyFpatF
nistributionFandFzrotectsFkgainstFTypeFXFniabetesTFDiabetesRF2019RF]bRFXX]SXYZ 0.9 12

93 nruggabilityFofFmoronaryFkrteryFniseaseFRiskFvociTFCirculationUGenomicUandUPrecisionUMedicineRF2018RF
WWRFeVVWcaa 5.2 12

92 vackFofFassociationFbetweenFaFcommonFpolymorphismFnearFtheFsx₁sqXFgeneFandFlwsRFmyocardialF
infarctionRFandFcardiovascularFriskFfactorsTFObesityRF2009RFWaRFWYcVS[ 8 11

91
RobustFassociationFofFtheFkzyoFepsilonZFalleleFwithFprematureFmyocardialFinfarctionFespeciallyFinF
patientsFwithoutFhypercholesterolaemiadFtheFkachenFstudyTFEuropeanUJournalUofUClinicalU
InvestigationRF2007RFYaRFWV]Sb

4.6 11

90 xoFassociationFofFtheFmYzYk[PWFalleleFwithFbloodFpressureFandFleftFventricularFmassFandFgeometrydF
theFuyRkUwyxsmkFkugsburgFechocardiographicFsubstudyTFClinicalUScienceRF2006RFWWWRFY][SaX 6.5 11

89 kssociationFofFqeneticFαariationFatFvocusFwithFαascularFnepressionTFBiomoleculesRF2018RFbRF 5.9 11

88 qeneticF₁usceptibilityFvociFforFmardiovascularFniseaseFandFTheirFsmpactFonFktheroscleroticFzlaquesTF
CirculationUGenomicUandUPrecisionUMedicineRF2018RFWWRFeVVXWW[ 5.2 11
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87 otidronateFpreventsFdystrophicFcardiacFcalcificationFbyFinhibitingFmacrophageFaggregationTF
ScientificUReportsRF2018RFbRF[bWX 4.9 10

86 kFgenomicFexplorationFidentifiesFmechanismsFthatFmayFexplainFadverseFcardiovascularFeffectsFofF
myXSXFinhibitorsTFScientificUReportsRF2017RFaRFWVX[X 4.9 10

85 wolecularFvariantsFofFsolubleFguanylylFcyclaseFaffectingFcardiovascularFriskTFCirculationUJournalRF
2015RFacRFZ]YSc 2.9 10

84 mloningFandFcharacterizationFofFtheF[MSflankingFregionFofFtheFhumanFcardiotrophinSWFgeneTF
BiochemicalUandUBiophysicalUResearchUCommunicationsRF1998RFXZZRFZcZSa 3.4 10
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