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46 GutRbacteriaRselectivelyRpromotedRbyRdietaryRfibersRalleviateRtypeRmRdiabetesiRSciencegR2018gRnptgRllplhllpq33.3 904

45 InteractionsRbetweenRgutRmicrobiotagRhostRgeneticsRandRdietRrelevantRtoRdevelopmentRofRmetabolicR
syndromesRinRmiceiRISMErJournalgR2010gRogRmnmhol 11.9 633

44 ModulationRofRgutRmicrobiotaRduringRprobiotichmediatedRattenuationRofRmetabolicRsyndromeRinR
highRfatRdiethfedRmiceiRISMErJournalgR2015gRtgRlhlp 11.9 536

43 StructuralRmodulationRofRgutRmicrobiotaRinRlifehlongRcaloriehrestrictedRmiceiRNaturerCommunicationsgR
2013gRogRmlqn 17.4 305

42 StructuralRresilienceRofRtheRgutRmicrobiotaRinRadultRmiceRunderRhighhfatRdietaryRperturbationsiRISMEr
JournalgR2012gRqgRlsoshpr 11.9 294

41 StructuralRmodulationRofRgutRmicrobiotaRduringRalleviationRofRtypeRmRdiabetesRwithRaRChineseRherbalR
formulaiRISMErJournalgR2015gRtgRppmhqm 11.9 267

40 FiberhutilizingRcapacityRvariesRinRPrevotellahRversusRBacteroideshdominatedRgutRmicrobiotaiRScientificr
ReportsgR2017gRrgRmpto 4.9 216

39 DietaryRModulationRofRGutRMicrobiotaRContributesRtoRAlleviationRofRBothRGeneticRandRSimpleR
ObesityRinRChildreniREBioMedicinegR2015gRmgRtqshso 8.8 198
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StructuralRAlterationRofRGutRMicrobiotaRduringRtheRAmeliorationRofRHumanRTypeRmRDiabetesRwithR
HyperlipidemiaRbyRMetforminRandRaRTraditionalRChineseRHerbalRFormulauRaRMulticentergR
RandomizedgROpenRLabelRClinicalRTrialiRMBiogR2018gRtgR

7.8 139

37 DysbiosisRofRGutRMicrobiotaRAssociatedRwithRClinicalRParametersRinRPolycysticROvaryRSyndromeiR
FrontiersrinrMicrobiologygR2017gRsgRnmo 5.7 121

36 StrainhSpecificRAntihinflammatoryRPropertiesRofRTwoRStrainsRonRChronicRColitisRinRMiceiRFrontiersrinr
CellularrandrInfectionrMicrobiologygR2019gRtgRmnt 5.9 118

35 AcceleratedRdysbiosisRofRgutRmicrobiotaRduringRaggravationRofRDSShinducedRcolitisRbyRaR
butyratehproducingRbacteriumiRScientificrReportsgR2016gRqgRmrprm 4.9 99

34 RemodellingRofRtheRgutRmicrobiotaRbyRhyperactiveRNLRPnRinducesRregulatoryRTRcellsRtoRmaintainR
homeostasisiRNaturerCommunicationsgR2017gRsgRlstq 17.4 96

33 AlterationsRinRtheRgutRmicrobiomeRandRmetabolismRwithRcoronaryRarteryRdiseaseRseverityiR
MicrobiomegR2019gRrgRqs 16.6 93

32 PredominantRgutRLactobacillusRmurinusRstrainRmediatesRantihinflammagingReffectsRinR
caloriehrestrictedRmiceiRMicrobiomegR2018gRqgRpo 16.6 65

31 StrainhlevelRdissectionRofRtheRcontributionRofRtheRgutRmicrobiomeRtoRhumanRmetabolicRdiseaseiR
GenomerMedicinegR2016gRsgRol 14.4 59

30 InitialRgutRmicrobiotaRstructureRaffectsRsensitivityRtoRDSShinducedRcolitisRinRaRmouseRmodeliRSciencer
ChinarLiferSciencesgR2018gRqlgRrqmhrqt 8.5 49

Chenhong Zhang

2



29 TheRAssociationRbetweenRCardiorespiratoryRFitnessRandRGutRMicrobiotaRCompositionRinR
PremenopausalRWomeniRNutrientsgR2017gRtgR 6.7 38

28 GenomicRMicrodiversityRofRUnderlyingRDifferentialRStrainhLevelRResponsesRtoRDietaryRCarbohydrateR
InterventioniRMBiogR2017gRsgR 7.8 31

27 ARMoreRRobustRGutRMicrobiotaRinRCaloriehRestrictedRMiceRIsRAssociatedRwithRAttenuatedRIntestinalR
InjuryRCausedRbyRtheRChemotherapyRDrugRCyclophosphamideiRMBiogR2019gRlkgR 7.8 25

26 GeneticallyRObeseRHumanRGutRMicrobiotaRInducesRLiverRSteatosisRinRGermhFreeRMiceRFedRonRNormalR
DietiRFrontiersrinrMicrobiologygR2018gRtgRlqkm 5.7 25

25
FecalRmenaquinoneRprofilesRofRoverweightRadultsRareRassociatedRwithRgutRmicrobiotaRcompositionR
duringRaRgutRmicrobiotahtargetedRdietaryRinterventioniRAmericanrJournalrofrClinicalrNutritiongR2015gR
lkmgRsohtn

7 24

24 DiminutionRofRtheRgutRresistomeRafterRaRgutRmicrobiotahtargetedRdietaryRinterventionRinRobeseR
childreniRScientificrReportsgR2016gRqgRmoknk 4.9 22

23 GuildhbasedRanalysisRforRunderstandingRgutRmicrobiomeRinRhumanRhealthRandRdiseasesiRGenomer
MedicinegR2021gRlngRmm 14.4 22

22 TheRstructuralRalterationRofRgutRmicrobiotaRinRlowhbirthhweightRmiceRundergoingRacceleratedR
postnatalRgrowthiRScientificrReportsgR2016gRqgRmrrsk 4.9 18

21 CausalityRinRdietaryRinterventionshbuildingRaRcaseRforRgutRmicrobiotaiRGenomerMedicinegR2018gRlkgRqm 14.4 17

20 TimingRofRCalorieRRestrictionRinRMiceRImpactsRHostRMetabolicRPhenotypeRwithRCorrelativeRChangesR
inRGutRMicrobiotaiRMSystemsgR2019gRogR 7.6 14

19 StrainRPromotedRbyRaRHighhFiberRDietRinRGeneticRObeseRChildRAlleviatesRLipidRMetabolismRandR
ModifiesRGutRMicrobiotaRinRMiceRonRaRWesternRDietiRMicroorganismsgR2020gRsgR 4.9 11

18 FungalRandRbacterialRmicrobiomeRdysbiosisRandRimbalanceRofRtranshkingdomRnetworkRinRasthmaiR
ClinicalrandrTranslationalrAllergygR2020gRlkgRom 5.2 10

17 DNARPhosphorothioateRModificationsRAreRWidelyRDistributedRinRtheRHumanRMicrobiomeiR
BiomoleculesgR2020gRlkgR 5.9 8

16 AssociationRBetweenRGutRMicrobiotaRandRSymptomaticRHandROsteoarthritisuRDataRFromRtheRXiangyaR
OsteoarthritisRStudyiRArthritisrandrRheumatologygR2021gRrngRlqpqhlqqm 9.5 8

15 RegulatedRInflammationRandRLipidRMetabolismRinRColonRmRNARExpressionsRofRObeseRGermfreeRMiceR
RespondingRtoRBmtRCombinedRwithRtheRHighRFatRDietiRFrontiersrinrMicrobiologygR2016gRrgRlrsq 5.7 7

14 miRNAhGeneRRegulatoryRNetworkRinRGnotobioticRMiceRStimulatedRbyRDysbioticRGutRMicrobiotaR
TransplantedRFromRaRGeneticallyRObeseRChildiRFrontiersrinrMicrobiologygR2019gRlkgRlplr 5.7 5

13 MinimizingRspuriousRfeaturesRinRlqSRrRNARgeneRampliconRsequencing 5

12 ClinicalRcharacteristicsRassociatedRwithRtheRpropertiesRofRgutRmicrobiotaRinRperitonealRdialysisR
patientsiRPeritonealrDialysisrInternationalgR2021gRolgRmtshnkq 2.8 5
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11 CharacteristicsRofRtheRGutRMicrobiotaRandRMetabolismRinRPatientsRWithRLatentRAutoimmuneR
DiabetesRinRAdultsuRARCasehControlRStudyiRDiabetesrCaregR2021gRoogRmrnshmroq 14.6 4

10 KetogenicRDietsRInducedRGlucoseRIntoleranceRandRLipidRAccumulationRinRMiceRwithRAlterationsRinRGutR
MicrobiotaRandRMetabolitesiRMBiogR2021gRlmgR 7.8 4

9 GinsenosideRRblRImprovesRMetabolicRDisorderRinRHighhFatRDiethInducedRObeseRMiceRAssociatedR
WithRModulationRofRGutRMicrobiotaiiRFrontiersrinrMicrobiologygR2022gRlngRsmqosr 5.7 4

8 InsightsRintoRgutRmicrobiomeRandRitsRfunctionalRpathwaysRinRasthmaRpatientsRthroughR
highhthroughputRsequencingiRFuturerMicrobiologygR2021gRlqgRomlhons 2.9 3

7
ActiveRphaseRprebioticRfeedingRaltersRgutRmicrobiotagRinducesRweighthindependentRalleviationRofR
hepaticRsteatosisRandRserumRcholesterolRinRhighhfatRdiethfedRmiceiRComputationalrandrStructuralr
BiotechnologyrJournalgR2021gRltgRooshops

6.8 3

6 TheReffectRofRcalorieRintakegRfastinggRandRdietaryRcompositionRonRmetabolicRhealthRandRgutR
microbiotaRinRmiceiRBMCrBiologygR2021gRltgRpl 7.3 3

5 HighhFiberRDietRorRCombinedRWithRAcarboseRAlleviatesRHeterogeneousRPhenotypesRofRPolycysticR
OvaryRSyndromeRbyRRegulatingRGutRMicrobiotaiiRFrontiersrinrEndocrinologygR2021gRlmgRskqnnl 5.7 2

4 GutRBacteriaRSharedRbyRChildrenRandRTheirRMothersRAssociateRwithRDevelopmentalRLevelRandRSocialR
DeficitsRinRAutismRSpectrumRDisorderiRMSpheregR2020gRpgR 5 2

3 QuantificationRofRHumanROralRandRFecalRbyRUseRofRQuantitativeRRealhTimeRPCRRTargetingRtheRGeneiR
FrontiersrinrMicrobiologygR2019gRlkgRmtlk 5.7 2

2 ARrandomizedRcontrolledRtrialRforRresponseRofRmicrobiomeRnetworkRtoRexerciseRandRdietR
interventionRinRpatientsRwithRnonalcoholicRfattyRliverRdiseaseiiRNaturerCommunicationsgR2022gRlngRmppp 17.4 2

1 ARComprehensiveRAnalysisRofRGenomicsRandRMetagenomicsRinRaRHeterozygoteRFamilialR
HypercholesterolemiaRFamilyiRFrontiersrinrCellularrandrInfectionrMicrobiologygR2021gRllgRqkptpo 5.9 1
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