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i Paper IF Citations

443 öareGgermlineGcopyGnumberGvariantsGOp’VsPGandGbreastGcancerGriskUUGCommunicationscBiologySG2022SG
bSGcb 6.7 0

442 pommonGvariantsGinGbreastGcancerGriskGlociGpredisposeGtoGdistinctGtumorGsubtypesUUGBreastcCancerc
ResearchSG2022SGYaSGY 8.3 3

441 tenomicGcorrelationSGsharedGlociSGandGcausalGrelationshipGbetweenGobesityGandGpolycysticGovaryG
syndromegGaGlargeTscaleGgenomeTwideGcrossTtraitGanalysisUUGBMCcMedicineSG2022SGYWSGcc 11.4 1

440 üomaticGmutationalGprofilesGandGgermlineGpolygenicGriskGscoresGinGhumanGcancerUUGGenomecMedicineSG
2022SGXaSGXa 14.4 0

439 zendelianGöandomizationGWithGöepeatedGzeasuresGofGaGβimeTvaryingGrxposuregGnnGnpplicationGofG
ütructuralGzeanGzodelsUGEpidemiologySG2022SGZZSGeaTfa 3.1 0

438 tenomeTwideGinteractionGanalysisGofGmenopausalGhormoneGtherapyGuseGandGbreastGcancerGriskG
amongGcYSZdWGwomenUUGScientificcReportsSG2022SGXYSGcXff 4.9

437  olygenicGscoresSGdietGqualitySGandGtypeGYGdiabetesGriskgGnnGobservationalGstudyGamongGZbSdbfGadultsG
fromGZGεüGcohortsUUGPLoScMedicineSG2022SGXfSGeXWWZfdY 11.6 2

436
prossTpancerGtenomeTWideGnssociationGütudyGofGrndometrialGpancerGandGrpithelialG—varianGpancerG
vdentifiesGteneticGöiskGöegionsGnssociatedGwithGöiskGofGoothGpancersUGCancercEpidemiologyc
BiomarkerscandcPreventionSG2021SGZWSGYXdTYYe

4 7

435
üimplifiedGoreastGöiskGβoolGvntegratingGQuestionnaireGöiskGsactorsSGzammographicGqensitySGandG
 olygenicGöiskGücoregGqevelopmentGandGValidationUGCancercEpidemiologycBiomarkerscandcPreventionSG
2021SGZWSGcWWTcWd

4 4

434 vnstrumentalGvariableGestimationGforGaGtimeTvaryingGtreatmentGandGaGtimeTtoTeventGoutcomeGviaG
structuralGnestedGcumulativeGfailureGtimeGmodelsUGBMCcMedicalcResearchcMethodologySG2021SGYXSGYbe 4.7 1

433 termlineGvariantsGandGbreastGcancerGsurvivalGinGpatientsGwithGdistantGmetastasesGatGprimaryGbreastG
cancerGdiagnosisUGScientificcReportsSG2021SGXXSGXfded 4.9 0

432 termlineG athogenicGVariantsGinGpancerG redispositionGtenesGnmongGWomenGWithGvnvasiveGyobularG
parcinomaGofGtheGoreastUGJournalcofcClinicalcOncologySG2021SGZfSGZfXeTZfYc 2.2 6

431 tenomeTwideGassociationGstudyGinGalmostGXfbSWWWGindividualsGidentifiesGbWGpreviouslyGunidentifiedG
geneticGlociGforGeyeGcolorUGSciencecAdvancesSG2021SGdSG 14.3 11

430 rstimatingGtheGeffectiveGsampleGsizeGinGassociationGstudiesGofGquantitativeGtraitsUGGw:cGenesoc
GenomesocGeneticsSG2021SG 3.2 6

429  rediagnosticGvnflammationGandG ancreaticGpancerGüurvivalUGJournalcofcthecNationalcCancercInstituteSG
2021SGXXZSGXXecTXXfZ 9.7 1

428  rospectiveGevaluationGofGaGbreastTcancerGriskGmodelGintegratingGclassicalGriskGfactorsGandGpolygenicG
riskGinGXbGcohortsGfromGsixGcountriesUGInternationalcJournalcofcEpidemiologySG2021SG 7.8 6

427 vmprovingGreportingGstandardsGforGpolygenicGscoresGinGriskGpredictionGstudiesUGNatureSG2021SGbfXSGYXXTYXf50.4 70
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426
yeveragingGexpressionGfromGmultipleGtissuesGusingGsparseGcanonicalGcorrelationGanalysisGandG
aggregateGtestsGimprovesGtheGpowerGofGtranscriptomeTwideGassociationGstudiesUGPLoScGeneticsSG2021
SGXdSGeXWWefdZ

6 5

425 rvaluationGofGaGzultiethnicG olygenicGöiskGücoreGzodelGforG rostateGpancerUGJournalcofcthecNationalc
CancercInstituteSG2021SG 9.7 3

424 zultitraitGtranscriptomeTwideGassociationGstudyGOβWnüPGtestsUGGeneticcEpidemiologySG2021SGabSGbcZTbdc 2.6 0

423 —besitySGndipositySGandGöiskGofGüymptomaticGtallstoneGqiseaseGnccordingGtoGteneticGüusceptibilityUG
ClinicalcGastroenterologycandcHepatologySG2021SG 6.9 1

422
sunctionalGannotationGofGtheGYqZbGbreastGcancerGriskGlocusGimplicatesGaGstructuralGvariantGinG
influencingGactivityGofGaGlongTrangeGenhancerGelementUGAmericancJournalcofcHumancGeneticsSG2021SG
XWeSGXXfWTXYWZ

11 1

421 uepcidinTregulatingGironGmetabolismGgenesGandGpancreaticGductalGadenocarcinomagGaGpathwayG
analysisGofGgenomeTwideGassociationGstudiesUGAmericancJournalcofcClinicalcNutritionSG2021SGXXaSGXaWeTXaXd7 2

420 öiskGofGyateT—nsetGoreastGpancerGinGteneticallyG redisposedGWomenUGJournalcofcClinicalcOncologySG
2021SGZfSGZaZWTZaaW 2.2 3

419 pombinedGnssociationsGofGaG olygenicGöiskGücoreGandGplassicalGöiskGsactorsGWithGoreastGpancerGöiskUG
JournalcofcthecNationalcCancercInstituteSG2021SGXXZSGZYfTZZd 9.7 14

418 zendelianGrandomizationGanalysesGsuggestGaGroleGforGcholesterolGinGtheGdevelopmentGofG
endometrialGcancerUGInternationalcJournalcofcCancerSG2021SGXaeSGZWdTZXf 7.5 13

417 tenomeTwideGassociationGstudyGidentifiesGaeGcommonGgeneticGvariantsGassociatedGwithGhandednessUG
NaturecHumancBehaviourSG2021SGbSGbfTdW 12.8 33

416 pirculatingGcarotenoidsGandGbreastGcancerGamongGhighTriskGindividualsUGAmericancJournalcofcClinicalc
NutritionSG2021SGXXZSGbYbTbZZ 7 6

415  ersonalizingGoreastGpancerGücreeningGoasedGonG olygenicGöiskGandGsamilyGuistoryUGJournalcofcthec
NationalcCancercInstituteSG2021SGXXZSGaZaTaaY 9.7 10

414 pY ZndQXpGallelegGlinkingGpremenopausalGoestroneGandGprogesteroneGlevelsGwithGriskGofGhormoneG
receptorTpositiveGbreastGcancersUGBritishcJournalcofcCancerSG2021SGXYaSGeaYTeba 8.7 2

413 βransTancestryGgenomeTwideGassociationGmetaTanalysisGofGprostateGcancerGidentifiesGnewG
susceptibilityGlociGandGinformsGgeneticGriskGpredictionUGNaturecGeneticsSG2021SGbZSGcbTdb 36.3 62

412 nGtenomeTWideGnssociationGütudyGofGphildhoodGoodyGsatnessUGObesitySG2021SGYfSGaacTabZ 8 1

411 nGcaseTonlyGstudyGtoGidentifyGgeneticGmodifiersGofGbreastGcancerGriskGforGoöpnXVoöpnYGmutationG
carriersUGNaturecCommunicationsSG2021SGXYSGXWde 17.4 4

410 tenomeTwideGmetaTanalysisGidentifiesGXYdGopenTangleGglaucomaGlociGwithGconsistentGeffectGacrossG
ancestriesUGNaturecCommunicationsSG2021SGXYSGXYbe 17.4 47

409 nG opulationToasedGütudyGofGtenesG reviouslyGvmplicatedGinGoreastGpancerUGNewcEnglandcJournalcofc
MedicineSG2021SGZeaSGaaWTabX 59.2 115

(2021-2021)

3



408 ümokingGzodifiesG ancreaticGpancerGöiskGyociGonGYqYXUZUGCancercResearchSG2021SGeXSGZXZaTZXaZ 10.1 2

407
teneticGanalysesGofGgynecologicalGdiseaseGidentifyGgeneticGrelationshipsGbetweenGuterineGfibroidsG
andGendometrialGcancerSGandGaGnovelGendometrialGcancerGgeneticGriskGregionGatGtheGW’βaGXpZcUXYG
locusUGHumancGeneticsSG2021SGXaWSGXZbZTXZcb

6.3 5

406 vdentificationGofGZdXGgeneticGvariantsGforGageGatGfirstGsexGandGbirthGlinkedGtoGexternalisingGbehaviourUG
NaturecHumancBehaviourSG2021SG 12.8 5

405
nssociationGofGgermlineGgeneticGvariantsGwithGbreastGcancerTspecificGsurvivalGinGpatientGsubgroupsG
definedGbyGclinicTpathologicalGvariablesGrelatedGtoGtumorGbiologyGandGtypeGofGsystemicGtreatmentUG
BreastcCancercResearchSG2021SGYZSGec

8.3 1

404 öiskGofGoreastGpancerGnmongGparriersGofG athogenicGVariantsGinGoreastGpancerG redispositionGtenesG
VariesGbyG olygenicGöiskGücoreUGJournalcofcClinicalcOncologySG2021SGZfSGYbcaTYbdZ 2.2 12

403 zendelianGrandomisationGstudyGofGsmokingGexposureGinGrelationGtoGbreastGcancerGriskUGBritishc
JournalcofcCancerSG2021SGXYbSGXXZbTXXab 8.7 0

402 teneticGinsightsGintoGbiologicalGmechanismsGgoverningGhumanGovarianGageingUGNatureSG2021SGbfcSGZfZTZfd50.4 28

401 zultitraitGtWnüGtoGconnectGdiseaseGvariantsGandGbiologicalGmechanismsUGPLoScGeneticsSG2021SGXdSGeXWWfdXZ6 1

400 nGbea´ bpGdeletionGinGpβöoYGinhibitsGchymotrypsinGoYGactivityGandGsecretionGandGconfersGriskGofG
pancreaticGcancerUGAmericancJournalcofcHumancGeneticsSG2021SGXWeSGXebYTXecb 11 1

399 qecipheringGosteoarthritisGgeneticsGacrossGeYcScfWGindividualsGfromGfGpopulationsUGCellSG2021SGXeaSGadeaTaeXeUeXd56.2 24

398  olygenicGriskGscoresGforGpredictionGofGbreastGcancerGriskGinGnsianGpopulationsUUGGeneticscincMedicineSG
2021SG 8.1 2

397 teneticGandGpirculatingGoiomarkerGqataGvmproveGöiskG redictionGforG ancreaticGpancerGinGtheG
teneralG opulationUGCancercEpidemiologycBiomarkerscandcPreventionSG2020SGYfSGfffTXWWe 4 7

396 ueightSGnevusGcountSGandGriskGofGcutaneousGmalignantGmelanomagGöesultsGfromGYGlargeGcohortsGofGεüG
womenUGJournalcofcthecAmericancAcademycofcDermatologySG2020SGeZSGXWafTXWbc 4.5

395 tenomeTwideGassociationGstudyGidentifiesGZYGnovelGbreastGcancerGsusceptibilityGlociGfromGoverallG
andGsubtypeTspecificGanalysesUGNaturecGeneticsSG2020SGbYSGbdYTbeX 36.3 76

394 βheGεseG—fGteneticGporrelationGnndGzendelianGöandomizationGütudiesGβoGvncreaseG—urG
εnderstandingGofGöelationshipsGoetweenGpomplexGβraitsUGCurrentcEpidemiologycReportsSG2020SGdSGXWaTXXY2.9 7

393 pontributionGofGtermlineG redispositionGteneGzutationsGtoGoreastGpancerGöiskGinGnfricanGnmericanG
WomenUGJournalcofcthecNationalcCancercInstituteSG2020SGXXYSGXYXZTXYYX 9.7 25

392
tenomeTWideGteneTqiabetesGandGteneT—besityGvnteractionGücanGinGeSYbbGpasesGandGXXSfWWG
pontrolsGfromG anücanGandG anpaGponsortiaUGCancercEpidemiologycBiomarkerscandcPreventionSG2020SG
YfSGXdeaTXdfX

4 4

391 termlineGu—XoXZGmutationsGpUtearGandGpUöYXdpGdoGnotGconferGanGincreasedGbreastGcancerGriskUG
ScientificcReportsSG2020SGXWSGfcee 4.9 2
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390  olymorphismGvnfluencesGtheGpardiovascularGoenefitGofGsenofibrateGinGβypeGYGqiabetesgGsindingsG
sromGnpp—öqTyipidUGDiabetesSG2020SGcfSGddXTdeZ 0.9 12

389 nssessmentGofGpolygenicGarchitectureGandGriskGpredictionGbasedGonGcommonGvariantsGacrossG
fourteenGcancersUGNaturecCommunicationsSG2020SGXXSGZZbZ 17.4 32

388 βranscriptomeTwideGassociationGstudyGofGbreastGcancerGriskGbyGestrogenTreceptorGstatusUGGeneticc
EpidemiologySG2020SGaaSGaaYTace 2.6 9

387
βheGnssociationGofGzodifiableGoreastGpancerGöiskGsactorsGandGüomaticGtenomicGnlterationsGinG
oreastGβumorsgGβheGpancerGtenomeGntlasG’etworkUGCancercEpidemiologycBiomarkerscandcPreventionSG
2020SGYfSGbffTcWb

4 4

386 nGnetworkGanalysisGtoGidentifyGmediatorsGofGgermlineTdrivenGdifferencesGinGbreastGcancerGprognosisUG
NaturecCommunicationsSG2020SGXXSGZXY 17.4 20

385 nG rospectiveGnnalysisGofGpirculatingG lasmaGzetabolitesGnssociatedGwithG—varianGpancerGöiskUG
CancercResearchSG2020SGeWSGXZbdTXZcd 10.1 18

384 nllergySGasthmaSGandGtheGriskGofGbreastGandGprostateGcancergGaGzendelianGrandomizationGstudyUG
CancercCausescandcControlSG2020SGZXSGYdZTYeY 2.8 7

383 tenomeTwideGmetaTanalysisGidentifiesGeightGnewGsusceptibilityGlociGforGcutaneousGsquamousGcellG
carcinomaUGNaturecCommunicationsSG2020SGXXSGeYW 17.4 13

382 tenomeTWideGnssociationGütudyGforGεrinaryGandGsecalGvncontinenceGinGWomenUGJournalcofcUrologySG
2020SGYWZSGfdeTfeZ 2.5 4

381 tenomeTwideGassociationGstudyGmetaTanalysisGidentifiesGthreeGnovelGlociGforGcirculatingG
antiTzˆ…llerianGhormoneGlevelsGinGwomenG2020SG 3

380
pirculatingGyysophosphatidylcholinesSG hosphatidylcholinesSGperamidesSGandGüphingomyelinsGandG
—varianGpancerGöiskgGnGYZTYearG rospectiveGütudyUGJournalcofcthecNationalcCancercInstituteSG2020SG
XXYSGcYeTcZc

9.7 15

379 nGβranscriptomeTWideGnssociationGütudyGvdentifiesG’ovelGpandidateGüusceptibilityGtenesGforG
 ancreaticGpancerUGJournalcofcthecNationalcCancercInstituteSG2020SGXXYSGXWWZTXWXY 9.7 25

378 nG olygenicGandG henotypicGöiskG redictionGforG olycysticG—varyGüyndromeGrvaluatedGbyG
 henomeTWideGnssociationGütudiesUGJournalcofcClinicalcEndocrinologycandcMetabolismSG2020SGXWbSG 5.6 17

377 sineTmappingGofGXbWGbreastGcancerGriskGregionsGidentifiesGXfXGlikelyGtargetGgenesUGNaturecGeneticsSG
2020SGbYSGbcTdZ 36.3 56

376 nGzendelianGrandomizationGanalysisGofGcirculatingGlipidGtraitsGandGbreastGcancerGriskUGInternationalc
JournalcofcEpidemiologySG2020SGafSGXXXdTXXZX 7.8 17

375 üexTütratifiedG olygenicGöiskGücoreGvdentifiesGvndividualsGatGvncreasedGöiskGofGoasalGpellGparcinomaUG
JournalcofcInvestigativecDermatologySG2020SGXaWSGfdXTfdb 4.3 7

374 zixedTmodelGadmixtureGmappingGidentifiesGsmokingTdependentGlociGofGlungGfunctionGinGnfricanG
nmericansUGEuropeancJournalcofcHumancGeneticsSG2020SGYeSGcbcTcce 5.3 3

373 vnvolvementGofGfineGparticulateGmatterGexposureGwithGgeneGexpressionGpathwaysGinGbreastGtumorG
andGadjacentTnormalGbreastGtissueUGEnvironmentalcResearchSG2020SGXecSGXWfbZb 7.9

(2020-2020)
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372 nGlipidTrelatedGmetabolomicGpatternGofGdietGqualityUGAmericancJournalcofcClinicalcNutritionSG2020SG
XXYSGXcXZTXcZW 7 9

371 teneticallyG redictedGyevelsGofGq’nGzethylationGoiomarkersGandGoreastGpancerGöiskgGqataGsromG
YYeGfbXGWomenGofGruropeanGqescentUGJournalcofcthecNationalcCancercInstituteSG2020SGXXYSGYfbTZWa 9.7 18

370 polorectalGcancerGsusceptibilityGvariantsGandGriskGofGconventionalGadenomasGandGserratedGpolypsgG
resultsGfromGthreeGcohortGstudiesUGInternationalcJournalcofcEpidemiologySG2020SGafSGYbfTYcf 7.8 7

369 ndditiveGandGzultiplicativeGvnteractionsGoetweenGteneticGöiskGücoreGandGsamilyGuistoryGandG
yifestyleGinGöelationGtoGöiskGofGβypeGYGqiabetesUGAmericancJournalcofcEpidemiologySG2020SGXefSGaabTacW 3.8 6

368
nssessmentGofGinteractionsGbetweenGYWbGbreastGcancerGsusceptibilityGlociGandGXZGestablishedGriskG
factorsGinGrelationGtoGbreastGcancerGriskSGinGtheGoreastGpancerGnssociationGponsortiumUGInternationalc
JournalcofcEpidemiologySG2020SGafSGYXcTYZY

7.8 13

367 rvaluationGofGassociationsGbetweenGgeneticallyGpredictedGcirculatingGproteinGbiomarkersGandGbreastG
cancerGriskUGInternationalcJournalcofcCancerSG2020SGXacSGYXZWTYXZe 7.5 9

366 öeTevaluatingGgeneticGvariantsGidentifiedGinGcandidateGgeneGstudiesGofGbreastGcancerGriskGusingGdataG
fromGnearlyGYeWSWWWGwomenGofGnsianGandGruropeanGancestryUGEBioMedicineSG2019SGaeSGYWZTYXX 8.8 9

365 βwoGtruncatingGvariantsGinGsn’ppGandGbreastGcancerGriskUGScientificcReportsSG2019SGfSGXYbYa 4.9 2

364 nGlargeTscaleGexomeGarrayGanalysisGofGvenousGthromboembolismUGGeneticcEpidemiologySG2019SGaZSGaafTabd2.6 11

363  articulateGzatterGandGβrafficTöelatedGrxposuresGinGöelationGtoGoreastGpancerGüurvivalUGCancerc
EpidemiologycBiomarkerscandcPreventionSG2019SGYeSGdbXTdbf 4 18

362 üharedGheritabilityGandGfunctionalGenrichmentGacrossGsixGsolidGcancersUGNaturecCommunicationsSG2019
SGXWSGaZX 17.4 45

361 teneticGporrelationsGoetweenGqiabetesGandGtlaucomagGnnGnnalysisGofGpontinuousGandGqichotomousG
 henotypesUGAmericancJournalcofcOphthalmologySG2019SGYWcSGYabTYbb 4.9 6

360 wointGassociationGofGmammographicGdensityGadjustedGforGageGandGbodyGmassGindexGandGpolygenicG
riskGscoreGwithGbreastGcancerGriskUGBreastcCancercResearchSG2019SGYXSGce 8.3 18

359 tenomeTwideGassociationGandGtranscriptomeGstudiesGidentifyGtargetGgenesGandGriskGlociGforGbreastG
cancerUGNaturecCommunicationsSG2019SGXWSGXdaX 17.4 47

358 samilyGhistoryGofGcancerSGnshkenaziGwewishGancestrySGandGpancreaticGcancerGriskUGBritishcJournalcofc
CancerSG2019SGXYWSGeaeTeba 8.7 8

357  owerfulGgeneGsetGanalysisGinGtWnüGwithGtheGteneralizedGoerkTwonesGstatisticUGPLoScGeneticsSG2019SG
XbSGeXWWdbZW 6 20

356 nGgenomeTwideGassociationGstudyGofGbitterGandGsweetGbeverageGconsumptionUGHumancMolecularc
GeneticsSG2019SGYeSGYaafTYabd 5.6 45

355 tenomeTwideGassociationGstudyGofGgermlineGvariantsGandGbreastGcancerTspecificGmortalityUGBritishc
JournalcofcCancerSG2019SGXYWSGcadTcbd 8.7 28
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354 rfficientGcrossTtraitGpenalizedGregressionGincreasesGpredictionGaccuracyGinGlargeGcohortsGusingG
secondaryGphenotypesUGNaturecCommunicationsSG2019SGXWSGbcf 17.4 25

353 teneticGoverlapGbetweenGautoimmuneGdiseasesGandGnonTuodgkinGlymphomaGsubtypesUGGeneticc
EpidemiologySG2019SGaZSGeaaTecZ 2.6 15

352 zetabolomeTWideGnssociationGütudyGofGtheGöelationshipGoetweenGuabitualG hysicalGnctivityGandG
 lasmaGzetaboliteGyevelsUGAmericancJournalcofcEpidemiologySG2019SGXeeSGXfZYTXfaZ 3.8 10

351 tenomicGandGtranscriptomicGassociationGstudiesGidentifyGXcGnovelGsusceptibilityGlociGforGvenousG
thromboembolismUGBloodSG2019SGXZaSGXcabTXcbd 2.2 63

350 nssociationGofGaG rimaryG—penTnngleGtlaucomaGteneticGöiskGücoreGWithGrarlierGngeGatGqiagnosisUG
JAMAcOphthalmologySG2019SGXZdSGXXfWTXXfa 3.9 15

349 QualityGofGdietaryGfatGandGgeneticGriskGofGtypeGYGdiabetesgGindividualGparticipantGdataGmetaTanalysisUG
BMJocTheSG2019SGZccSGlaYfY 5.9 23

348 βheGgeneticGinterplayGbetweenGbodyGmassGindexSGbreastGsizeGandGbreastGcancerGriskgGaGzendelianG
randomizationGanalysisUGInternationalcJournalcofcEpidemiologySG2019SGaeSGdeXTdfa 7.8 16

347 üexGspecificGassociationsGinGgenomeGwideGassociationGanalysisGofGrenalGcellGcarcinomaUGEuropeanc
JournalcofcHumancGeneticsSG2019SGYdSGXbefTXbfe 5.3 15

346 βheGgpUnrgcbeQGtruncatingGvariantGisGassociatedGwithGriskGofGtripleTnegativeGbreastGcancerUGNpjcBreastc
CancerSG2019SGbSGZe 7.8 12

345 vnteractionGbetweenGapolipoproteinGrGgenotypeGandGhypertensionGonGcognitiveGfunctionGinGolderG
womenGinGtheG’ursesNGuealthGütudyUGPLoScONESG2019SGXaSGeWYYafdb 3.7 7

344 nGresponseGtoGI ersonalisedGmedicineGandGpopulationGhealthgGbreastGandGovarianGcancerIUGHumanc
GeneticsSG2019SGXZeSGYedTYef 6.3 13

343  rediagnosticGyeukocyteGβelomereGyengthGandG ancreaticGpancerGüurvivalUGCancercEpidemiologyc
BiomarkerscandcPreventionSG2019SGYeSGXeceTXedb 4 10

342 wointGnnalysisGofGzultipleGvnteractionG arametersGinGteneticGnssociationGütudiesUGGeneticsSG2019SG
YXXSGaeZTafa 4 5

341  olygenicGöiskGücoresGforG redictionGofGoreastGpancerGandGoreastGpancerGüubtypesUGAmericanc
JournalcofcHumancGeneticsSG2019SGXWaSGYXTZa 11 363

340 ngnosticG athwayVteneGüetGnnalysisGofGtenomeTWideGnssociationGqataGvdentifiesGnssociationsGforG
 ancreaticGpancerUGJournalcofcthecNationalcCancercInstituteSG2019SGXXXSGbbdTbcd 9.7 16

339 pirculatingGvitaminGqGconcentrationsGandGriskGofGbreastGandGprostateGcancergGaGzendelianG
randomizationGstudyUGInternationalcJournalcofcEpidemiologySG2019SGaeSGXaXcTXaYa 7.8 24

338 nGwholeGgenomeGapproachGforGdiscoveringGtheGgeneticGbasisGofGbloodGgroupGantigensgGindependentG
confirmationGforG XGandGXgUGTransfusionSG2019SGbfSGfWeTfXb 2.9 9

337
tenomeTwideGassociationGstudyGofGantiTzˆ…llerianGhormoneGlevelsGinGpreTmenopausalGwomenGofGlateG
reproductiveGageGandGrelationshipGwithGgeneticGdeterminantsGofGreproductiveGlifespanUGHumanc
MolecularcGeneticsSG2019SGYeSGXZfYTXaWX

5.6 9

(2019-2019)
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336 nssociationGstudiesGofGupGtoGXUYGmillionGindividualsGyieldGnewGinsightsGintoGtheGgeneticGetiologyGofG
tobaccoGandGalcoholGuseUGNaturecGeneticsSG2019SGbXSGYZdTYaa 36.3 516

335 βheGgeneticsGofGvitaminGqUGBoneSG2019SGXYcSGbfTdd 4.7 27

334 nssociationsGofGobesityGandGcirculatingGinsulinGandGglucoseGwithGbreastGcancerGriskgGaGzendelianG
randomizationGanalysisUGInternationalcJournalcofcEpidemiologySG2019SGaeSGdfbTeWc 7.8 52

333  rediagnosisGεseGofGütatinsGnssociatesGWithGvncreasedGüurvivalGβimesGofG atientsGWithG ancreaticG
pancerUGClinicalcGastroenterologycandcHepatologySG2018SGXcSGXZWWTXZWcUeZ 6.9 17

332 tenomeTwideGmetaTanalysisGidentifiesGfiveGnewGsusceptibilityGlociGforGpancreaticGcancerUGNaturec
CommunicationsSG2018SGfSGbbc 17.4 103

331 tenomeTwideGassociationGstudyGinGdfSZccGruropeanTancestryGindividualsGinformsGtheGgeneticG
architectureGofGYbThydroxyvitaminGqGlevelsUGNaturecCommunicationsSG2018SGfSGYcW 17.4 174

330 ütatinGuseGandGpancreaticGcancerGriskGinGtwoGprospectiveGcohortGstudiesUGJournalcofcGastroenterologySG
2018SGbZSGfbfTfcc 6.9 24

329
zetabolomicGanalysisGofGfYGpulmonaryGembolismGpatientsGfromGaGnestedGcaseTcontrolGstudyG
identifiesGmetabolitesGassociatedGwithGadverseGclinicalGoutcomesUGJournalcofcThrombosiscandc
HaemostasisSG2018SGXcSGbWWTbWd

15.4 13

328 öegularGεseGofGnspirinGorG’onTnspirinG’onsteroidalGnntiTvnflammatoryGqrugsGvsG’otGnssociatedGWithG
öiskGofGvncidentG ancreaticGpancerGinGβwoGyargeGpohortGütudiesUGGastroenterologySG2018SGXbaSGXZeWTXZfWUeb13.3 31

327 εseGofGdeepGwholeTgenomeGsequencingGdataGtoGidentifyGstructureGriskGvariantsGinGbreastGcancerG
susceptibilityGgenesUGHumancMolecularcGeneticsSG2018SGYdSGebZTebf 5.6 15

326 wointGeffectsGofGfattyGacidGdesaturaseGXGpolymorphismsGandGdietaryGpolyunsaturatedGfattyGacidG
intakeGonGcirculatingGfattyGacidGproportionsUGAmericancJournalcofcClinicalcNutritionSG2018SGXWdSGeYcTeZZ 7 6

325 QuantifyingGtheG olygenicGpontributionGtoGputaneousGüquamousGpellGparcinomaGöiskUGJournalcofc
InvestigativecDermatologySG2018SGXZeSGXbWdTXbXW 4.3 15

324 vnteractionGofGaGgeneticGriskGscoreGwithGphysicalGactivitySGphysicalGinactivitySGandGbodyGmassGindexGinG
relationGtoGvenousGthromboembolismGriskUGGeneticcEpidemiologySG2018SGaYSGZbaTZcb 2.6 13

323 nGgenomeTwideGassociationGstudyGofGenergyGintakeGandGexpenditureUGPLoScONESG2018SGXZSGeWYWXbbb 3.7 9

322 uynGplassGvGandGvvGqiversityGpontributesGtoGtheGrtiologicGueterogeneityGofG’onTuodgkinGyymphomaG
üubtypesUGCancercResearchSG2018SGdeSGaWecTaWfc 10.1 18

321 vdentificationGofGnineGnewGsusceptibilityGlociGforGendometrialGcancerUGNaturecCommunicationsSG2018SG
fSGZXcc 17.4 70

320 rxploringGcausalityGinGtheGassociationGbetweenGcirculatingGYbThydroxyvitaminGqGandGcolorectalG
cancerGriskgGaGlargeGzendelianGrandomisationGstudyUGBMCcMedicineSG2018SGXcSGXaY 11.4 40

319 βestosteroneG athwayGteneticG olymorphismsGinGöelationGtoG rimaryG—penTnngleGtlaucomagGnnG
nnalysisGinGβwoGyargeGqatasetsG2018SGbfSGcYfTcZc 9
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318 nssociationGanalysesGofGmoreGthanGXaWSWWWGmenGidentifyGcZGnewGprostateGcancerGsusceptibilityGlociUG
NaturecGeneticsSG2018SGbWSGfYeTfZc 36.3 340

317 sineTmappingGofGprostateGcancerGsusceptibilityGlociGinGaGlargeGmetaTanalysisGidentifiesGcandidateG
causalGvariantsUGNaturecCommunicationsSG2018SGfSGYYbc 17.4 57

316  recisionG reventionGandGrarlyGqetectionGofGpancergGsundamentalG rinciplesUGCancercDiscoverySG2018
SGeSGeWZTeXX 24.4 40

315 nGtranscriptomeTwideGassociationGstudyGofGYYfSWWWGwomenGidentifiesGnewGcandidateGsusceptibilityG
genesGforGbreastGcancerUGNaturecGeneticsSG2018SGbWSGfceTfde 36.3 101

314 zodulationGofGty TXGyevelsGbyGaGteneticGVariantGβhatGöegulatesGtheGpardiovascularGrffectsGofG
vntensiveGtlycemicGpontrolGinGnpp—öqUGDiabetescCareSG2018SGaXSGZaeTZbb 14.6 10

313
nGcomprehensiveGanalysisGofGpolymorphicGvariantsGinGsteroidGhormoneGandGinsulinTlikeGgrowthG
factorTXGmetabolismGandGriskGofGinGsituGbreastGcancergGöesultsGfromGtheGoreastGandG rostateGpancerG
pohortGponsortiumUGInternationalcJournalcofcCancerSG2018SGXaYSGXXeYTXXee

7.5

312 ’ovelGpleiotropicGriskGlociGforGmelanomaGandGnevusGdensityGimplicateGmultipleGbiologicalGpathwaysUG
NaturecCommunicationsSG2018SGfSGadda 17.4 47

311 termlineGvariationGatGeqYaGandGprostateGcancerGriskGinGmenGofGruropeanGancestryUGNaturec
CommunicationsSG2018SGfSGacXc 17.4 30

310 yargeTscaleGgenomeTwideGmetaTanalysisGofGpolycysticGovaryGsyndromeGsuggestsGsharedGgeneticG
architectureGforGdifferentGdiagnosisGcriteriaUGPLoScGeneticsSG2018SGXaSGeXWWdeXZ 6 166

309 zetabolitesGnssociatedGWithGtheGöiskGofGvncidentGVenousGβhromboembolismgGnGzetabolomicG
nnalysisUGJournalcofcthecAmericancHeartcAssociationSG2018SGdSGeWXWZXd 6 8

308 teneticGβoolsGforGporonaryGöiskGnssessmentGinGβypeGYGqiabetesgGnGpohortGütudyGsromGtheGnpp—öqG
plinicalGβrialUGDiabetescCareSG2018SGaXSGYaWaTYaXZ 14.6 16

307 βwoGhighTriskGsusceptibilityGlociGatGcpYbUZGandGXaqZYUXZGforGWaldenstrˆ¶mGmacroglobulinemiaUG
NaturecCommunicationsSG2018SGfSGaXeY 17.4 8

306 qietGqualityGandGgeneticGassociationGwithGbodyGmassGindexgGresultsGfromGZGobservationalGstudiesUG
AmericancJournalcofcClinicalcNutritionSG2018SGXWeSGXYfXTXZWW 7 25

305
tenomeGnnalysesGofGkYWWSWWWGvndividualsGvdentifyGbeGyociGforGphronicGvnflammationGandGuighlightG
 athwaysGthatGyinkGvnflammationGandGpomplexGqisordersUGAmericancJournalcofcHumancGeneticsSG
2018SGXWZSGcfXTdWc

11 151

304 βargetedGsequencingGtoGidentifyGnovelGgeneticGriskGfactorsGforGdeepGveinGthrombosisgGaGstudyGofGdZaG
genesUGJournalcofcThrombosiscandcHaemostasisSG2018SGXcSGYaZYTYaaX 15.4 12

303 ndditionGofGaGpolygenicGriskGscoreSGmammographicGdensitySGandGendogenousGhormonesGtoGexistingG
breastGcancerGriskGpredictionGmodelsgGnGnestedGcaseTcontrolGstudyUGPLoScMedicineSG2018SGXbSGeXWWYcaa 11.6 56

302 nutomatedGtypingGofGredGbloodGcellGandGplateletGantigensgGaGwholeTgenomeGsequencingGstudyUG
LancetcHaematologyotheSG2018SGbSGeYaXTeYbX 14.6 35

301 zendelianGrandomizationGstudiesGofGcancerGriskgGaGliteratureGreviewUGCurrentcEpidemiologycReportsSG
2018SGbSGXeaTXfc 2.9 26

(2018-2018)
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300  olygenicGriskGscoreGofGshorterGtelomereGlengthGandGriskGofGdepressionGandGanxietyGinGwomenUG
JournalcofcPsychiatriccResearchSG2018SGXWZSGXeYTXee 5.2 8

299 βranscriptomeTwideGassociationGstudiesGaccountingGforGcolocalizationGusingGrggerGregressionUG
GeneticcEpidemiologySG2018SGaYSGaXeTaZZ 2.6 37

298 öeplyGtoGNzisestimationGofGheritabilityGandGpredictionGaccuracyGofGmaleTpatternGbaldnessNUGNaturec
CommunicationsSG2018SGfSGYbZe 17.4

297 uierarchicalGmodelingGofGmelanocortinGXGreceptorGvariantsGwithGskinGcancerGriskUGGeneticc
EpidemiologySG2018SGaYSGbdXTbec 2.6 2

296 rvidenceGforGthreeGgeneticGlociGinvolvedGinGbothGanorexiaGnervosaGriskGandGvariationGofGbodyGmassG
indexUGMolecularcPsychiatrySG2017SGYYSGXfYTYWX 15.1 31

295 oreastGcancerGriskGpredictionGusingGaGpolygenicGriskGscoreGinGtheGfamilialGsettinggGaGprospectiveGstudyG
fromGtheGoreastGpancerGsamilyGöegistryGandGkponsabUGGeneticscincMedicineSG2017SGXfSGZWTZb 8.1 31

294 rvidenceGforGlargeTscaleGgeneTbyTsmokingGinteractionGeffectsGonGpulmonaryGfunctionUGInternationalc
JournalcofcEpidemiologySG2017SGacSGefaTfWa 7.8 25

293 tenomeTwideGassociationGanalysisGimplicatesGdysregulationGofGimmunityGgenesGinGchronicG
lymphocyticGleukaemiaUGNaturecCommunicationsSG2017SGeSGXaXdb 17.4 54

292 yeucocyteGtelomereGlengthSGgeneticGvariantsGatGtheGgeneGregionGandGriskGofGpancreaticGcancerUGGutSG
2017SGccSGXXXcTXXYY 19.2 28

291 tenomicGanalysesGidentifyGhundredsGofGvariantsGassociatedGwithGageGatGmenarcheGandGsupportGaGroleG
forGpubertyGtimingGinGcancerGriskUGNaturecGeneticsSG2017SGafSGeZaTeaX 36.3 257

290 üelectionGinGruropeansGonGsattyGncidGqesaturasesGnssociatedGwithGqietaryGphangesUGMolecularc
BiologycandcEvolutionSG2017SGZaSGXZWdTXZXe 8.3 50

289 sunctionalGcharacterizationGofGaGmultiTcancerGriskGlocusGonGchrbpXbUZZGrevealsGregulationGofGβröβGbyG
Z’sXaeUGNaturecCommunicationsSG2017SGeSGXbWZa 17.4 26

288 oiomarkerGcorrelationGnetworkGinGcolorectalGcarcinomaGbyGtumorGanatomicGlocationUGBMCc
BioinformaticsSG2017SGXeSGZWa 3.6 13

287 tenomeTwideGassociationGstudyGidentifiesGmultipleGriskGlociGforGrenalGcellGcarcinomaUGNaturec
CommunicationsSG2017SGeSGXbdYa 17.4 50

286 teneticGassociationGstudyGofGexfoliationGsyndromeGidentifiesGaGprotectiveGrareGvariantGatGy—XyXGandG
fiveGnewGsusceptibilityGlociUGNaturecGeneticsSG2017SGafSGffZTXWWa 36.3 72

285 nnGrxpandedGtenomeTWideGnssociationGütudyGofGβypeGYGqiabetesGinGruropeansUGDiabetesSG2017SGccSGYeeeTYfWY0.9 414

284
vnteractionsGoetweenGtenomeTWideGüignificantGteneticGVariantsGandGpirculatingGponcentrationsGofG
YbTuydroxyvitaminGqGinGöelationGtoG rostateGpancerGöiskGinGtheG’ationalGpancerGvnstituteGo pZUG
AmericancJournalcofcEpidemiologySG2017SGXebSGabYTaca

3.8 8

283 prossTpancerGnnalysisGöevealsG’ovelG leiotropicGnssociationsTöesponseUGCancercResearchSG2017SGddSGcWabTcWac10.1 1
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282 povariateGselectionGforGassociationGscreeningGinGmultiphenotypeGgeneticGstudiesUGNaturecGeneticsSG
2017SGafSGXdefTXdfb 36.3 19

281 nssociationGanalysisGidentifiesGcbGnewGbreastGcancerGriskGlociUGNatureSG2017SGbbXSGfYTfa 50.4 643

280 vdentificationGofGtenGvariantsGassociatedGwithGriskGofGestrogenTreceptorTnegativeGbreastGcancerUG
NaturecGeneticsSG2017SGafSGXdcdTXdde 36.3 186

279 tenomeTWideGnssociationGütudiesGofGzultipleGxeratinocyteGpancersUGPLoScONESG2017SGXYSGeWXcfedZ 3.7 7

278 pigaretteGümokingGandG ancreaticGpancerGüurvivalUGJournalcofcClinicalcOncologySG2017SGZbSGXeYYTXeYe 2.2 55

277 vncorporationGofGoiologicalGxnowledgeGvntoGtheGütudyGofGteneTrnvironmentGvnteractionsUGAmericanc
JournalcofcEpidemiologySG2017SGXecSGddXTddd 3.8 13

276 teneticGcorrelationsGbetweenGintraocularGpressureSGbloodGpressureGandGprimaryGopenTangleG
glaucomagGaGmultiTcohortGanalysisUGEuropeancJournalcofcHumancGeneticsSG2017SGYbSGXYcXTXYcd 5.3 9

275 nnalysisGofGpotentialGproteinTmodifyingGvariantsGinGfWWWGendometriosisGpatientsGandGXbWWWWG
controlsGofGruropeanGancestryUGScientificcReportsSG2017SGdSGXXZeW 4.9 13

274 vnheritedGvariationGinGcircadianGrhythmGgenesGandGrisksGofGprostateGcancerGandGthreeGotherGcancerG
sitesGinGcombinedGcancerGconsortiaUGInternationalcJournalcofcCancerSG2017SGXaXSGXdfaTXeWY 7.5 19

273 ngeGatGnaturalGmenopauseGgeneticGriskGscoreGinGrelationGtoGageGatGnaturalGmenopauseGandGprimaryG
openTangleGglaucomaGinGaGεüTbasedGsampleUGMenopauseSG2017SGYaSGXbWTXbc 2.5 5

272 vnvestigatingGtheGgeneticGrelationshipGbetweenGnlzheimerNsGdiseaseGandGcancerGusingGtWnüG
summaryGstatisticsUGHumancGeneticsSG2017SGXZcSGXZaXTXZbX 6.3 25

271 teneticGVariantsGöelatedGtoGyongerGβelomereGyengthGareGnssociatedGwithGvncreasedGöiskGofGöenalG
pellGparcinomaUGEuropeancUrologySG2017SGdYSGdadTdba 10.2 27

270 yessonsGyearnedGsromG astGteneTrnvironmentGvnteractionGüuccessesUGAmericancJournalcofc
EpidemiologySG2017SGXecSGddeTdec 3.8 42

269 yupusTrelatedGsingleGnucleotideGpolymorphismsGandGriskGofGdiffuseGlargeGoTcellGlymphomaUGLupusc
SciencecandcMedicineSG2017SGaSGeWWWXed 4.6 10

268 tWnüGforGmaleTpatternGbaldnessGidentifiesGdXGsusceptibilityGlociGexplainingGZeLGofGtheGriskUGNaturec
CommunicationsSG2017SGeSGXbea 17.4 37

267 QuantifyingGtheGteneticGporrelationGbetweenGzultipleGpancerGβypesUGCancercEpidemiologyc
BiomarkerscandcPreventionSG2017SGYcSGXaYdTXaZb 4 25

266 VrX—ögGanGintegrativeGenvironmentGforGprioritizationGofGfunctionalGvariantsGinGfineTmappingG
analysisUGBioinformaticsSG2017SGZZSGXZefTXZfX 7.2 2

265 vmprovedGmethodsGforGmultiTtraitGfineGmappingGofGpleiotropicGriskGlociUGBioinformaticsSG2017SGZZSGYaeTYbb 7.2 67

(2017-2017)
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264  rescriptionGmedicationGchangesGfollowingGdirectTtoTconsumerGpersonalGgenomicGtestinggGfindingsG
fromGtheGvmpactGofG ersonalGtenomicsGO tenPGütudyUGGeneticscincMedicineSG2017SGXfSGbZdTbab 8.1 29

263 βheG—nconrrayGponsortiumgGnG’etworkGforGεnderstandingGtheGteneticGnrchitectureGofGpommonG
pancersUGCancercEpidemiologycBiomarkerscandcPreventionSG2017SGYcSGXYcTXZb 4 183

262 purrentGphallengesGandG’ewG—pportunitiesGforGteneTrnvironmentGvnteractionGütudiesGofGpomplexG
qiseasesUGAmericancJournalcofcEpidemiologySG2017SGXecSGdbZTdcX 3.8 78

261 oodyGmassGindexGandGbreastGcancerGsurvivalgGaGzendelianGrandomizationGanalysisUGInternationalc
JournalcofcEpidemiologySG2017SGacSGXeXaTXeYY 7.8 27

260 öesidentialGparticulateGmatterGandGdistanceGtoGroadwaysGinGrelationGtoGmammographicGdensitygG
resultsGfromGtheG’ursesNGuealthGütudiesUGBreastcCancercResearchSG2017SGXfSGXYa 8.3 10

259 pirculatingGvitaminGqGconcentrationGandGriskGofGsevenGcancersgGzendelianGrandomisationGstudyUGBMJoc
TheSG2017SGZbfSGjadcX 5.9 94

258 wointGrffectsGofG —’XG olymorphismsGandGVegetableGvntakeGonGvschemicGütrokegGnGsamilyToasedG
paseGpontrolGütudyUGInternationalcJournalcofcMolecularcSciencesSG2017SGXeSG 6.3 9

257 nGcomprehensiveGsurveyGofGgeneticGvariationGinGYWScfXGsubjectsGfromGfourGlargeGcohortsUGPLoScONESG
2017SGXYSGeWXdZffd 3.7 27

256 —besitySGmetabolicGfactorsGandGriskGofGdifferentGhistologicalGtypesGofGlungGcancergGnGzendelianG
randomizationGstudyUGPLoScONESG2017SGXYSGeWXddedb 3.7 56

255 vdentifyingGtheGmetabolomicGfingerprintGofGhighGandGlowGflavonoidGconsumersUGJournalcofcNutritionalc
ScienceSG2017SGcSGeZa 2.7 6

254 ponsumersGreportGlowerGconfidenceGinGtheirGgeneticsGknowledgeGfollowingGdirectTtoTconsumerG
personalGgenomicGtestingUGGeneticscincMedicineSG2016SGXeSGcbTdY 8.1 52

253 teneticG redictorsGofGpardiovascularGzortalityGquringGvntensiveGtlycemicGpontrolGinGβypeGYG
qiabetesgGsindingsGsromGtheGnpp—öqGplinicalGβrialUGDiabetescCareSG2016SGZfSGXfXbTXfYa 14.6 32

252 teneticGvariantsGinGprβ GincreaseGriskGofGintracerebralGhemorrhageUGAnnalscofcNeurologySG2016SGeWSGdZWTdaW9.4 24

251 zendelianGrandomizationGstudyGofGadiposityTrelatedGtraitsGandGriskGofGbreastSGovarianSGprostateSGlungG
andGcolorectalGcancerUGInternationalcJournalcofcEpidemiologySG2016SGabSGefcTfWe 7.8 92

250 tenomeTWideGzetaTnnalysesGofGoreastSG—varianSGandG rostateGpancerGnssociationGütudiesGvdentifyG
zultipleG’ewGüusceptibilityGyociGüharedGbyGatGyeastGβwoGpancerGβypesUGCancercDiscoverySG2016SGcSGXWbYTcd24.4 104

249 tenomeTwideGassociationGstudyGidentifiesGnovelGsusceptibilityGlociGforGcutaneousGsquamousGcellG
carcinomaUGNaturecCommunicationsSG2016SGdSGXYWae 17.4 82

248 nggregateGpenetranceGofGgenomicGvariantsGforGactionableGdisordersGinGruropeanGandGnfricanG
nmericansUGSciencecTranslationalcMedicineSG2016SGeSGZcaraXbX 17.5 41

247 yeveragingGzethylomeTrnvironmentGvnteractionGtoGqetectGteneticGqeterminantsGofGqiseaseUG
HumancHereditySG2016SGeXSGYcTZa 1.1 2
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246 semaleGchromosomeGXGmosaicismGisGageTrelatedGandGpreferentiallyGaffectsGtheGinactivatedGXG
chromosomeUGNaturecCommunicationsSG2016SGdSGXXeaZ 17.4 59

245 vdentificationGofGfourGnovelGsusceptibilityGlociGforGoestrogenGreceptorGnegativeGbreastGcancerUGNaturec
CommunicationsSG2016SGdSGXXZdb 17.4 64

244 βheGcausalGrelevanceGofGbodyGmassGindexGinGdifferentGhistologicalGtypesGofGlungGcancergGnGzendelianG
randomizationGstudyUGScientificcReportsSG2016SGcSGZXXYX 4.9 23

243  ancreaticGpancerGöiskGnssociatedGwithG rediagnosticG lasmaGyevelsGofGyeptinGandGyeptinGöeceptorG
teneticG olymorphismsUGCancercResearchSG2016SGdcSGdXcWTdXcd 10.1 32

242 zetaTanalysisGofGgenomeTwideGassociationGstudiesGdiscoversGmultipleGlociGforGchronicGlymphocyticG
leukemiaUGNaturecCommunicationsSG2016SGdSGXWfZZ 17.4 70

241 ntlasGofGprostateGcancerGheritabilityGinGruropeanGandGnfricanTnmericanGmenGpinpointsG
tissueTspecificGregulationUGNaturecCommunicationsSG2016SGdSGXWfdf 17.4 37

240 tenomeTwideGassociationGstudyGidentifiesGXaGnovelGriskGallelesGassociatedGwithGbasalGcellGcarcinomaUG
NaturecCommunicationsSG2016SGdSGXYbXW 17.4 65

239 tenomeTwideGanalysisGidentifiesGXYGlociGinfluencingGhumanGreproductiveGbehaviorUGNaturecGeneticsSG
2016SGaeSGXacYTXadY 36.3 198

238 üniffingGoutGsignificantGI eeGvaluesIgGgenomeGwideGassociationGstudyGofGasparagusGanosmiaUGBMJoc
TheSG2016SGZbbSGicWdX 5.9 8

237 qeepGtargetedGsequencingGofGXYGbreastGcancerGsusceptibilityGregionsGinGacXXGwomenGacrossGfourG
differentGethnicitiesUGBreastcCancercResearchSG2016SGXeSGXWf 8.3 4

236
vnteractionsGbetweenGbreastGcancerGsusceptibilityGlociGandGmenopausalGhormoneGtherapyGinG
relationshipGtoGbreastGcancerGinGtheGoreastGandG rostateGpancerGpohortGponsortiumUGBreastcCancerc
ResearchcandcTreatmentSG2016SGXbbSGbZXTaW

4.4 2

235  rediagnosticG lasmaGYbTuydroxyvitaminGqGandG ancreaticGpancerGüurvivalUGJournalcofcClinicalc
OncologySG2016SGZaSGYeffTfWb 2.2 30

234 öeclassificationGofGgeneticTbasedGriskGpredictionsGasGtWnüGdataGaccumulateUGGenomecMedicineSG2016
SGeSGYW 14.4 20

233 pirculatingGzetabolitesGandGüurvivalGnmongG atientsGWithG ancreaticGpancerUGJournalcofcthec
NationalcCancercInstituteSG2016SGXWeSGdjvaWf 9.7 24

232
nGprossTpancerGteneticGnssociationGnnalysisGofGtheGq’nGöepairGandGq’nGqamageGüignalingG
 athwaysGforGyungSG—varySG rostateSGoreastSGandGpolorectalGpancerUGCancercEpidemiologycBiomarkersc
andcPreventionSG2016SGYbSGXfZTYWW

4 47

231 sineGmappingGofGchromosomeGbpXbUZZGbasedGonGaGtargetedGdeepGsequencingGandGhighGdensityG
genotypingGidentifiesGnovelGlungGcancerGsusceptibilityGlociUGCarcinogenesisSG2016SGZdSGfcTXWb 4.6 27

230 teneticallyGpredictedGlongerGtelomereGlengthGisGassociatedGwithGincreasedGriskGofGoTcellGlymphomaG
subtypesUGHumancMolecularcGeneticsSG2016SGYbSGXccZTdc 5.6 39

229 öesponseGtoGqayGetGalUGAmericancJournalcofcHumancGeneticsSG2016SGfeSGZfaTb 11 1

(2016-2016)
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228 tenomeTwideGmetaTanalysisGuncoversGnovelGlociGinfluencingGcirculatingGleptinGlevelsUGNaturec
CommunicationsSG2016SGdSGXWafa 17.4 107

227
vdentificationGofGaGnovelGsusceptibilityGlocusGatGXZqZaGandGrefinementGofGtheGYWpXYUYGregionGasGaG
multiTsignalGlocusGassociatedGwithGbladderGcancerGriskGinGindividualsGofGruropeanGancestryUGHumanc
MolecularcGeneticsSG2016SGYbSGXYWZTXa

5.6 20

226 nGtenomeTWideGnssociationGütudyGofGputaneousGüquamousGpellGparcinomaGamongGruropeanG
qescendantsUGCancercEpidemiologycBiomarkerscandcPreventionSG2016SGYbSGdXaTYW 4 28

225 vmpactGofG reTanalyticGoloodGüampleGpollectionGsactorsGonGzetabolomicsUGCancercEpidemiologyc
BiomarkerscandcPreventionSG2016SGYbSGeYZTeYf 4 37

224 ueterogeneityGofGluminalGbreastGcancerGcharacterisedGbyGimmunohistochemicalGexpressionGofGbasalG
markersUGBritishcJournalcofcCancerSG2016SGXXaSGYfeTZWa 8.7 5

223 tenomeTwideGassociationGanalysisGidentifiesGβX’öqYSGnβX’YGandGs—XpXGasGsusceptibilityGlociGforG
primaryGopenTangleGglaucomaUGNaturecGeneticsSG2016SGaeSGXefTfa 36.3 159

222 samilialGöiskGandGueritabilityGofGpancerGnmongGβwinsGinG’ordicGpountriesUGJAMAcpcJournalcofcthec
AmericancMedicalcAssociationSG2016SGZXbSGceTdc 27.4 391

221 WholeTexomeGsequencingGofGoverGaXWWGmenGofGnfricanGancestryGandGprostateGcancerGriskUGHumanc
MolecularcGeneticsSG2016SGYbSGZdXTeX 5.6 19

220
nssociationGbetweenGndultGueightGandGöiskGofGpolorectalSGyungSGandG rostateGpancergGöesultsGfromG
zetaTanalysesGofG rospectiveGütudiesGandGzendelianGöandomizationGnnalysesUGPLoScMedicineSG2016SG
XZSGeXWWYXXe

11.6 49

219 nssociationsGbetweenGsmokingGbehaviorTrelatedGallelesGandGtheGriskGofGmelanomaUGOncotargetSG2016
SGdSGadZccTadZdb 3.3 11

218 nGtargetedGgeneticGassociationGstudyGofGepithelialGovarianGcancerGsusceptibilityUGOncotargetSG2016SGdSGdZeXTf3.3 7

217 βhreeGnewGpancreaticGcancerGsusceptibilityGsignalsGidentifiedGonGchromosomesGXqZYUXSGbpXbUZZGandG
eqYaUYXUGOncotargetSG2016SGdSGccZYeTccZaZ 3.3 66

216 teneticallyG redictedGoodyGzassGvndexGandGoreastGpancerGöiskgGzendelianGöandomizationGnnalysesG
ofGqataGfromGXabSWWWGWomenGofGruropeanGqescentUGPLoScMedicineSG2016SGXZSGeXWWYXWb 11.6 80

215 tenomeTWideGnssociationGütudyGforGvncidentGzyocardialGvnfarctionGandGporonaryGueartGqiseaseGinG
 rospectiveGpohortGütudiesgGβheGpunötrGponsortiumUGPLoScONESG2016SGXXSGeWXaaffd 3.7 53

214 vnteractionsGofGestablishedGriskGfactorsGandGaGtWnüTbasedGgeneticGriskGscoreGonGtheGriskGofGvenousG
thromboembolismUGThrombosiscandcHaemostasisSG2016SGXXcSGdWbTXZ 7 9

213 nGpommonGVariantGinGzvöXeYGvsGnssociatedGWithG rimaryG—penTnngleGtlaucomaGinGtheG
’rvtuo—öu——qGponsortiumG2016SGbdSGabYeTabZb 31

212 nssessingGtheGnssociationGofGzitochondrialGteneticGVariationGWithG rimaryG—penTnngleGtlaucomaG
εsingGteneTüetGnnalysesG2016SGbdSGbWacTbWbY 29

211 nGgenomeTwideGinvestigationGofGfoodGaddictionUGObesitySG2016SGYaSGXZZcTaX 8 27
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210 rxomeGgenotypingGarraysGtoGidentifyGrareGandGlowGfrequencyGvariantsGassociatedGwithGepithelialG
ovarianGcancerGriskUGHumancMolecularcGeneticsSG2016SGYbSGZcWWTZcXY 5.6 9

209
tr’—zrTWvqrGnüü—pvnβv—’GüβεqYGOtWnüPGn’qGtr’—zrTWvqrGoYGr’Vvö—’zr’βG
v’βrönpβv—’GüβεqYGOtWrvüPG—sGqr örüüvVrGüYz β—züGv’Gnsövpn’Gnzrövpn’Gn’qG
uvü n’vpVynβv’nGW—zr’UGDepressioncandcAnxietySG2016SGZZSGYcbTeW

8.4 76

208  nyoYSGpurxYGandGnβzGrareGvariantsGandGcancerGriskgGdataGfromGp—tüUGJournalcofcMedicalcGeneticsSG
2016SGbZSGeWWTeXX 5.8 121

207 vdentificationGofGindependentGassociationGsignalsGandGputativeGfunctionalGvariantsGforGbreastGcancerG
riskGthroughGfineTscaleGmappingGofGtheGXYpXXGlocusUGBreastcCancercResearchSG2016SGXeSGca 8.3 25

206 oreastGpancerGöiskGsromGzodifiableGandG’onmodifiableGöiskGsactorsGnmongGWhiteGWomenGinGtheG
εnitedGütatesUGJAMAcOncologySG2016SGYSGXYfbTXZWY 13.4 189

205 nssociationGofG rostateGpancerGöiskGVariantsGwithGβz öüüYgrötGütatusgGrvidenceGforGqistinctG
zolecularGüubtypesUGCancercEpidemiologycBiomarkerscandcPreventionSG2016SGYbSGdabTf 4 14

204 teneticGvariantsGassociatedGwithGsubjectiveGwellTbeingSGdepressiveGsymptomsSGandGneuroticismG
identifiedGthroughGgenomeTwideGanalysesUGNaturecGeneticsSG2016SGaeSGcYaTZZ 36.3 602

203 nssociationGofGgeneticGsusceptibilityGvariantsGforGtypeGYGdiabetesGwithGbreastGcancerGriskGinGwomenG
ofGruropeanGancestryUGCancercCausescandcControlSG2016SGYdSGcdfTfZ 2.8 15

202 prossTpancerGtenomeTWideGnnalysisGofGyungSG—varySGoreastSG rostateSGandGpolorectalGpancerG
öevealsG’ovelG leiotropicGnssociationsUGCancercResearchSG2016SGdcSGbXWZTXa 10.1 66

201 sourGüusceptibilityGyociGforGtallstoneGqiseaseGvdentifiedGinGaGzetaTanalysisGofGtenomeTWideG
nssociationGütudiesUGGastroenterologySG2016SGXbXSGZbXTZcZUeYe 13.3 54

200 teneticGassociationsGwithGneuroendocrineGtumorGriskgGresultsGfromGaGgenomeTwideGassociationG
studyUGEndocrinepRelatedcCancerSG2016SGYZSGbedTfa 5.7 14

199 tenomewideGmetaTanalysisGidentifiesGlociGassociatedGwithGvtsTvGandGvtso TZGlevelsGwithGimpactGonG
ageTrelatedGtraitsUGAgingcCellSG2016SGXbSGeXXTYa 9.9 71

198 βelomereGstructureGandGmaintenanceGgeneGvariantsGandGriskGofGfiveGcancerGtypesUGInternationalc
JournalcofcCancerSG2016SGXZfSGYcbbTYcdW 7.5 30

197 tenomicsSGβelomereGyengthSGrpigeneticsSGandGzetabolomicsGinGtheG’ursesNGuealthGütudiesUG
AmericancJournalcofcPubliccHealthSG2016SGXWcSGXccZTe 5.1 12

196 zetaTnnalysisGofGöareGVariantGnssociationGβestsGinGzultiethnicG opulationsUGGeneticcEpidemiologySG
2016SGaWSGbdTcb 2.6 6

195 pirculatingGvitaminGqSGvitaminGqTrelatedGgeneticGvariationSGandGriskGofGfatalGprostateGcancerGinGtheG
’ationalGpancerGvnstituteGoreastGandG rostateGpancerGpohortGponsortiumUGCancerSG2015SGXYXSGXfafTbc 6.4 43

194 tenomeTwideGassociationGanalysisGofGmoreGthanGXYWSWWWGindividualsGidentifiesGXbGnewGsusceptibilityG
lociGforGbreastGcancerUGNaturecGeneticsSG2015SGadSGZdZTeW 36.3 406

193 pircadianGclockGgenesGandGriskGofGfatalGprostateGcancerUGCancercCausescandcControlSG2015SGYcSGYbTZZ 2.8 26

(2015-2016)
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192 teneticGriskGvariantsGassociatedGwithGinGsituGbreastGcancerUGBreastcCancercResearchSG2015SGXdSGeY 8.3 20

191 teneticGdeterminantsGofGtelomereGlengthGandGriskGofGcommonGcancersgGaGzendelianGrandomizationG
studyUGHumancMolecularcGeneticsSG2015SGYaSGbZbcTcc 5.6 104

190 βestingGcalibrationGofGriskGmodelsGatGextremesGofGdiseaseGriskUGBiostatisticsSG2015SGXcSGXaZTba 3.7 21

189 vntegrationGofGmultiethnicGfineTmappingGandGgenomicGannotationGtoGprioritizeGcandidateGfunctionalG
ü’ sGatGprostateGcancerGsusceptibilityGregionsUGHumancMolecularcGeneticsSG2015SGYaSGbcWZTXe 5.6 35

188 vdentificationGofGnovelGgeneticGmarkersGofGbreastGcancerGsurvivalUGJournalcofcthecNationalcCancerc
InstituteSG2015SGXWdSG 9.7 38

187 puö’nbGriskGvariantGpredictsGdelayedGsmokingGcessationGandGearlierGlungGcancerGdiagnosisTTaG
metaTanalysisUGJournalcofcthecNationalcCancercInstituteSG2015SGXWdSG 9.7 55

186 βwoGsusceptibilityGlociGidentifiedGforGprostateGcancerGaggressivenessUGNaturecCommunicationsSG2015SG
cSGceef 17.4 75

185 zetaTanalysisGofGcbSdZaGindividualsGidentifiesGβü n’XbGandGüypaanYGasGtwoGsusceptibilityGlociGforG
venousGthromboembolismUGAmericancJournalcofcHumancGeneticsSG2015SGfcSGbZYTaY 11 163

184 VariationGinGpredictiveGabilityGofGcommonGgeneticGvariantsGbyGestablishedGstratagGtheGexampleGofG
breastGcancerGandGageUGEpidemiologySG2015SGYcSGbXTe 3.1 7

183 zodelingGyinkageGqisequilibriumGvncreasesGnccuracyGofG olygenicGöiskGücoresUGAmericancJournalcofc
HumancGeneticsSG2015SGfdSGbdcTfY 11 649

182 yargeTscaleGgenomicGanalysesGlinkGreproductiveGagingGtoGhypothalamicGsignalingSGbreastGcancerG
susceptibilityGandGoöpnXTmediatedGq’nGrepairUGNaturecGeneticsSG2015SGadSGXYfaTXZWZ 36.3 226

181 ueightGandGoreastGpancerGöiskgGrvidenceGsromG rospectiveGütudiesGandGzendelianGöandomizationUG
JournalcofcthecNationalcCancercInstituteSG2015SGXWdSG 9.7 74

180 prossGpancerGtenomicGvnvestigationGofGvnflammationG athwayGforGsiveGpommonGpancersgGyungSG
—varySG rostateSGoreastSGandGpolorectalGpancerUGJournalcofcthecNationalcCancercInstituteSG2015SGXWdSG 9.7 47

179 teneticGfineGmappingGandGgenomicGannotationGdefinesGcausalGmechanismsGatGtypeGYGdiabetesG
susceptibilityGlociUGNaturecGeneticsSG2015SGadSGXaXbTYb 36.3 292

178 nssociationGofGprostateGcancerGriskGvariantsGwithGgeneGexpressionGinGnormalGandGtumorGtissueUG
CancercEpidemiologycBiomarkerscandcPreventionSG2015SGYaSGYbbTcW 4 69

177 tenomeTwideGmetaTanalysisGidentifiesGsixGnovelGlociGassociatedGwithGhabitualGcoffeeGconsumptionUG
MolecularcPsychiatrySG2015SGYWSGcadTcbc 15.1 167

176 pommonGgermlineGpolymorphismsGassociatedGwithGbreastGcancerTspecificGsurvivalUGBreastcCancerc
ResearchSG2015SGXdSGbe 8.3 24

175 rxplicitGzodelingGofGnncestryGvmprovesG olygenicGöiskGücoresGandGoyε G redictionUGGeneticc
EpidemiologySG2015SGZfSGaYdTZe 2.6 18
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174 βröβGgeneGharborsGmultipleGvariantsGassociatedGwithGpancreaticGcancerGsusceptibilityUGInternationalc
JournalcofcCancerSG2015SGXZdSGYXdbTeZ 7.5 46

173 yargeTücaleGtenomicGnnalysesGyinkGöeproductiveGngingGtoGuypothalamicGüignalingSGoreastGpancerG
üusceptibilitySGandGoöpnXTzediatedGq’nGöepairUGObstetricalcandcGynecologicalcSurveySG2015SGdWSGdbeTdcY2.4

172 oodyGzassGvndexGteneticGöiskGücoreGandGrndometrialGpancerGöiskUGPLoScONESG2015SGXWSGeWXaZYbc 3.7 8

171 nGgenomeTwideGassociationGstudyGofGmarginalGzoneGlymphomaGshowsGassociationGtoGtheGuynGregionUG
NaturecCommunicationsSG2015SGcSGbdbX 17.4 44

170  redictionGofGbreastGcancerGriskGbasedGonGprofilingGwithGcommonGgeneticGvariantsUGJournalcofcthec
NationalcCancercInstituteSG2015SGXWdSG 9.7 324

169 sindingGtheGmissingGgeneTenvironmentGinteractionsUGEuropeancJournalcofcEpidemiologySG2015SGZWSGZbZTb 12.1 25

168 üurvivalGamongGpatientsGwithGpancreaticGcancerGandGlongTstandingGorGrecentTonsetGdiabetesG
mellitusUGJournalcofcClinicalcOncologySG2015SGZZSGYfTZb 2.2 62

167 ndjustingGforGheritableGcovariatesGcanGbiasGeffectGestimatesGinGgenomeTwideGassociationGstudiesUG
AmericancJournalcofcHumancGeneticsSG2015SGfcSGZYfTZf 11 155

166 nssociationGofGbreastGcancerGriskGlociGwithGbreastGcancerGsurvivalUGInternationalcJournalcofcCancerSG
2015SGXZdSGYeZdTab 7.5 28

165 tenomeTwideGinteractionGstudyGofGsmokingGandGbladderGcancerGriskUGCarcinogenesisSG2014SGZbSGXdZdTaa 4.6 33

164 tenomeTwideGassociationGstudyGidentifiesGmultipleGlociGassociatedGwithGbladderGcancerGriskUGHumanc
MolecularcGeneticsSG2014SGYZSGXZedTfe 5.6 101

163  rostateGcancerGO paPGriskGvariantsGandGriskGofGfatalG paGinGtheG’ationalGpancerGvnstituteGoreastGandG
 rostateGpancerGpohortGponsortiumUGEuropeancUrologySG2014SGcbSGXWcfTdb 10.2 58

162 yeveragingGcrossTspeciesGtranscriptionGfactorGbindingGsiteGpatternsgGfromGdiabetesGriskGlociGtoG
diseaseGmechanismsUGCellSG2014SGXbcSGZaZTbe 56.2 96

161 βheGXfqXYGbladderGcancerGtWnüGsignalgGassociationGwithGcyclinGrGfunctionGandGaggressiveGdiseaseUG
CancercResearchSG2014SGdaSGbeWeTXe 10.1 19

160 nndrogenGreceptorGpntGrepeatGpolymorphismGandGriskGofGβz öüüYgrötTpositiveGprostateGcancerUG
CancercEpidemiologycBiomarkerscandcPreventionSG2014SGYZSGYWYdTZX 4 21

159 tenomeTwideGassociationGstudyGofGbreastGcancerGinGyatinasGidentifiesGnovelGprotectiveGvariantsGonG
cqYbUGNaturecCommunicationsSG2014SGbSGbYcW 17.4 89

158 tenomeTwideGassociationGstudyGidentifiesGmultipleGlociGassociatedGwithGbothGmammographicG
densityGandGbreastGcancerGriskUGNaturecCommunicationsSG2014SGbSGbZWZ 17.4 84

157 wointGanalysisGofGthreeGgenomeTwideGassociationGstudiesGofGesophagealGsquamousGcellGcarcinomaGinG
phineseGpopulationsUGNaturecGeneticsSG2014SGacSGXWWXTXWWc 36.3 112
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156 tenomeTwideGassociationGstudyGidentifiesGmultipleGsusceptibilityGlociGforGdiffuseGlargeGoGcellG
lymphomaUGNaturecGeneticsSG2014SGacSGXYZZTe 36.3 108

155 tenomeTwideGassociationGstudyGidentifiesGfiveGsusceptibilityGlociGforGfollicularGlymphomaGoutsideG
theGuynGregionUGAmericancJournalcofcHumancGeneticsSG2014SGfbSGacYTdX 11 74

154  arentTofToriginTspecificGallelicGassociationsGamongGXWcGgenomicGlociGforGageGatGmenarcheUGNatureSG
2014SGbXaSGfYTfd 50.4 401

153 tenomeTwideGassociationGstudyGidentifiesGmultipleGsusceptibilityGlociGforGpancreaticGcancerUGNaturec
GeneticsSG2014SGacSGffaTXWWW 36.3 226

152 rlevationGofGcirculatingGbranchedTchainGaminoGacidsGisGanGearlyGeventGinGhumanGpancreaticG
adenocarcinomaGdevelopmentUGNaturecMedicineSG2014SGYWSGXXfZTXXfe 50.5 383

151 nGmetaTanalysisGofGedSWaWGindividualsGidentifiesGYZGnewGsusceptibilityGlociGforGprostateGcancerUG
NaturecGeneticsSG2014SGacSGXXWZTf 36.3 331

150 tenomeTwideGtransTancestryGmetaTanalysisGprovidesGinsightGintoGtheGgeneticGarchitectureGofGtypeGYG
diabetesGsusceptibilityUGNaturecGeneticsSG2014SGacSGYZaTaa 36.3 784

149 zetaTanalysisGofGgenomeTwideGassociationGstudiesGidentifiesGXqYYGasGaGsusceptibilityGlocusGforG
intracerebralGhemorrhageUGAmericancJournalcofcHumancGeneticsSG2014SGfaSGbXXTYX 11 166

148 rxpressionGQβyTbasedGanalysesGrevealGcandidateGcausalGgenesGandGlociGacrossGfiveGtumorGtypesUG
HumancMolecularcGeneticsSG2014SGYZSGbYfaTZWY 5.6 61

147 nGgenomeTwideGIpleiotropyGscanIGdoesGnotGidentifyGnewGsusceptibilityGlociGforGestrogenGreceptorG
negativeGbreastGcancerUGPLoScONESG2014SGfSGeebfbb 3.7 7

146 wointGeffectsGofGcolorectalGcancerGsusceptibilityGlociSGcirculatingGYbThydroxyvitaminGqGandGriskGofG
colorectalGcancerUGPLoScONESG2014SGfSGefYYXY 3.7 11

145  leiotropicGeffectsGofGgeneticGriskGvariantsGforGotherGcancersGonGcolorectalGcancerGriskgG ntrSGtrpp—G
andGppsöGconsortiaUGGutSG2014SGcZSGeWWTd 19.2 27

144 vnclusionGofGendogenousGhormoneGlevelsGinGriskGpredictionGmodelsGofGpostmenopausalGbreastG
cancerUGJournalcofcClinicalcOncologySG2014SGZYSGZXXXTd 2.2 45

143 vdentificationGofGaGmelanomaGsusceptibilityGlocusGandGsomaticGmutationGinGβrβYUGCarcinogenesisSG
2014SGZbSGYWfdTXWX 4.6 38

142 vntegratingGfunctionalGdataGtoGprioritizeGcausalGvariantsGinGstatisticalGfineTmappingGstudiesUGPLoSc
GeneticsSG2014SGXWSGeXWWadYY 6 305

141 n —rG˛µGvariantsGincreaseGriskGofGwarfarinTrelatedGintracerebralGhemorrhageUGNeurologySG2014SGeZSGXXZfTac6.5 24

140
ndditiveGinteractionsGbetweenGsusceptibilityGsingleTnucleotideGpolymorphismsGidentifiedGinG
genomeTwideGassociationGstudiesGandGbreastGcancerGriskGfactorsGinGtheGoreastGandG rostateGpancerG
pohortGponsortiumUGAmericancJournalcofcEpidemiologySG2014SGXeWSGXWXeTYd

3.8 29

139
vmputationGandGsubsetTbasedGassociationGanalysisGacrossGdifferentGcancerGtypesGidentifiesGmultipleG
independentGriskGlociGinGtheGβröβTpy βzXyGregionGonGchromosomeGbpXbUZZUGHumancMolecularc
GeneticsSG2014SGYZSGccXcTZZ

5.6 77
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138 —besityGsusceptibilityGlociGandGuncontrolledGeatingSGemotionalGeatingGandGcognitiveGrestraintG
behaviorsGinGmenGandGwomenUGObesitySG2014SGYYSGrXZbTaX 8 70

137
 ostTtWnüGgeneTenvironmentGinterplayGinGbreastGcancergGresultsGfromGtheGoreastGandG rostateG
pancerGpohortGponsortiumGandGaGmetaTanalysisGonGdfSWWWGwomenUGHumancMolecularcGeneticsSG2014SG
YZSGbYcWTdW

5.6 30

136 zethodologicalGchallengesGinGmendelianGrandomizationUGEpidemiologySG2014SGYbSGaYdTZb 3.1 252

135 zaximizingGtheGpowerGofGprincipalTcomponentGanalysisGofGcorrelatedGphenotypesGinGgenomeTwideG
associationGstudiesUGAmericancJournalcofcHumancGeneticsSG2014SGfaSGccYTdc 11 108

134 tenomeTwideGassociationGstudyGofGendometrialGcancerGinGrYpYUGHumancGeneticsSG2014SGXZZSGYXXTYa 6.3 33

133 p—z yrX—gGidentifyingGtheGmissingGheritabilityGofGbreastGcancerGviaGnextGgenerationGcollaborationUG
BreastcCancercResearchSG2013SGXbSGaWY 8.3 30

132 tenomeTwideGassociationGstudiesGidentifyGseveralGnewGlociGassociatedGwithGpigmentationGtraitsGandG
skinGcancerGriskGinGruropeanGnmericansUGHumancMolecularcGeneticsSG2013SGYYSGYfaeTbf 5.6 89

131  rediagnosticGbodyGmassGindexGandGpancreaticGcancerGsurvivalUGJournalcofcClinicalcOncologySG2013SG
ZXSGaYYfTZa 2.2 86

130
vnsulinTlikeGgrowthGfactorGpathwayGgenesGandGbloodGconcentrationsSGdietaryGproteinGandGriskGofG
prostateGcancerGinGtheG’pvGoreastGandG rostateGpancerGpohortGponsortiumGOo pZPUGInternationalc
JournalcofcCancerSG2013SGXZZSGafbTbWa

7.5 19

129 sunctionalGvariantsGatGtheGXXqXZGriskGlocusGforGbreastGcancerGregulateGcyclinGqXGexpressionGthroughG
longTrangeGenhancersUGAmericancJournalcofcHumancGeneticsSG2013SGfYSGaefTbWZ 11 167

128 tenomeTwideGassociationGstudiesGidentifyGfourGröGnegativeTspecificGbreastGcancerGriskGlociUGNaturec
GeneticsSG2013SGabSGZfYTeSGZfeeXTY 36.3 327

127 vdentificationGofGYZGnewGprostateGcancerGsusceptibilityGlociGusingGtheGip—tüGcustomGgenotypingG
arrayUGNaturecGeneticsSG2013SGabSGZebTfXSGZfXeXTY 36.3 413

126 nGgenomeTwideGassociationGstudyGofGdepressiveGsymptomsUGBiologicalcPsychiatrySG2013SGdZSGccdTde 7.9 135

125 tenomeTwideGassociationGstudyGidentifiesGmultipleGriskGlociGforGchronicGlymphocyticGleukemiaUG
NaturecGeneticsSG2013SGabSGeceTdc 36.3 147

124
nGgenomeTwideGassociationGstudyGtoGidentifyGgeneticGsusceptibilityGlociGthatGmodifyGductalGandG
lobularGpostmenopausalGbreastGcancerGriskGassociatedGwithGmenopausalGhormoneGtherapyGusegGaG
twoTstageGdesignGwithGreplicationUGBreastcCancercResearchcandcTreatmentSG2013SGXZeSGbYfTbaY

4.4 14

123 teneticGmodifiersGofGmenopausalGhormoneGreplacementGtherapyGandGbreastGcancerGriskgGaG
genomeTwideGinteractionGstudyUGEndocrinepRelatedcCancerSG2013SGYWSGedbTed 5.7 19

122 nGmetaTanalysisGofGgenomeTwideGassociationGstudiesGtoGidentifyGprostateGcancerGsusceptibilityGlociG
associatedGwithGaggressiveGandGnonTaggressiveGdiseaseUGHumancMolecularcGeneticsSG2013SGYYSGaWeTXb 5.6 109

121 pausalGrelationshipGbetweenGobesityGandGvitaminGqGstatusgGbiTdirectionalGzendelianGrandomizationG
analysisGofGmultipleGcohortsUGPLoScMedicineSG2013SGXWSGeXWWXZeZ 11.6 592

(2013-2014)
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120 uyperglycemiaSGinsulinGresistanceSGimpairedGpancreaticG˛†TcellGfunctionSGandGriskGofGpancreaticGcancerUG
JournalcofcthecNationalcCancercInstituteSG2013SGXWbSGXWYdTZb 9.7 108

119 sineTmappingGidentifiesGmultipleGprostateGcancerGriskGlociGatGbpXbSGoneGofGwhichGassociatesGwithG
βröβGexpressionUGHumancMolecularcGeneticsSG2013SGYYSGYbYWTe 5.6 88

118 nGgenomeTwideGassociationGstudyGofGearlyGmenopauseGandGtheGcombinedGimpactGofGidentifiedG
variantsUGHumancMolecularcGeneticsSG2013SGYYSGXacbTdY 5.6 82

117
teneticGvariationGinGtheGvitaminGdGpathwayGinGrelationGtoGriskGofGprostateGcancerTTresultsGfromGtheG
breastGandGprostateGcancerGcohortGconsortiumUGCancercEpidemiologycBiomarkerscandcPreventionSG
2013SGYYSGceeTfc

4 34

116 öeproducibilityGofGmetabolomicGprofilesGamongGmenGandGwomenGinGYGlargeGcohortGstudiesUGClinicalc
ChemistrySG2013SGbfSGXcbdTcd 5.5 135

115 βheGcaseTonlyGtestGforGgeneTenvironmentGinteractionGisGnotGuniformlyGpowerfulgGanGempiricalG
exampleUGGeneticcEpidemiologySG2013SGZdSGaWYTd 2.6 7

114 nGnonparametricGtestGtoGdetectGquantitativeGtraitGlociGwhereGtheGphenotypicGdistributionGdiffersGbyG
genotypesUGGeneticcEpidemiologySG2013SGZdSGZYZTZZ 2.6 18

113 nGprospectiveGstudyGofGplasmaGadiponectinGandGpancreaticGcancerGriskGinGfiveGεüGcohortsUGJournalcofc
thecNationalcCancercInstituteSG2013SGXWbSGfbTXWZ 9.7 78

112 nnGabsoluteGriskGmodelGtoGidentifyGindividualsGatGelevatedGriskGforGpancreaticGcancerGinGtheGgeneralG
populationUGPLoScONESG2013SGeSGedYZXX 3.7 82

111 nrtifactGdueGtoGdifferentialGerrorGwhenGcasesGandGcontrolsGareGimputedGfromGdifferentGplatformsUG
HumancGeneticsSG2012SGXZXSGXXXTf 6.3 24

110 zetaTanalysisGofGnewGgenomeTwideGassociationGstudiesGofGcolorectalGcancerGriskUGHumancGeneticsSG
2012SGXZXSGYXdTZa 6.3 173

109 VitaminGqTrelatedGgeneticGvariationSGplasmaGvitaminGqSGandGriskGofGlethalGprostateGcancergGaG
prospectiveGnestedGcaseTcontrolGstudyUGJournalcofcthecNationalcCancercInstituteSG2012SGXWaSGcfWTf 9.7 177

108 phallengesGandGopportunitiesGinGgenomeTwideGenvironmentalGinteractionGOtWrvPGstudiesUGHumanc
GeneticsSG2012SGXZXSGXbfXTcXZ 6.3 107

107 pharacterizationGofGgeneTenvironmentGinteractionsGforGcolorectalGcancerGsusceptibilityGlociUGCancerc
ResearchSG2012SGdYSGYWZcTaa 10.1 119

106 yargeTscaleGassociationGanalysisGprovidesGinsightsGintoGtheGgeneticGarchitectureGandGpathophysiologyG
ofGtypeGYGdiabetesUGNaturecGeneticsSG2012SGaaSGfeXTfW 36.3 1482

105 oayesianGinferenceGanalysesGofGtheGpolygenicGarchitectureGofGrheumatoidGarthritisUGNaturecGeneticsSG
2012SGaaSGaeZTf 36.3 326

104 tenomeTwideGassociationGanalysesGofGesophagealGsquamousGcellGcarcinomaGinGphineseGidentifyG
multipleGsusceptibilityGlociGandGgeneTenvironmentGinteractionsUGNaturecGeneticsSG2012SGaaSGXWfWTd 36.3 196

103 pircadianGgenesGandGbreastGcancerGsusceptibilityGinGrotatingGshiftGworkersUGInternationalcJournalcofc
CancerSG2012SGXZXSGYbadTbY 7.5 45
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102 zetaTanalysesGidentifyGXZGlociGassociatedGwithGageGatGmenopauseGandGhighlightGq’nGrepairGandG
immuneGpathwaysUGNaturecGeneticsSG2012SGaaSGYcWTe 36.3 243

101 nGmetaTanalysisGofGgenomeTwideGassociationGstudiesGofGbreastGcancerGidentifiesGtwoGnovelG
susceptibilityGlociGatGcqXaGandGYWqXXUGHumancMolecularcGeneticsSG2012SGYXSGbZdZTea 5.6 143

100 nGgenomeTwideGassociationGsearchGforGtypeGYGdiabetesGgenesGinGnfricanGnmericansUGPLoScONESG2012SG
dSGeYfYWY 3.7 138

99 ueritabilityGinGtheGgenomeTwideGassociationGeraUGHumancGeneticsSG2012SGXZXSGXcbbTca 6.3 113

98 vnclusionGofGgeneTgeneGandGgeneTenvironmentGinteractionsGunlikelyGtoGdramaticallyGimproveGriskG
predictionGforGcomplexGdiseasesUGAmericancJournalcofcHumancGeneticsSG2012SGfWSGfcYTdY 11 71

97 nGgenomeTwideGassociationGmetaTanalysisGofGcirculatingGsexGhormoneTbindingGglobulinGrevealsG
multipleGyociGimplicatedGinGsexGsteroidGhormoneGregulationUGPLoScGeneticsSG2012SGeSGeXWWYeWb 6 116

96 tenomeTwideGjointGmetaTanalysisGofGü’ GandGü’ TbyTsmokingGinteractionGidentifiesGnovelGlociGforG
pulmonaryGfunctionUGPLoScGeneticsSG2012SGeSGeXWWZWfe 6 108

95 nssociationGofGtypeGYGdiabetesGsusceptibilityGvariantsGwithGadvancedGprostateGcancerGriskGinGtheG
oreastGandG rostateGpancerGpohortGponsortiumUGAmericancJournalcofcEpidemiologySG2012SGXdcSGXXYXTf 3.8 57

94 vdentificationGofGaGnovelGpercentGmammographicGdensityGlocusGatGXYqYaUGHumancMolecularcGeneticsSG
2012SGYXSGZYffTZWb 5.6 28

93 teneTenvironmentGinteractionsGinGgenomeTwideGassociationGstudiesgGaGcomparativeGstudyGofGtestsG
appliedGtoGempiricalGstudiesGofGtypeGYGdiabetesUGAmericancJournalcofcEpidemiologySG2012SGXdbSGXfXTYWY 3.8 88

92  lasmaGYbThydroxyvitaminGqGandGriskGofGpancreaticGcancerUGCancercEpidemiologycBiomarkerscandc
PreventionSG2012SGYXSGeYTfX 4 81

91  redictionGofGbreastGcancerGriskGbyGgeneticGriskGfactorsSGoverallGandGbyGhormoneGreceptorGstatusUG
JournalcofcMedicalcGeneticsSG2012SGafSGcWXTe 5.8 49

90
vnteractionsGbetweenGgenomeTwideGsignificantGgeneticGvariantsGandGcirculatingGconcentrationsGofG
insulinTlikeGgrowthGfactorGXSGsexGhormonesSGandGbindingGproteinsGinGrelationGtoGprostateGcancerGriskG
inGtheG’ationalGpancerGvnstituteGoreastGandG rostateGpancerGpohortGponsortiumUGAmericancJournalc
ofcEpidemiologySG2012SGXdbSGfYcTZb

3.8 15

89 ’ovelGgeneticGmarkersGofGbreastGcancerGsurvivalGidentifiedGbyGaGgenomeTwideGassociationGstudyUG
CancercResearchSG2012SGdYSGXXeYTf 10.1 56

88
pommonGgeneticGvariantsGinGprostateGcancerGriskGpredictionTTresultsGfromGtheG’pvGoreastGandG
 rostateGpancerGpohortGponsortiumGOo pZPUGCancercEpidemiologycBiomarkerscandcPreventionSG2012SG
YXSGaZdTaa

4 49

87 tenomeTwideGassociationGstudyGofGcirculatingGestradiolSGtestosteroneSGandGsexGhormoneTbindingG
globulinGinGpostmenopausalGwomenUGPLoScONESG2012SGdSGeZdeXb 3.7 51

86 pommonGvariantsGinGZ’sZcbGareGassociatedGwithGbothGmammographicGdensityGandGbreastGcancerG
riskUGNaturecGeneticsSG2011SGaZSGXebTd 36.3 96

85 ütrengtheningGtheGreportingGofGgeneticGriskGpredictionGstudiesGOtöv üPgGexplanationGandGelaborationUG
EuropeancJournalcofcHumancGeneticsSG2011SGXfSGXeGpGprecedingGafa 5.3 4

(2011-2012)
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84 teneTenvironmentGinterplayGinGcommonGcomplexGdiseasesgGforgingGanGintegrativeG
modelâ��recommendationsGfromGanG’vuGworkshopUGGeneticcEpidemiologySG2011SGZbSGYXdTYb 2.6 68

83 rvaluationGofGpolygenicGriskGscoresGforGpredictingGbreastGandGprostateGcancerGriskUGGeneticc
EpidemiologySG2011SGZbSGbWcTbXa 2.6 63

82 ponfirmationGofGbpXYGasGaGsusceptibilityGlocusGforGprogesteroneTreceptorTpositiveSGlowerGgradeG
breastGcancerUGCancercEpidemiologycBiomarkerscandcPreventionSG2011SGYWSGYYYYTZX 4 27

81 vnteractionsGbetweenGgeneticGvariantsGandGbreastGcancerGriskGfactorsGinGtheGbreastGandGprostateG
cancerGcohortGconsortiumUGJournalcofcthecNationalcCancercInstituteSG2011SGXWZSGXYbYTcZ 9.7 134

80 nGcommonGvariantGatGtheGβröβTpy βzXyGlocusGisGassociatedGwithGestrogenGreceptorTnegativeGbreastG
cancerUGNaturecGeneticsSG2011SGaZSGXYXWTa 36.3 253

79 üevenGprostateGcancerGsusceptibilityGlociGidentifiedGbyGaGmultiTstageGgenomeTwideGassociationGstudyUG
NaturecGeneticsSG2011SGaZSGdebTfX 36.3 243

78 tenomeTwideGassociationGstudyGidentifiesGnewGprostateGcancerGsusceptibilityGlociUGHumancMolecularc
GeneticsSG2011SGYWSGZecdTdb 5.6 143

77 tenomeTwideGassociationGstudyGidentifiesGnidogenGXGO’vqXPGasGaGsusceptibilityGlocusGtoGcutaneousG
neviGandGmelanomaGriskUGHumancMolecularcGeneticsSG2011SGYWSGYcdZTf 5.6 43

76 tenomeTwideGassociationGstudyGidentifiesGcommonGvariantsGassociatedGwithGcirculatingGvitaminGrG
levelsUGHumancMolecularcGeneticsSG2011SGYWSGZedcTeZ 5.6 71

75 tenomeTwideGassociationGstudyGidentifiesGnovelGallelesGassociatedGwithGriskGofGcutaneousGbasalGcellG
carcinomaGandGsquamousGcellGcarcinomaUGHumancMolecularcGeneticsSG2011SGYWSGZdXeTYa 5.6 80

74 tenomeTwideGassociationGstudyGofGcirculatingGretinolGlevelsUGHumancMolecularcGeneticsSG2011SGYWSGadYaTZX5.6 56

73 pharacterizingGassociationsGandGü’ TenvironmentGinteractionsGforGtWnüTidentifiedGprostateGcancerG
riskGmarkersTTresultsGfromGo pZUGPLoScONESG2011SGcSGeXdXaY 3.7 49

72 tenomeTwideGassociationGstudyGofGrelativeGtelomereGlengthUGPLoScONESG2011SGcSGeXfcZb 3.7 80

71 nnalysisGofGepidemiologicGstudiesGofGgeneticGeffectsGandGgeneTenvironmentGinteractionsUGIarcc
kinternationalcAgencycforcResearchconcCancerlcScientificcPublicationsSG2011SGYeXTZWX 6

70 uundredsGofGvariantsGclusteredGinGgenomicGlociGandGbiologicalGpathwaysGaffectGhumanGheightUG
NatureSG2010SGacdSGeZYTe 50.4 1514

69 nGgenomeTwideGassociationGstudyGidentifiesGpancreaticGcancerGsusceptibilityGlociGonGchromosomesG
XZqYYUXSGXqZYUXGandGbpXbUZZUGNaturecGeneticsSG2010SGaYSGYYaTe 36.3 463

68 βwelveGtypeGYGdiabetesGsusceptibilityGlociGidentifiedGthroughGlargeTscaleGassociationGanalysisUGNaturec
GeneticsSG2010SGaYSGbdfTef 36.3 1449

67 zetaTanalysisGidentifiesGXZGnewGlociGassociatedGwithGwaistThipGratioGandGrevealsGsexualGdimorphismG
inGtheGgeneticGbasisGofGfatGdistributionUGNaturecGeneticsSG2010SGaYSGfafTcW 36.3 724

Peter Kraft, ScD

22



66 nssociationGanalysesGofGYafSdfcGindividualsGrevealGXeGnewGlociGassociatedGwithGbodyGmassGindexUG
NaturecGeneticsSG2010SGaYSGfZdTae 36.3 2267

65 βhirtyGnewGlociGforGageGatGmenarcheGidentifiedGbyGaGmetaTanalysisGofGgenomeTwideGassociationG
studiesUGNaturecGeneticsSG2010SGaYSGXWddTeb 36.3 372

64  rospectiveGstudyGofGno—GbloodGtypeGandGtheGriskGofGpulmonaryGembolismGinGtwoGlargeGcohortG
studiesUGThrombosiscandcHaemostasisSG2010SGXWaSGfcYTdX 7 30

63 nGgenomeTwideGassociationGstudyGofGprognosisGinGbreastGcancerUGCancercEpidemiologycBiomarkersc
andcPreventionSG2010SGXfSGXXaWTZ 4 56

62 teneticGvariantsGinGno—GbloodGgroupGregionSGplasmaGsolubleGrTselectinGlevelsGandGriskGofGtypeGYG
diabetesUGHumancMolecularcGeneticsSG2010SGXfSGXebcTcY 5.6 131

61 righteenGinsulinTlikeGgrowthGfactorGpathwayGgenesSGcirculatingGlevelsGofGvtsTvGandGitsGbindingGproteinSG
andGriskGofGprostateGandGbreastGcancerUGCancercEpidemiologycBiomarkerscandcPreventionSG2010SGXfSGYeddTed4 54

60  athwayGanalysisGofGbreastGcancerGgenomeTwideGassociationGstudyGhighlightsGthreeGpathwaysGandG
oneGcanonicalGsignalingGcascadeUGCancercResearchSG2010SGdWSGaabZTf 10.1 100

59 tenomeTwideGassociationGstudyGofGcirculatingGvitaminGqGlevelsUGHumancMolecularcGeneticsSG2010SGXfSGYdZfTab5.6 616

58
pomprehensiveGanalysisGofGcommonGgeneticGvariationGinGcXGgenesGrelatedGtoGsteroidGhormoneGandG
insulinTlikeGgrowthGfactorTvGmetabolismGandGbreastGcancerGriskGinGtheG’pvGbreastGandGprostateGcancerG
cohortGconsortiumUGHumancMolecularcGeneticsSG2010SGXfSGZedZTea

5.6 39

57 tenomeTwideGassociationGstudyGidentifiesGpolymorphismsGinGyr öGasGdeterminantsGofGplasmaG
solubleGleptinGreceptorGlevelsUGHumancMolecularcGeneticsSG2010SGXfSGXeacTbb 5.6 63

56
nGcomprehensiveGanalysisGofGcommonGvtsXSGvtso XGandGvtso ZGgeneticGvariationGwithGprospectiveG
vtsTvGandGvtso TZGbloodGlevelsGandGprostateGcancerGriskGamongGpaucasiansUGHumancMolecularc
GeneticsSG2010SGXfSGZWefTXWX

5.6 46

55 teneticGvariantsGatGYqYaGareGassociatedGwithGsusceptibilityGtoGtypeGYGdiabetesUGHumancMolecularc
GeneticsSG2010SGXfSGYdWcTXb 5.6 164

54 zultipleGindependentGlociGatGchromosomeGXbqYbUXGaffectGsmokingGquantitygGaGmetaTanalysisGandG
comparisonGwithGlungGcancerGandGp— qUGPLoScGeneticsSG2010SGcSGeXWWXWbZ 6 291

53 nnthropometricGmeasuresSGbodyGmassGindexSGandGpancreaticGcancergGaGpooledGanalysisGfromGtheG
 ancreaticGpancerGpohortGponsortiumGO anücanPUGArchivescofcInternalcMedicineSG2010SGXdWSGdfXTeWY 249

52 tenomeTwideGmetaTanalysisGofGjointGtestsGforGgeneticGandGgeneTenvironmentGinteractionGeffectsUG
HumancHereditySG2010SGdWSGYfYTZWW 1.1 54

51  erformanceGofGcommonGgeneticGvariantsGinGbreastTcancerGriskGmodelsUGNewcEnglandcJournalcofc
MedicineSG2010SGZcYSGfecTfZ 59.2 334

50  owerfulGü’ TsetGanalysisGforGcaseTcontrolGgenomeTwideGassociationGstudiesUGAmericancJournalcofc
HumancGeneticsSG2010SGecSGfYfTaY 11 425

49 βheGassociationGofGtelomereGlengthGandGgeneticGvariationGinGtelomereGbiologyGgenesUGHumanc
MutationSG2010SGZXSGXWbWTe 4.7 82

(2010-2010)
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48 samilyGhistoryGofGcancerGandGriskGofGpancreaticGcancergGaGpooledGanalysisGfromGtheG ancreaticGpancerG
pohortGponsortiumGO anücanPUGInternationalcJournalcofcCancerSG2010SGXYdSGXaYXTe 7.5 105

47 tenomeTwideGandGcandidateGgeneGassociationGstudyGofGcigaretteGsmokingGbehaviorsUGPLoScONESG
2009SGaSGeacbZ 3.7 202

46 βheGimpactGofGgeneTenvironmentGdependenceGandGmisclassificationGinGgeneticGassociationGstudiesG
incorporatingGgeneTenvironmentGinteractionsUGHumancHereditySG2009SGceSGXdXTeX 1.1 32

45 wointGeffectsGofGcommonGgeneticGvariantsGonGtheGriskGforGtypeGYGdiabetesGinGεUüUGmenGandGwomenGofG
ruropeanGancestryUGAnnalscofcInternalcMedicineSG2009SGXbWSGbaXTbW 8 191

44 pigaretteGsmokingGandGpancreaticGcancergGaGpooledGanalysisGfromGtheGpancreaticGcancerGcohortG
consortiumUGAmericancJournalcofcEpidemiologySG2009SGXdWSGaWZTXZ 3.8 223

43 tenomeTwideGsignificantGpredictorsGofGmetabolitesGinGtheGoneTcarbonGmetabolismGpathwayUGHumanc
MolecularcGeneticsSG2009SGXeSGacddTed 5.6 127

42  athwayGanalysisGbyGadaptiveGcombinationGofG TvaluesUGGeneticcEpidemiologySG2009SGZZSGdWWTf 2.6 222

41 tenomeTwideGassociationGscansGforGsecondaryGtraitsGusingGcaseTcontrolGsamplesUGGeneticc
EpidemiologySG2009SGZZSGdXdTYe 2.6 89

40 teneticGvariantsGinGpigmentationGgenesSGpigmentaryGphenotypesSGandGriskGofGskinGcancerGinG
paucasiansUGInternationalcJournalcofcCancerSG2009SGXYbSGfWfTXd 7.5 161

39 üixGnewGlociGassociatedGwithGbodyGmassGindexGhighlightGaGneuronalGinfluenceGonGbodyGweightG
regulationUGNaturecGeneticsSG2009SGaXSGYbTZa 36.3 1368

38 nGmultistageGgenomeTwideGassociationGstudyGinGbreastGcancerGidentifiesGtwoGnewGriskGallelesGatG
XpXXUYGandGXaqYaUXGOönqbXyXPUGNaturecGeneticsSG2009SGaXSGbdfTea 36.3 452

37 ’ewlyGdiscoveredGbreastGcancerGsusceptibilityGlociGonGZpYaGandGXdqYZUYUGNaturecGeneticsSG2009SGaXSGbebTfW36.3 393

36 tenomeTwideGassociationGstudiesGidentifyGlociGassociatedGwithGageGatGmenarcheGandGageGatGnaturalG
menopauseUGNaturecGeneticsSG2009SGaXSGdYaTe 36.3 295

35 tenomeTwideGassociationGstudyGidentifiesGvariantsGinGtheGno—GlocusGassociatedGwithGsusceptibilityG
toGpancreaticGcancerUGNaturecGeneticsSG2009SGaXSGfecTfW 36.3 483

34 vdentificationGofGaGnewGprostateGcancerGsusceptibilityGlocusGonGchromosomeGeqYaUGNaturecGeneticsSG
2009SGaXSGXWbbTd 36.3 201

33 oeyondGoddsGratiosTTcommunicatingGdiseaseGriskGbasedGonGgeneticGprofilesUGNaturecReviewscGeneticsSG
2009SGXWSGYcaTf 30.1 113

32 öeplicationGinGgenomeTwideGassociationGstudiesUGStatisticalcScienceSG2009SGYaSGbcXTbdZ 2.4 177

31 vdentificationGofGtenGlociGassociatedGwithGheightGhighlightsGnewGbiologicalGpathwaysGinGhumanG
growthUGNaturecGeneticsSG2008SGaWSGbeaTfX 36.3 482
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30 pommonGvariantsGnearGzpaöGareGassociatedGwithGfatGmassSGweightGandGriskGofGobesityUGNaturec
GeneticsSG2008SGaWSGdceTdb 36.3 1048

29 pommonGvariantsGofGsεβYGareGassociatedGwithGplasmaGvitaminGoXYGlevelsUGNaturecGeneticsSG2008SGaWSGXXcWTY36.3 120

28 zultipleGlociGidentifiedGinGaGgenomeTwideGassociationGstudyGofGprostateGcancerUGNaturecGeneticsSG
2008SGaWSGZXWTb 36.3 787

27 βheGcommonGobesityGvariantGnearGzpaöGgeneGisGassociatedGwithGhigherGintakesGofGtotalGenergyGandG
dietaryGfatSGweightGchangeGandGdiabetesGriskGinGwomenUGHumancMolecularcGeneticsSG2008SGXdSGZbWYTe 5.6 162

26 ueterogeneityGofGbreastGcancerGassociationsGwithGfiveGsusceptibilityGlociGbyGclinicalGandGpathologicalG
characteristicsUGPLoScGeneticsSG2008SGaSGeXWWWWba 6 280

25 nGgenomeTwideGassociationGstudyGidentifiesGnovelGallelesGassociatedGwithGhairGcolorGandGskinG
pigmentationUGPLoScGeneticsSG2008SGaSGeXWWWWda 6 373

24 tenomeTwideGassociationGstudyGofGprostateGcancerGidentifiesGaGsecondGriskGlocusGatGeqYaUGNaturec
GeneticsSG2007SGZfSGcabTf 36.3 979

23 nGgenomeTwideGassociationGstudyGidentifiesGallelesGinGstsöYGassociatedGwithGriskGofGsporadicG
postmenopausalGbreastGcancerUGNaturecGeneticsSG2007SGZfSGedWTa 36.3 1240

22 rxploitingGgeneTenvironmentGinteractionGtoGdetectGgeneticGassociationsUGHumancHereditySG2007SGcZSGXXXTf1.1 322

21 zelanocortinGXGreceptorGvariantsGandGskinGcancerGriskUGInternationalcJournalcofcCancerSG2006SGXXfSGXfdcTea7.5 106

20 rxposureGtoGenvironmentalGozoneGaltersGsemenGqualityUGEnvironmentalcHealthcPerspectivesSG2006SG
XXaSGZcWTb 8.4 77

19 vntegratingGepidemiologyGandGgeneticGassociationgGtheGchallengeGofGgeneTenvironmentGinteractionUG
PhilosophicalcTransactionscofcthecRoyalcSocietycB:cBiologicalcSciencesSG2005SGZcWSGXcWfTXc 5.8 55

18 nGrobustGscoreGtestGforGlinkageGdisequilibriumGinGgeneralGpedigreesUGGeneticcEpidemiologySG2001SGYXG
üupplGXSGüaadTbY 2.6 4

17
pentriacinarGregionGinflammatoryGdiseaseGinGyoungGindividualsgGaGcomparativeGstudyGofGziamiGandG
yosGnngelesGresidentsUGVirchowscArchivcFurcPathologischecAnatomiecUndcPhysiologiecUndcFurcKlinischec
MedizinSG2000SGaZdSGaYYTe

5.1 6

16 oiasGandGefficiencyGinGfamilyTbasedGgeneTcharacterizationGstudiesgGconditionalSGprospectiveSG
retrospectiveSGandGjointGlikelihoodsUGAmericancJournalcofcHumancGeneticsSG2000SGccSGXXXfTZX 11 84

15 plinicalGsignificanceGofG hiladelphiaGchromosomeGpositiveGpediatricGacuteGlymphoblasticGleukemiaGinG
theGcontextGofGcontemporaryGintensiveGtherapiesUGCancerSG1998SGeZSGYWZWTYWZf 6.4 101

14 qistinctGinGvivoGengraftmentGandGgrowthGpatternsGofGtOXhXfPRVrYnT oXXRGandGtOfhYYPRVopöTnoyRG
humanGleukemiaGcellsGinGüpvqGmiceUGLeukemiacandcLymphomaSG1998SGZYSGddTed 1.9 5

13  owerfulGteneGüetGnnalysisGinGtWnüGwithGtheGteneralizedGoerkTwonesGütatistic 4

(-2008)

25



12 pommonGvariantsGinGbreastGcancerGriskGlociGpredisposeGtoGdistinctGtumorGsubtypes 1

11 rstimatingGtheGeffectiveGsampleGsizeGinGassociationGstudiesGofGquantitativeGtraits 2

10 nGcomprehensiveGsurveyGofGgeneticGvariationGinGYWScfXGsubjectsGfromGfourGlargeGcohorts 1

9  rospectiveGrvaluationGofGaGoreastGpancerGöiskGzodelGvntegratingGplassicalGöiskGsactorsGandG
 olygenicGöiskGinGXbGpohortsGfromGüixGpountries 2

8 nGlargeGcrossTancestryGmetaTanalysisGofGgenomeTwideGassociationGstudiesGidentifiesGcfGnovelGriskG
lociGforGprimaryGopenTangleGglaucomaGandGincludesGaGgeneticGlinkGwithGnlzheimerâ��sGdisease 4

7 vmprovingGreportingGstandardsGforGpolygenicGscoresGinGriskGpredictionGstudies 4

6 pombiningGgenomeTwideGstudiesGofGbreastSGprostateSGovarianGandGendometrialGcancersGmapsG
crossTcancerGsusceptibilityGlociGandGidentifiesGnewGgeneticGassociations 2

5 pirculatingGyysophosphatidylcholinesSG hosphatidylcholinesSGperamidesSGandGüphingomyelinsGandG
—varianGpancerGöiskgGaGYZTyearG rospectiveGütudy 2

4 nGprospectiveGanalysisGofGcirculatingGplasmaGmetabolomicsGandGovarianGcancerGrisk 2

3 nssessmentGofG olygenicGnrchitectureGandGöiskG redictionGbasedGonGpommonGVariantsGncrossG
sourteenGpancers 1

2  layingGzusicalGphairsGinGoigGqataGtoGöevealGVariablesâ��Gnssociations 1

1 tenomicGanalysesGforGageGatGmenarcheGidentifyGZefGindependentGsignalsGandGindicateG
ozvTindependentGeffectsGofGpubertyGtimingGonGcancerGsusceptibility 1
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