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k Paper IF Citations

220 ValidKpublicationKofKtheKnamesKofKfortyXtwoKphylaKofKprokaryotesYKInternationallJournallofl
SystematiclandlEvolutionarylMicrobiologyWK2021WKicWK 2.2 41

219 uandidatusK”istK oYKdYK”istsKofKnamesKofKprokaryoticKtaxaYKInternationallJournalloflSystematiclandl
EvolutionarylMicrobiologyWK2021WKicWK 2.2 9

218
TheKmovesKtoKRtrueKcontinuousKpublicationRKatKtheKbeginningKofKdbdclKβroposalsKtoKemendKRuleKdfbK
SdTWK oteKcKtoKRuleKdiKandK oteKdKtoKRuleKeebKofKtheKInternationalKuodeKofK omenclatureKofK
βrokaryotesYKInternationallJournalloflSystematiclandlEvolutionarylMicrobiologyWK2021WKicWK

2.2 1

217
®nKneotypesKandKnominaKnovalKcommentaryKonKMuomparativeKanalysisKofKxaecalibacteriumK
prausnitziiKgenomesKshowsKaKhighKlevelKofKgenomeKplasticityKandKwarrantsKseparationKintoKnewK
speciesXlevelKtaxaMWKbyKuYtYKxitzgeraldKetKalYKSt–uKyenomicsKSdbcjTKcklkecTYKBMClGenomicsWK2020WKdcWKeeg

4.5 0

216 sKyenusKvefinitionKforKandKtasedKonKaKStandardKyenomeKRelatednessKIndexYKMBioWK2020WKccWK 7.8 93

215
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsWKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhkWKpartKccKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2020WKibWKibgXibi

2.2

214
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsWKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhkWKpartKcdKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2020WKibWKcffiXcffk

2.2

213
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsWKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhkWKpartKcbKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2020WKibWKhXj

2.2

212
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsWKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKibWKpartKcKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2020WKibWKdchiXdcie

2.2 1

211 ”istsKofKnamesKofKprokaryoticKtaxaYKInternationallJournalloflSystematiclandlEvolutionarylMicrobiology
WK2020WKibWKekghXfbfd 2.2 27

210 RegistrationKofKnamesKofKprokaryoticKuandidatusKtaxaKinKtheKI’Sw–YKInternationallJournallofl
SystematiclandlEvolutionarylMicrobiologyWK2020WKibWKekgg 2.2 4

209 ”istKofKnewKnamesKandKnewKcombinationsKpreviouslyKeffectivelyWKbutKnotKvalidlyWKpublishedYK
InternationallJournalloflSystematiclandlEvolutionarylMicrobiologyWK2020WKibWKcXg 2.2 9

208
”istKofKnewKnamesKandKnewKcombinationsKthatKhaveKappearedKinKeffectiveKpublicationsKoutsideKofK
theKI’Sw–KandKareKsubmittedKforKvalidKpublicationYKInternationallJournalloflSystematiclandl
EvolutionarylMicrobiologyWK2020WKibWKfjffXfjfi

2.2 6

207
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsWKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhjWKpartKcbKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2019WKhkWKcbXcd

2.2 1

206 ValidKpublicationKofKtheKnamesKuaecibacteriumKandKuaecibacteriumKsporoformansYKInternationall
JournalloflSystematiclandlEvolutionarylMicrobiologyWK2019WKhkWKfgdXfge 2.2 2

205
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsWKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhjWKpartKcdWKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2019WKhkWKhbbXhbc

2.2

204
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsWKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhkWKpartKcWKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2019WKhkWKjigXjih

2.2
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203
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsWKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhkWKpartKdKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2019WKhkWKcdgcXcdgd

2.2 1

202
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsWKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhkWKpartKeKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2019WKhkWKcgdkXcgeb

2.2 1

201
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsWKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhkWKpartKfKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2019WKhkWKcjfiXcjfk

2.2

200
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsWKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhkWKpartKhKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2019WKhkWKdhebXdhec

2.2

199
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsWKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhkWKpartKiKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2019WKhkWKdkheXdkhg

2.2

198
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsWKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhkWKpartKjKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2019WKhkWKeecgXeeci

2.2

197
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsWKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhkWKpartKkKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2019WKhkWKehheXehhg

2.2 0

196 yenomicKwncyclopediaKofKtacteriaKandKsrchaeaKSywtsTKVIlKlearningKfromKtypeKstrainsYKMicrobiologyl
AustraliaWK2019WKfbWKcdg 0.8 2

195 InternationalKuodeKofK omenclatureKofKβrokaryotesYKInternationallJournalloflSystematiclandl
EvolutionarylMicrobiologyWK2019WKhkWKScXSccc 2.2 361

194 βreparationKofKtheKValidationK”istsKandKtheKroleKofKtheK”istKwditorsYKInternationallJournallofl
SystematiclandlEvolutionarylMicrobiologyWK2019WKhkWKeXf 2.2 5

193  otificationKofKchangesKinKtaxonomicKopinionKpreviouslyKpublishedKoutsideKtheKI’Sw–YKInternationall
JournalloflSystematiclandlEvolutionarylMicrobiologyWK2019WKhkWKceXed 2.2 10

192 ”istKofKnewKnamesKandKnewKcombinationsKpreviouslyKeffectivelyWKbutKnotKvalidlyWKpublishedYK
InternationallJournalloflSystematiclandlEvolutionarylMicrobiologyWK2019WKhkWKgXk 2.2 20

191
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsWKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhkWKpartKgKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2019WKhkWKdciiXdcij

2.2 4

190 UncultivatedKmicrobesXinKneedKofKtheirKownKnomenclatureqYKISMElJournalWK2018WKcdWKebkXecc 11.9 15

189
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhiWKpartKcbWKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2018WKhjWKeXh

2.2

188
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsWKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhiWKpartKccWKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2018WKhjWKficXfie

2.2 2

187
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsWKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhiWKpartKcdWKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2018WKhjWKhkgXhki

2.2

186
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhjWKpartKdWKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2018WKhjWKcfbkXcfcb

2.2 0

(2018-2019)
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185
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsWKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhjWKpartKeWKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2018WKhjWKcjdeXcjdf

2.2

184
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsWKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhjWKpartKfWKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2018WKhjWKdcefXdceh

2.2

183
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsWKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhjWKpartKgWKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2018WKhjWKdfceXdfcg

2.2

182
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsWKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhjWKpartKhWKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2018WKhjWKdicbXdicc

2.2

181 βroposalKtoKemendKRulesKgbaKandKgbbKofKtheKInternationalKuodeKofK omenclatureKofKβrokaryotesYK
InternationallJournalloflSystematiclandlEvolutionarylMicrobiologyWK2018WKhjWKeeicXeeih 2.2 3

180
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsWKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhjWKpartKjWKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2018WKhjWKeekfXeekh

2.2

179 βroposalKtoKmodifyKRulesKdiKandKebSeTSbTKofKtheKInternationalKuodeKofK omenclatureKofK
βrokaryotesYKInternationallJournalloflSystematiclandlEvolutionarylMicrobiologyWK2018WKhjWKekgcXekge 2.2

178
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsWKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhjWKpartKkWKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2018WKhjWKehjgXehji

2.2

177  otificationKofKchangesKinKtaxonomicKopinionKpreviouslyKpublishedKoutsideKtheKI’Sw–YKInternationall
JournalloflSystematiclandlEvolutionarylMicrobiologyWK2018WKhjWKiXj 2.2 1

176
βroposalKofKtheKsuffixKXotaKtoKdenoteKphylaYKsddendumKtoKRβroposalKtoKincludeKtheKrankKofKphylumKinK
theKInternationalKuodeKofK omenclatureKofKβrokaryotesRYKInternationallJournalloflSystematiclandl
EvolutionarylMicrobiologyWK2018WKhjWKkhiXkhk

2.2 50

175
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsWKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhjWKpartKcWKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2018WKhjWKkikXkjc

2.2 5

174  otificationKofKchangesKinKtaxonomicKopinionKpreviouslyKpublishedKoutsideKtheKI’Sw–YKInternationall
JournalloflSystematiclandlEvolutionarylMicrobiologyWK2018WKhjWKdceiXdcej 2.2 5

173
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsWKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhjWKpartKiWKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2018WKhjWKebiiXebik

2.2 2

172 cWbbeKreferenceKgenomesKofKbacterialKandKarchaealKisolatesKexpandKcoverageKofKtheKtreeKofKlifeYK
NaturelBiotechnologyWK2017WKegWKhihXhje 44.5 161

171 –inimumKinformationKaboutKaKsingleKamplifiedKgenomeKS–ISsyTKandKaKmetagenomeXassembledK
genomeKS–I–syTKofKbacteriaKandKarchaeaYKNaturelBiotechnologyWK2017WKegWKidgXiec 44.5 648

170
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsWKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhiWKpartKjWKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2017WKhiWKfdkfXfdki

2.2

169
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhiWKpartKkWKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2017WKhiWKfjjcXfjje

2.2 0

168
wnterobacterKaerogenesKzormaecheKandKwdwardsKckhbKSspprovedK”istsKckjbTKandK“lebsiellaK
mobilisKtascombKetKalYKckicKSspprovedK”istsKckjbTKshareKtheKsameKnomenclaturalKtypeKSsTuuK
cebfjTKonKtheKspprovedK”istsKandKareKhomotypicKsynonymsWKwithKconsequencesKforKtheKnameK
“lebsiellaKmobilisKtascombKetKalYKckicKSspprovedK”istsKckjbTYKInternationallJournalloflSystematicl
andlEvolutionarylMicrobiologyWK2017WKhiWKgbdXgbf

2.2 52
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167  otificationKofKchangesKinKtaxonomicKopinionKpreviouslyKpublishedKoutsideKtheKI’Sw–YKInternationall
JournalloflSystematiclandlEvolutionarylMicrobiologyWK2017WKhiWKiXj 2.2 2

166
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhhWKpartKccWKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2017WKhiWKcikXcjd

2.2 2

165
R”ocalimaniaRKrevisitedlKguidelinesKforKtheKformationKofKspecificKepithetsKforKnamesKofKprokaryotesK
basedKonKnamesKofKinstitutionsKorKtheirKacronymsYKsKproposalKforKemendationKofKsppendixKkKtoKtheK
InternationalKuodeKofK omenclatureKofKβrokaryotesYKInternationallJournalloflSystematiclandl
EvolutionarylMicrobiologyWK2017WKhiWKchcjXchck

2.2 2

164  otificationKofKchangesKinKtaxonomicKopinionKpreviouslyKpublishedKoutsideKtheKI’Sw–YKInternationall
JournalloflSystematiclandlEvolutionarylMicrobiologyWK2017WKhiWKdbjcXdbjh 2.2 10

163
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsWKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhiWKpartKfWKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2017WKhiWKdbikXdbjb

2.2 1

162 ”istKofKnovelKnamesKandKnovelKcombinationsKpreviouslyKeffectivelyWKbutKnotKvalidlyWKpublishedYK
InternationallJournalloflSystematiclandlEvolutionarylMicrobiologyWK2017WKhiWKdbigXdbij 2.2 17

161
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhhWKpartKcbWKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2017WKhiWKfXh

2.2

160
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhhWKpartKcdWKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2017WKhiWKgdgXgdj

2.2

159
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhiWKpartKcWKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2017WKhiWKihgXihh

2.2 0

158
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhiWKpartKdWKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2017WKhiWKcbkkXccbc

2.2

157
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhiWKpartKeWKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2017WKhiWKchdcXchdd

2.2

156
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsWKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhiWKpartKgWKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2017WKhiWKdfkgXdfkj

2.2

155
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsWKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhiWKpartKhWKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2017WKhiWKeceiXecek

2.2

154
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsWKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhiWKpartKiWKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2017WKhiWKehjkXehkc

2.2

153 –eetingKreportlKyentankKmicrobialKgenomicKtaxonomyKworkshopKScdâ��ceK–ayWKdbcgTYKStandardslinl
GenomiclSciencesWK2016WKccWK 51

152
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhgWKpartKcbWKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2016WKhhWKfXh

2.2 2

151 ”istKofKnewKnamesKandKnewKcombinationsKpreviouslyKeffectivelyWKbutKnotKvalidlyWKpublishedYK
InternationallJournalloflSystematiclandlEvolutionarylMicrobiologyWK2016WKhhWKdfheXdfhh 2.2 34

150  otificationKofKchangesKinKtaxonomicKopinionKpreviouslyKpublishedKoutsideKtheKI’Sw–YKInternationall
JournalloflSystematiclandlEvolutionarylMicrobiologyWK2016WKhhWKdfhkXdfib 2.2 4

(2016-2017)
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149
ImplementationKofKRuleKjKofKtheKInternationalKuodeKofK omenclatureKofKβrokaryotesKforKtheK
renamingKofKclassesYKRequestKforKanK®pinionYKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2016WKhhWKfdkhXfdkj

2.2 8

148
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsWKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhhWKpartKhWKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2016WKhhWKeihgXeihi

2.2 1

147
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsWKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhhWKpartKkWKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2016WKhhWKfkdcXfkde

2.2 6

146
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhgWKpartKcdWKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2016WKhhWKchbbXchbd

2.2 1

145
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhhWKpartKcWKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2016WKhhWKchbiXchcc

2.2

144
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsWKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhhWKpartKdWKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2016WKhhWKckchXckck

2.2

143 ValidationK”istK oYKchkYK”istKofKnewKnamesKandKnewKcombinationsKpreviouslyKeffectivelyWKbutKnotK
validlyWKpublishedYKInternationallJournalloflSystematiclandlEvolutionarylMicrobiologyWK2016WKhhWKdfghXdfgj2.2 1

142
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsWKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhhWKpartKeWKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2016WKhhWKdcdhXdcdj

2.2

141
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhhWKpartKfWKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2016WKhhWKdfhiXdfhj

2.2

140
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhhWKpartKgWKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2016WKhhWKdihiXdihj

2.2

139 βroposalKtoKmodifyKtheK oteKtoKRuleKhcKofKtheKInternationalKuodeKofK omenclatureKofKβrokaryotesYK
InternationallJournalloflSystematiclandlEvolutionarylMicrobiologyWK2016WKhhWKeebiXeebk 2.2 3

138
TheKstatusKofKtheK otesKinKtheKInternationalKuodeKofK omenclatureKofKβrokaryoteslKproposalKtoK
emendKyeneralKuonsiderationKhYKInternationallJournalloflSystematiclandlEvolutionarylMicrobiologyWK
2016WKhhWKeebgXeebh

2.2 1

137
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhhWKpartKiWKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2016WKhhWKeihkXeiib

2.2

136
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsWKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhhWKpartKjWKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2016WKhhWKfebhXfebk

2.2

135 sK ewKyenomicsXvrivenKTaxonomyKofKtacteriaKandKsrchaealKsreKWeKThereKYetqYKJournalloflClinicall
MicrobiologyWK2016WKgfWKckghXhe 9.7 52

134 TheKRevisedKRoadK–apKtoKtheK–anualK2015WKcXfh 2

133 ThermodesulfobacteriaKphyYKnovYK2015WKcXc 1

132 ThermomicrobiaceaeKfamYKnovYK2015WKcXc

George M Garrity
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131 βroteobacteriaKphylYKnovYK2015WKcXc 18

130 ThermomicrobiaKclassKnovYK2015WKcXc 0

129 uoxiellaceaeKfamYKnovYK2015WKcXc 1

128 TheKcorrectKnameKofKtheKtypeKspeciesKofKtheKgenusK–ethanocorpusculumYKRequestKforKanK®pinionYK
InternationallJournalloflSystematiclandlEvolutionarylMicrobiologyWK2015WKhgWKdbceXdbcf 2.2 6

127  otificationKofKchangesKinKtaxonomicKopinionKpreviouslyKpublishedKoutsideKtheKI’Sw–YKInternationall
JournalloflSystematiclandlEvolutionarylMicrobiologyWK2015WKhgWKdbdjXdbdk 2.2 4

126
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsWKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhgWKpartKgWKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2015WKhgWKdefeXdeff

2.2 2

125 ”istKofKnewKnamesKandKnewKcombinationsKpreviouslyKeffectivelyWKbutKnotKvalidlyWKpublishedYK
InternationallJournalloflSystematiclandlEvolutionarylMicrobiologyWK2015WKhgWKeiheXeihi 2.2 55

124 βroposalKtoKincludeKtheKrankKofKphylumKinKtheKInternationalKuodeKofK omenclatureKofKβrokaryotesYK
InternationallJournalloflSystematiclandlEvolutionarylMicrobiologyWK2015WKhgWKfdjfXfdji 2.2 53

123 βroposalKtoKchangeKRecommendationKcdcKofKtheKInternationalKuodeKofK omenclatureKofK
βrokaryotesYKInternationallJournalloflSystematiclandlEvolutionarylMicrobiologyWK2015WKhgWKfdjj 2.2 1

122
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhgWKpartKfWKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2015WKhgWKdbdhXdbdi

2.2

121
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhgWKpartKiWKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2015WKhgWKedeeXedef

2.2 2

120
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhgWKpartKjWKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2015WKhgWKeihjXeiib

2.2

119
 otificationKthatKnovelKnamesKofKprokaryotesWKnovelKcombinationsWKandKnewKtaxonomicKopinionsK
haveKappearedKinKvolumeKhgWKpartKkWKofKtheKI’Sw–YKInternationallJournalloflSystematiclandl
EvolutionarylMicrobiologyWK2015WKhgWKfdkfXfdkh

2.2

118 ThenKandKnowlKaKsystematicKreviewKofKtheKsystematicsKofKprokaryotesKinKtheKlastKjb´ yearsYKAntoniel
VanlLeeuwenhoekWK2014WKcbhWKfeXgh 2.1 67

117 ”istKofKnewKnamesKandKnewKcombinationsKpreviouslyKeffectivelyWKbutKnotKvalidlyWKpublishedYK
InternationallJournalloflSystematiclandlEvolutionarylMicrobiologyWK2014WKhfWKdcjfXdcji 2.2 19

116 StandardsKinKyenomicKScienceslK ewKbeginningsKtoKreflectKtheKassociationKbetweenKtheKjournalKandK
t–uYKStandardslinlGenomiclSciencesWK2014WKkWKc 9

115 yenomicKstandardsKconsortiumKprojectsYKStandardslinlGenomiclSciencesWK2014WKkWKgkkXhbc 21

114 ”istKofKnewKnamesKandKnewKcombinationsKpreviouslyKeffectivelyWKbutKnotKvalidlyWKpublishedYK
InternationallJournalloflSystematiclandlEvolutionarylMicrobiologyWK2014WKhfWKcXg 2.2 29

(2014-2015)
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113 yenomicKencyclopediaKofKbacteriaKandKarchaealKsequencingKaKmyriadKofKtypeKstrainsYKPLoSlBiologyWK
2014WKcdWKecbbckdb 9.7 146

112 yenomicKwncyclopediaKofKTypeKStrainsWKβhaseKIlKTheKoneKthousandKmicrobialKgenomesKS“–yXITK
projectYKStandardslinlGenomiclSciencesWK2014WKkWKcdijXjf 72

111 yenomicKStandardsKuonsortiumKβrojectsYKStandardslinlGenomiclSciencesWK2014WKkWKgkkXhbc 23

110
βroposalKtoKchangeKyeneralKuonsiderationKgKandKβrincipleKdKofKtheKInternationalKuodeKofK
 omenclatureKofKβrokaryotesYKInternationallJournalloflSystematiclandlEvolutionarylMicrobiologyWK
2014WKhfWKebkXecb

2.2 21

109
uonservationKofKRhodococcusKequiKS–agnussonKckdeTKyoodfellowKandKsldersonKckiiKandKrejectionK
ofKuorynebacteriumKhoagiiKS–orseKckcdTKwbersonKckcjYKInternationallJournalloflSystematiclandl
EvolutionarylMicrobiologyWK2014WKhfWKeccXecd

2.2 14

108  otificationKofKchangesKinKtaxonomicKopinionKpreviouslyKpublishedKoutsideKtheKI’Sw–YKInternationall
JournalloflSystematiclandlEvolutionarylMicrobiologyWK2014WKhfWKjXcb 2.2 3

107 ”istKofKnewKnamesKandKnewKcombinationsKpreviouslyKeffectivelyWKbutKnotKvalidlyWKpublishedYK
InternationallJournalloflSystematiclandlEvolutionarylMicrobiologyWK2014WKhfWKhkeXhkh 2.2 6

106 ”istKofKnewKnamesKandKnewKcombinationsKpreviouslyKeffectivelyWKbutKnotKvalidlyWKpublishedYK
InternationallJournalloflSystematiclandlEvolutionarylMicrobiologyWK2014WKhfWKcfggXcfgj 2.2 19

105
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhfWKpartKeWKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2014WKhfWKcjdiXcjdk

2.2 3

104 ”istKofKnewKnamesKandKnewKcombinationsKpreviouslyKeffectivelyWKbutKnotKvalidlyWKpublishedYK
InternationallJournalloflSystematiclandlEvolutionarylMicrobiologyWK2014WKhfWKdkdiXdkdk 2.2 13

103 ”istKofKnewKnamesKandKnewKcombinationsKpreviouslyKeffectivelyWKbutKnotKvalidlyWKpublishedYK
InternationallJournalloflSystematiclandlEvolutionarylMicrobiologyWK2014WKhfWKehbeXehbh 2.2 16

102 βroposalKtoKmodifyKRuleKhWKRuleKcbaWKandKRuleKcdcKofKtheKInternationalKuodeKofK omenclatureKofK
βrokaryotesYKInternationallJournalloflSystematiclandlEvolutionarylMicrobiologyWK2014WKhfWKcfgdXcfge 2.2 2

101
 otificationKthatKnewKnamesKofKprokaryotesWKnewKcombinationsWKandKnewKtaxonomicKopinionsKhaveK
appearedKinKvolumeKhfWKpartKdWKofKtheKI’Sw–YKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2014WKhfWKcfgkXcfhb

2.2 1

100  otificationKofKchangesKinKtaxonomicKopinionKpreviouslyKpublishedKoutsideKtheKI’Sw–YKInternationall
JournalloflSystematiclandlEvolutionarylMicrobiologyWK2014WKhfWKdckcXdckd 2.2 0

99 ResponseKtoKSutcliffeKetKalYlKregardingKtheKInternationalKuommitteeKonKSystematicsKofKβrokaryotesYK
TrendslinlMicrobiologyWK2013WKdcWKgeXg 12.4 5

98 βrokaryoticKSuperKβrogramKsdvisoryKuommitteeKv®wK’ointKyenomeKInstituteWKWalnutKureekWKusWK
–archKdiWKdbceYKStandardslinlGenomiclSciencesWK2013WKjWKghcXib 5

97 βroposalKtoKchangeKtheKnameKRhodoligotrophosKxukudaKetKalYKdbcdWKckfiKtoKRhodoligotrophusYK
RequestKforKanK®pinionYKInternationallJournalloflSystematiclandlEvolutionarylMicrobiologyWK2013WKheWKegfg2.2 2

96 ResponseKtoKyribaldoKandKtrochierXsrmanetlKtimeKforKorderKinKmicrobialKsystematicsYKTrendslinl
MicrobiologyWK2012WKdbWKegeXf 12.4 10

George M Garrity
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95 tiologicalKnomenclatureKtermsKforKfacilitatingKcommunicationKinKtheKnamingKofKorganismsYKZooKeysWK
2012WKhiXid 1.2 9

94 yenomeKsequencesKpublishedKoutsideKofKStandardsKinKyenomicKSciencesWK–ayX’uneKdbcdYKStandardsl
inlGenomiclSciencesWK2012WKhWKekhXfbg 78

93 yenomeKsequencesKpublishedKoutsideKofKStandardsKinKyenomicKSciencesWK’anuaryX–archKdbcdYK
StandardslinlGenomiclSciencesWK2012WKhWKcdhXceg

92 yenomeKsequencesKpublishedKoutsideKofKStandardsKinKyenomicKSciencesWK–archXsprilKdbcdYK
StandardslinlGenomiclSciencesWK2012WKhWKdjiXdkd 78

91 ReportKofKtheKceSthTKyenomicKStandardsKuonsortiumK–eetingWKShenzhenWKuhinaWK–archKfXiWKdbcdYK
StandardslinlGenomiclSciencesWK2012WKhWKdihXjh 1

90 yenomeKsequencesKpublishedKoutsideKofKStandardsKinKyenomicKSciencesWK’ulyKXK®ctoberKdbcdYK
StandardslinlGenomiclSciencesWK2012WKiWKcecXcfk 2

89 yenomeKsequencesKpublishedKoutsideKofKStandardsKinKyenomicKSciencesWK®ctoberKXK ovemberKdbcdYK
StandardslinlGenomiclSciencesWK2012WKiWKedcXefb 78

88 Ru fySuKWorkshopKReportlK–anagingKvataKatKtheKInterfaceKofKtiodiversityKandKS–etaTyenomicsWK
–archKdbccYKStandardslinlGenomiclSciencesWK2012WKiWKcgkXhg 5

87 vraftKtiouodeKSdbccTlKβrinciplesKandKRulesKRegulatingKtheK amingKofK®rganismsYKTaxonWK2011WKhbWKdbcXdcd0.8 13

86 vraftKtiouodeKSdbccTKβrinciplesKandKRulesKregulatingKtheKnamingKofKorganismsK ewKdraftWKrevisedKinK
 ovemberKdbcbYKBionominaWK2011WKeWKdhXff 1 11

85 sliveKandKwellKatKcbbYKStandardslinlGenomiclSciencesWK2011WKfWKc

84 yenomeKsequencesKpublishedKoutsideKofKStandardsKinKyenomicKSciencesWK’anuaryKâ��K’uneKdbccYK
StandardslinlGenomiclSciencesWK2011WKfWKfbdXfci 1

83 yenomeKsequencesKofKtacteriaKandKsrchaeaKpublishedKoutsideKofKStandardsKinKyenomicKSciencesWK
’uneKâ��KSeptemberKdbccYKStandardslinlGenomiclSciencesWK2011WKgWKcgfXchi 1

82 yenomeKsequencesKpublishedKoutsideKofKStandardsKinKyenomicKSciencesWK®ctoberKâ��K ovemberK
dbccYKStandardslinlGenomiclSciencesWK2011WKgWKdgfXdhc 1

81 TheKStateKofKStandardsKinKyenomicKSciencesYKStandardslinlGenomiclSciencesWK2011WKgWKdhdXdhj 4

80 yenomeKsequencesKpublishedKoutsideKofKStandardsKinKyenomicKSciencesWKvecemberKdbccYK
StandardslinlGenomiclSciencesWK2011WKgWKfchXfck 1

79
’udicialKuommissionKofKtheKInternationalKuommitteeKonKSystematicsKofKβrokaryotesKXIIthK
InternationalKSIU–STKuongressKofKtacteriologyKandKsppliedK–icrobiologyYKInternationallJournallofl
SystematiclandlEvolutionarylMicrobiologyWK2011WKhcWKdiigXdijb

2.2 28

78 TheKyenomicKStandardsKuonsortiumYKPLoSlBiologyWK2011WKkWKecbbcbjj 9.7 143

(2011-2012)
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77 TheKstateKofKstandardsKinKgenomicKsciencesYKStandardslinlGenomiclSciencesWK2011WKgWKdhdXj 4

76  amesfor”ifeKSemanticKResolutionKServicesKforKtheK”ifeKSciencesYKNaturelPrecedingsWK2010WK 2

75 –eetingKReportlKtioSharingKatKIS–tKdbcbYKStandardslinlGenomiclSciencesWK2010WKeWKdgfXj 18

74 –etagenomicslKsKfoundlingKfindsKitsKfeetYKStandardslinlGenomiclSciencesWK2010WKeWKdcdXe

73 –eetingKReportKfromKtheKyenomicKStandardsKuonsortiumKSySuTKWorkshopKkYKStandardslinlGenomicl
SciencesWK2010WKeWKdchXdf 2

72 –eetingKReportKfromKtheKyenomicKStandardsKuonsortiumKSySuTKWorkshopKjYKStandardslinlGenomicl
SciencesWK2010WKeWKkeXh 1

71 –eetingKReportlK–etagenomicsWK–etadataKandK–etasnalysisKS–eTKatKIS–tKdbcbYKStandardslinl
GenomiclSciencesWK2010WKeWKdedXf 3

70 yenomicsYKyenomeKprojectKstandardsKinKaKnewKeraKofKsequencingYKScienceWK2009WKedhWKdehXi 33.3 326

69 TheKRibosomalKvatabaseKβrojectlKimprovedKalignmentsKandKnewKtoolsKforKrR sKanalysisYKNucleicl
AcidslResearchWK2009WKeiWKvcfcXg 20.1 3691

68 yroundKtruthYKStandardslinlGenomiclSciencesWK2009WKcWKkcXd 1

67 –eetingKReportlKM–etagenomicsWK–etadataKandK–etaXanalysisMKS–eTKSpecialKInterestKyroupKatKIS–tK
dbbkYKStandardslinlGenomiclSciencesWK2009WKcWKdijXjd 4

66 –eetingKreportKforKSIySclKxirstKuonferenceKofKtheKStandardsKinKyenomicKSciencesKe’ournalYK
StandardslinlGenomiclSciencesWK2009WKcWKidXh 0

65 StudiesKonKmonitoringKandKtrackingKgeneticKresourceslKanKexecutiveKsummaryYKStandardslinlGenomicl
SciencesWK2009WKcWKijXjh 6

64 –eetingKReportKfromKtheKyenomicKStandardsKuonsortiumKSySuTKWorkshopsKhKandKiYKStandardslinl
GenomiclSciencesWK2009WKcWKhjXic 11

63 StandardsKinKgenomicKsciencesYKStandardslinlGenomiclSciencesWK2009WKcWKcXd 7

62 TheKminimumKinformationKaboutKaKgenomeKsequenceKS–IySTKspecificationYKNaturelBiotechnologyWK
2008WKdhWKgfcXi 44.5 964

61
βroposalsKtoKclarifyKhowKtypeKstrainsKareKdepositedKandKmadeKavailableKtoKtheKscientificKcommunityK
forKtheKpurposeKofKsystematicKresearchYKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2008WKgjWKckjiXkb

2.2 23

60 TowardKanKonlineKrepositoryKofKStandardK®peratingKβroceduresKSS®βsTKforKSmetaTgenomicK
annotationYKOMICSlAlJournalloflIntegrativelBiologyWK2008WKcdWKceiXfc 3.8 491

George M Garrity

10



59 TowardKaKstandardsXcompliantKgenomicKandKmetagenomicKpublicationKrecordYKOMICSlAlJournallofl
IntegrativelBiologyWK2008WKcdWKcgiXhb 3.8 31

58 xorewordKtoKtheKspecialKissueKonKtheKxifthKyenomicKStandardsKconsortiumKworkshopYKOMICSlAl
JournalloflIntegrativelBiologyWK2008WKcdWKkk 3.8 3

57
ShouldKweKalterKtheKwayKthatKauthorshipKofKaKsubspeciesKnameKthatKisKautomaticallyKcreatedKunderK
RuleKfbdKofKtheKtacteriologicalKuodeKisKcitedqYKInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologyWK2008WKgjWKckkcXd

2.2 3

56 TheKribosomalKdatabaseKprojectKSRvβXIITlKintroducingKmyRvβKspaceKandKqualityKcontrolledKpublicK
dataYKNucleiclAcidslResearchWK2007WKegWKvchkXid 20.1 898

55  aiveKtayesianKclassifierKforKrapidKassignmentKofKrR sKsequencesKintoKtheKnewKbacterialKtaxonomyYK
AppliedlandlEnvironmentallMicrobiologyWK2007WKieWKgdhcXi 4.8 12136

54 eyenomicslKuataloguingK®urKuompleteKyenomeKuollectionKIIIYKComparativelandlFunctionallGenomics
WK2007WKdbbiWKcXi 3

53 uomputationalKaspectsKofKsystematicKbiologyYKBriefingslinlBioinformaticsWK2006WKiWKcjhXkg 13.4 4

52 ulassKIYKslphaproteobacteriaKclassYKnovYK2005WKcXgif 114

51 uardiobacterialesordYKnovYK2005WKcdeXcec 3

50 ”egionellalesordYKnovYK2005WKdcbXdfi 16

49 βasteurellalesordYKnovYK2005WKjgbXkcd 7

48 ThiotrichalesordYKnovYK2005WKcecXdcb 24

47 ®nKUsingKtheK–anualK2005WKcgXdb 2

46 tergeyâ��sK–anual´fiKofKSystematicKtacteriologyK2005WK 117

45  omenclatureKandKtaxonomyKofKtheKgenusKSalmonellaYKInternationallJournalloflSystematiclandl
EvolutionarylMicrobiologyWK2005WKggWKgdcXgdf 2.2 196

44 TheKRibosomalKvatabaseKβrojectKSRvβXIITlKsequencesKandKtoolsKforKhighXthroughputKrR sKanalysisYK
NucleiclAcidslResearchWK2005WKeeWKvdkfXh 20.1 1095

43 scidithiobacillalesordYKnovYK2005WKhbXhe 7

42 tergeyâ��sK–anual´fiKofKSystematicKtacteriologyK2005WK 60

(2005-2008)
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41 βseudomonadalesK®rlaX’ensenKckdcWKdibs”K2005WKedeXffd 36

40 ®ceanospirillalesordYKnovYK2005WKdibXede 35

39 ulassKIIYKtetaproteobacteriaKclassYKnovYK2005WKgigXkdd 50

38 eyenomicslKuataloguingKourKuompleteKyenomeKuollectionYKComparativelandlFunctionallGenomicsWK
2005WKhWKeheXj 9

37 SelfXorganizingKandKselfXcorrectingKclassificationsKofKbiologicalKdataYKBioinformaticsWK2005WKdcWKdebkXcf 7.2 11

36 TheKRevisedKRoadK–apKtoKtheK–anualK2005WKcgkXcji 56

35 ulassKVYKwpsilonproteobacteriaclassYKnovYK2005WKccfgXcckf 32

34 wxploringKprokaryoticKtaxonomyYKInternationallJournalloflSystematiclandlEvolutionarylMicrobiologyWK
2004WKgfWKiXce 2.2 24

33 xutureXproofingKbiologicalKnomenclatureYKOMICSlAlJournalloflIntegrativelBiologyWK2003WKiWKecXe 3.8 18

32 TheKRibosomalKvatabaseKβrojectKSRvβXIITlKpreviewingKaKnewKautoalignerKthatKallowsKregularKupdatesK
andKtheKnewKprokaryoticKtaxonomyYKNucleiclAcidslResearchWK2003WKecWKffdXe 20.1 1089

31 ReportKofKtheKadKhocKcommitteeKforKtheKreXevaluationKofKtheKspeciesKdefinitionKinKbacteriologyYK
InternationallJournalloflSystematiclandlEvolutionarylMicrobiologyWK2002WKgdWKcbfeXcbfi 2.2 913

30 ReportKofKtheKadKhocKcommitteeKforKtheKreXevaluationKofKtheKspeciesKdefinitionKinKbacteriologyYK
InternationallJournalloflSystematiclandlEvolutionarylMicrobiologyWK2002WKgdWKcbfeXcbfi 2.2 814

29 βhylumKtIIIYKThermodesulfobacteriaKphyYKnovYK2001WKejkXeke 7

28 βhylumKtVIYKuhloroflexiKphyYKnovYK2001WKfdiXffh 52

27 βhylumKtVYKuhrysiogenetesKphyYKnovYK2001WKfdcXfdg 6

26 βhylumKtIVYKâ��veinococcusXThermusâ��K2001WKekgXfdb 8

25 βhylumKtIXYKveferribacteresKphyYKnovYK2001WKfhgXfic 16

24 βhylumKtVIIYKThermomicrobiaKphyYKnovYK2001WKffiXfgb 11

George M Garrity
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23 βhylumKtVIIIYK itrospiraeKphyYKnovYK2001WKfgcXfhf 20

22 βhylumKtXIYKuhlorobiKphyYKnovYK2001WKhbcXhde 20

21 ®nKUsingKtheK–anualK2001WKcgXck 7

20 βhylumKslYKurenarchaeotaKphyYKnovYK2001WKchkXdcb 16

19 βhylumKsllYKwuryarchaeotaKphyYKnovYK2001WKdccXegg 34

18 TheKRoadK–apKtoKtheK–anualK2001WKcckXchh 287

17 TheKRvβKSRibosomalKvatabaseKβrojectTKcontinuesYKNucleiclAcidslResearchWK2000WKdjWKcieXf 20.1 394

16 sKnewKversionKofKtheKRvβKSRibosomalKvatabaseKβrojectTYKNucleiclAcidslResearchWK1999WKdiWKcicXe 20.1 760

15 tioprospectingKinKtheKdevelopingKworldYKCurrentlOpinionlinlMicrobiologyWK1999WKdWKdehXfb 7.9 2

14 QuinoxapeptinslKnovelKchromodepsipeptideKinhibitorsKofKzIVXcKandKzIVXdKreverseKtranscriptaseYKIYK
TheKproducingKorganismKandKbiologicalKactivityYKJournalloflAntibioticsWK1996WKfkWKdgeXk 3.7 42

13 sctinoplanicKacidsKsKandKtKasKnovelKinhibitorsKofKfarnesylXproteinKtransferaseYKAppliedlMicrobiologyl
andlBiotechnologyWK1995WKfeWKhcbXhch 5.7

12 yeneticKrelationshipsKamongKactinomycetesKthatKproduceKtheKimmunosuppressantKmacrolidesK
x“gbhWKx“gdbax“gdeKandKrapamycinYKJournalloflIndustriallMicrobiologyWK1993WKcdWKfdXi 11

11 uochinmicinsWKnovelKandKpotentKcyclodepsipeptideKendothelinKantagonistsKfromKaK–icrobisporaKspYK
IYKβroductionWKisolationWKandKcharacterizationYKJournalloflAntibioticsWK1992WKfgWKcibkXch 3.7 26

10
 ovelKandKpotentKgastrinKandKbrainKcholecystokininKantagonistsKfromKStreptomycesKolivaceusYK
TaxonomyWKfermentationWKisolationWKchemicalKconversionsWKandKphysicoXchemicalKandKbiochemicalK
propertiesYKJournalloflAntibioticsWK1991WKffWKhceXdg

3.7 18

9 zIVXcKproteaseKinhibitoryKactivityKofK”XhkfWifhWKaKnovelKmetaboliteKofK”XhjkWgbdYKBiochemicallandl
BiophysicallResearchlCommunicationsWK1991WKcjcWKcfghXhc 3.4 6

8 ”XhjcWgidXXaKnewKantifungalKagentYKIsolationWKcharacterizationWKandKbiologicalKactivityYKJournallofl
AntibioticsWK1989WKfdWKcicjXdc 3.7 3

7 –odeK®fKsctionKofK”XhhbWhecKinKuandidaKalbicansYKAnnalsloflthelNewlYorklAcademyloflSciencesWK1988WK
gffWKddkXddk 6.5 2

6 –odeKofKsctionKofK˛†X”actoneKcdeesKinKuandidaKalbicansYKAnnalsloflthelNewlYorklAcademylofl
SciencesWK1988WKgffWKdebXdeb 6.5 2

(1988-2001)
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5 ”ysosomotropicKagentsYKiYKtroadXspectrumKantifungalKactivityKofKlysosomotropicKdetergentsYK
JournalloflMedicinallChemistryWK1987WKebWKcgckXdc 8.3 3

4 yeneticKandKβhenotypicKRelationshipsKamongKtheK–icromonosporaYKAnnalsloflthelNewlYorkl
AcademyloflSciencesWK1984WKfegWKgkbXgkc 6.5

3 vetectionKandKquantitationKofKamanitinKusingKanKR sXpolymeraseKcompetitionKbindingKassayYK
ToxiconWK1980WKcjWKibdXf 2.8

2 vetergentKinducedKinhibitionKofKeukaryoticKR sKpolymeraseKtKactivityKandKamanitinKbindingYK
BiochemicallandlBiophysicallResearchlCommunicationsWK1980WKkdWKejXfg 3.4 3

1 TaxonomicK®utlineKofKtheKtacteriaKandKsrchaea 53

George M Garrity
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