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Identification and Characterization of the Streptazone E Biosynthetic Gene Cluster in Streptomyces

376 o5 MSC090213JE08. ChemBioChem, 2015, 16, 2385-91 38 18

Diversification of the light-harvesting complex gene family via intra- and intergenic duplications in

the coral symbiotic alga Symbiodinium. PLoS ONE, 2015, 10, e0119406




NORIYUKI SATOH

Novel Polymorphic Microsatellite Markers Reveal Genetic Differentiation between Two Sympatric

374 Types of Galaxea fascicularis. PLoS ONE, 2015, 10, e0130176 37 12

Abundant toxin-related genes in the genomes of beneficial symbionts from deep-sea hydrothermal
vent mussels. ELife, 2015, 4, e07966

The Large Mitochondrial Genome of Symbiodinium minutum Reveals Conserved Noncoding L
372 Sequences between Dinoflagellates and Apicomplexans. Genome Biology and Evolution, 2015, 7, 2237-449 9

The ancestral gene repertoire of animal stem cells. Proceedings of the National Academy of Sciences
of the United States of America, 2015, 112, E7093-100

Genome-wide SNP analysis explains coral diversity and recovery in the Ryukyu Archipelago.
370 Scientific Reports, 2015, 5, 18211 49 45

Transposon-mediated targeted and specific knockdown of maternally expressed transcripts in the
ascidian Ciona intestinalis. Scientific Reports, 2014, 4, 5050

Telomere shortening in the colonial coral Acropora digitifera during development. Zoological

Science, 2014, 31, 129-34 08 3

Comparative genome sequencing reveals genomic signature of extreme desiccation tolerance in
the anhydrobiotic midge. Nature Communications, 2014, 5, 4784

A cDNA resource for gene expression studies of a hemichordate, Ptychodera flava. Zoological

Science, 2014, 31, 414-20 08 8

Ancient origin of mast cells. Biochemical and Biophysical Research Communications, 2014, 451, 314-8
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