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Bridging the genotyping gap: using genotyping by sequencing (GBS) to add high-density SNP markers
ging the g yngFb g genotyping by seq g g Yy
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Selection Signatures Underlying Dramatic Male Inflorescence Transformation During Modern Hybrid
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Multiple Maize Reference Genomes Impact the Identification of Variants by Genomea€Wide Association
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Variation in upstream open reading frames contributes to allelic diversity in maize protein abundance.
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