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j Paper IF Citations

158 ”onophyleticHblowfliesHrevealedHbyHphylogenomicsWHBMCbBiologyUH2021UHbjUHcda 7.3 2

157 xlobalHpopulationHgeneticHstructureHandHdemographicHtrajectoriesHofHtheHblackHsoldierHflyUHyermetiaH
illucensWHBMCbBiologyUH2021UHbjUHje 7.3 12

156 yabitatHimpactsHtheHabundanceHandHnetworkHstructureHwithinHtickHPrcarikHzxodidaeRHcommunitiesHonH
tropicalHsmallHmammalsWHTicksbandbTickpbornebDiseasesUH2021UHbcUHbabgfe 3.6 2

155 SeekingHlifeHinHsedimentedHwaterskHvnvironmentalHu–rHfromHdiverseHhabitatHtypesHrevealsH
ecologicallyHsignificantHspeciesHinHaHtropicalHmarineHenvironmentWHEnvironmentalbDNAUH2021UHdUHgfeVggi 7.6 3

154 seyondHurosophilakHresolvingHtheHrapidHradiationHofHschizophoranHfliesHwithHphylotranscriptomicsWH
BMCbBiologyUH2021UHbjUHcd 7.3 4

153 ”angrovesHareHanHoverlookedHhotspotHofHinsectHdiversityHdespiteHlowHplantHdiversityWHBMCbBiologyUH
2021UHbjUHcac 7.3 2

152 ™–TbarcoderHandH”inz™–HbarcodesHaidHbiodiversityHdiscoveryHandHidentificationHbyHeveryoneUHforH
everyoneWHBMCbBiologyUH2021UHbjUHcbh 7.3 7

151 rHreVanalysisHofHtheHdataHinHSharkeyHet´ alWOsHPcacbRHminimalistHrevisionHrevealsHthatHsz–sHdoHnotH
deserveHnamesUHbutHs™“uHSystemsHneedsHaHstrongerHcommitmentHtoHopenHscienceWHCladisticsUH2021UH 3.5 13

150 waecalHu–rHtoHtheHrescuekHShotgunHsequencingHofHnonVinvasiveHsamplesHrevealsHtwoHsubspeciesHofH
SoutheastHrsianHprimatesHtoHbeHtriticallyHvndangeredHspeciesWHScientificbReportsUH2020UHbaUHjdjg 4.9 3

149 tompletingH“innaeusOsHinventoryHofHtheHSwedishHinsectHfaunakH™nlyHfUaaaHspeciesHleftpWHPLoSbONEUH
2020UHbfUHeaccifgb 3.7 12

148
tontributionHtoHunderstandingHtheHevolutionHofHholometabolykHtransformationHofHinternalHheadH
structuresHduringHtheHmetamorphosisHinHtheHgreenHlacewingHthrysopaHpallensHP–europterakH
thrysopidaeRWHBMCbEvolutionarybBiologyUH2020UHcaUHhj

3 5

147 “ongerHisH–otHrlwaysHsetterkH™ptimizingHsarcodeH“engthHforH“argeVScaleHSpeciesHuiscoveryHandH
zdentificationWHSystematicbBiologyUH2020UHgjUHjjjVbabf 8.4 19

146 ”inz™–HsequencingHofHseafoodHinHSingaporeHrevealsHcreativelyHlabelledHflatfishesUHconfusedHroeUHpigH
u–rHinHsquidHballsUHandHphantomHcrustaceansWHFoodbControlUH2020UHbbcUHbahbee 6.2 16

145 TheHpuzzlingHmitochondrialHphylogeographyHofHtheHblackHsoldierHflyHPyermetiaHillucensRUHtheH
commerciallyHmostHimportantHinsectHproteinHspeciesWHBMCbEvolutionarybBiologyUH2020UHcaUHga 3 14

144 rHcomprehensiveHassessmentHofHdiversityHlossHinHaHwellVdocumentedHtropicalHinsectHfaunakHrlmostH
halfHofHSingaporeOsHbutterflyHspeciesHextirpatedHinHbga´ yearsWHBiologicalbConservationUH2020UHcecUHbaieab 6.2 12

143 ”imicryHdiversificationHinHviaHaHgenomicHinversionHinHtheHregulatoryHregionHofHVWHProceedingsbofbtheb
RoyalbSocietybB:bBiologicalbSciencesUH2020UHcihUHcacaaeed 4.4 6

142 ReproductionHinHUrbanisedHtoastalHWaterskHShallowVWaterHSeaHrnemonesHPvntacmaeaHquadricolorH
andHStichodactylaHhaddoniRH”aintainHyighHxeneticHuiversityHandH anmixiaWHDiversityUH2020UHbcUHegh 2.5 0
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141 tompletingH“innaeusâ��sHinventoryHofHtheHSwedishHinsectHfaunakH™nlyHfUaaaHspeciesHleftpH2020UHbfUHeaccifgb

140 tompletingH“innaeusâ��sHinventoryHofHtheHSwedishHinsectHfaunakH™nlyHfUaaaHspeciesHleftpH2020UHbfUHeaccifgb

139 tompletingH“innaeusâ��sHinventoryHofHtheHSwedishHinsectHfaunakH™nlyHfUaaaHspeciesHleftpH2020UHbfUHeaccifgb

138 tompletingH“innaeusâ��sHinventoryHofHtheHSwedishHinsectHfaunakH™nlyHfUaaaHspeciesHleftpH2020UHbfUHeaccifgb

137  hylogenomicHanalysisHofHtalyptrataekHresolvingHtheHphylogeneticHrelationshipsHwithinHaHmajorH
radiationHofHuipteraWHCladisticsUH2019UHdfUHgafVgcc 3.5 29

136 soostingHnaturalHhistoryHresearchHviaHmetagenomicHcleanVupHofHcrowdsourcedHfecesWHPLoSbBiologyUH
2019UHbhUHedaaafbh 9.7 7

135 wromHmarineHparkHtoHfutureHgenomicHobservatorypHvnhancingHmarineHbiodiversityHassessmentsH
usingHaHbiocodeHapproachWHBiodiversitybDatabJournalUH2019UHhUHeegidd 1.8 14

134 RapidUHlargeVscaleHspeciesHdiscoveryHinHhyperdiverseHtaxaHusingHbuH”inz™–HsequencingWHBMCbBiologyUH
2019UHbhUHjg 7.3 44

133 rHphylogenomicHanalysisHofHtulicomorphaHPuipteraRHresolvesHtheHrelationshipsHamongHtheHeightH
constituentHfamiliesWHSystematicbEntomologyUH2018UHedUHedeVeeg 3.4 11

132 RoadsHtoHisolationkHSimilarHgenomicHhistoryHpatternsHinHtwoHspeciesHofHfreshwaterHcrabsHwithH
contrastingHenvironmentalHtolerancesHandHrangeHsizesWHEcologybandbEvolutionUH2018UHiUHegfhVeggi 2.8 1

131 rH”inz™–â�¢VbasedHpipelineHforHfastHandHcostVeffectiveHu–rHbarcodingWHMolecularbEcologybResourcesUH
2018UHbiUHbadf 8.4 64

130 TowardsHholomorphologyHinHentomologykHrapidHandHcostVeffectiveHadultâ��larvaHmatchingHusingH–xSH
barcodesWHSystematicbEntomologyUH2018UHedUHghiVgjb 3.4 44

129 SortingHspecimenVrichHinvertebrateHsamplesHwithHcostVeffectiveH–xSHbarcodeskHValidatingHaHreverseH
workflowHforHspecimenHprocessingWHMolecularbEcologybResourcesUH2018UHbiUHejaVfab 8.4 47

128 –xSHbarcodingHrevealsHhighHresistanceHofHaHhyperdiverseHchironomidHPuipteraRHswampHfaunaHagainstH
invasionHfromHadjacentHfreshwaterHreservoirsWHFrontiersbinbZoologyUH2018UHbfUHdb 2.8 14

127 –extVxenerationHidentificationHtoolsHforH–eeHSoonHfreshwaterHswampHforestUHSingaporeWHTheb
GardensibBulletinbSingaporeUH2018UHhaUHbffVbhd 0.9 5

126 ”olecularHandHanatomicalHanalysesHrevealHthatH eroniaHverruculataHPxastropodakH™nchidiidaeRHisHaH
crypticHspeciesHcomplexWHContributionsbTobZoologyUH2018UHihUHbejVbgf 1.6 7

125 tRzS RYtasjHdeletionsHinHaHconservedHexonHofHuistalVlessHgeneratesHgainsHandHlossesHinHaHrecentlyH
acquiredHmorphologicalHnoveltyHinHfliesWHIScienceUH2018UHbaUHcccVcdd 6.1 7

124 tomparativeHanalysisHrevealsHtheHcomplexHroleHofHhistoblastHnestHsizeHinHtheHevolutionHofHnovelH
insectHabdominalHappendagesHinHSepsidaeHPuipteraRWHBMCbEvolutionarybBiologyUH2018UHbiUHbfb 3

(2018-2020)
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123 zntegrativeHtaxonomyHrevealsHtwoHsympatricHspeciesHofHtheHgenusHvucriotettixHyebardUHbjdaH
P™rthopterakHTetrigidaeRWHZootaxaUH2017UHecgiUHdhhVdje 0.5 6

122 vvolutionaryHyistoryHofHtheHyymenopteraWHCurrentbBiologyUH2017UHchUHbabdVbabi 6.3 372

121
TranscriptomeHandHtargetHu–rHenrichmentHsequenceHdataHprovideHnewHinsightsHintoHtheHphylogenyH
ofHvespidHwaspsHPyymenopterakHrculeatakHVespidaeRWHMolecularbPhylogeneticsbandbEvolutionUH2017UH
bbgUHcbdVccg

4.1 50

120 titationHofHtaxonomicHpublicationskHtheHwhyUHwhenUHwhatHandHwhatHnotWHSystematicbEntomologyUH
2017UHecUHdabVdae 3.4 16

119
yiddenHinHtheHurbanHparksHofH–ewHYorkHtitykHUHaHnewHspeciesHofHSepsidaeHdescribedHbasedHonH
morphologyUHu–rHsequencesUHmatingHbehaviorUHandHreproductiveHisolationHPSepsidaeUHuipteraRWH
ZooKeysUH2017UHjfVbbb

1.2 7

118 TaxonomykHSpeciesHcanHbeHnamedHfromHphotosWHNatureUH2016UHfdhUHdah 50.4 19

117 wecalHmetagenomicsHforHtheHsimultaneousHassessmentHofHdietUHparasitesUHandHpopulationHgeneticsHofH
anHunderstudiedHprimateWHFrontiersbinbZoologyUH2016UHbdUHbh 2.8 59

116 LbHu–rHbarcodesHforHreconstructingHcomplexHphenomesHandHfindingHrareHspeciesHinHspecimenVrichH
samplesWHCladisticsUH2016UHdcUHbaaVbba 3.5 90

115  opulationHdensityUHspatiotemporalHuseHandHdietHofHtheHleopardHcatHP rionailurusHbengalensisRHinHaH
humanVmodifiedHsuccessionHforestHlandscapeHofHSingaporeWHMammalbResearchUH2016UHgbUHjjVbai 1.8 14

114 ”olluscsHforHSalekHrssessmentHofHwreshwaterHxastropodsHandHsivalvesHinHtheH™rnamentalH etHTradeWH
PLoSbONEUH2016UHbbUHeabgbbda 3.7 44

113 vvolutionaryHanalysisHidentifiesHmultipleHgenomeHexpansionsHandHcontractionsHinHSepsidaeHPuipteraRH
andHsuggestsHtargetsHforHfutureHgenomicHresearchWHCladisticsUH2016UHdcUHdaiVdbg 3.5 6

112 vvolutionHofHtheHassassinOsHarmskHinsightsHfromHaHphylogenyHofHcombinedHtranscriptomicHandH
ribosomalHu–rHdataHPyeteropterakHReduvioideaRWHScientificbReportsUH2016UHgUHccbhh 4.9 27

111 –extVgenerationHfreshwaterHbioassessmentkHeu–rHmetabarcodingHwithHaHconservedHmetazoanH
primerHrevealsHspeciesVrichHandHreservoirVspecificHcommunitiesWHRoyalbSocietybOpenbScienceUH2016UHdUHbgagdf3.3 53

110 –oHevidenceHforHmitochondrialHgeneticHvariabilityHinHtheHlargestHpopulationHofHcriticallyHendangeredH
TonkinHsnubVnosedHmonkeysHinHVietnamWHPrimatesUH2016UHfhUHeejVfd 1.7 3

109 seyondHtheHtoralHTrianglekHhighHgeneticHdiversityHandHnearHpanmixiaHinHSingaporeOsHpopulationsHofH
theHbroadcastHspawningHseaHstarWHRoyalbSocietybOpenbScienceUH2016UHdUHbgacfd 3.3 13

108 tomparingHtheHeffectivenessHofHmetagenomicsHandHmetabarcodingHforHdietHanalysisHofHaH
leafVfeedingHmonkeyHP ygathrixHnemaeusRWHMolecularbEcologybResourcesUH2015UHbfUHcfaVgb 8.4 88

107 waunaHeuropaeakHuipteraHVHbrachyceraWHBiodiversitybDatabJournalUH2015UHeebih 1.8 20

106
rnalysingHsmallHinsectHglandsHwithHUVV“uzH”SkHhighVresolutionHspatialHanalysisHrevealsHtheHchemicalH
compositionHandHuseHofHtheHosmeteriumHsecretionHinHThemiraHsuperbaHPSepsidaekHuipteraRWHJournalb
ofbEvolutionarybBiologyUH2014UHchUHbheeVfa

2.3 8
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105 OuirectH tROHoptimizationHyieldsHaHrapidUHcostVeffectiveUHnondestructiveHandHefficientHmethodHforH
obtainingHu–rHbarcodesHwithoutHu–rHextractionWHMolecularbEcologybResourcesUH2014UHbeUHbchbVia 8.4 48

104 zvermectinHsensitivityHisHanHancientHtraitHaffectingHallHecdysozoaHbutHshowsHphylogeneticHclusteringH
amongHsepsidHfliesWHEvolutionarybApplicationsUH2014UHhUHfeiVfe 4.8 26

103 TowardsHaHphylogeneticHclassificationHofHreefHcoralskHtheHzndoV acificHgeneraH”erulinaUHxoniastreaH
andHScapophylliaHPScleractiniaUH”erulinidaeRWHZoologicabScriptaUH2014UHedUHfdbVfei 2.5 53

102
xeneticHdataHconfirmHtheHspeciesHstatusHofHSepsisHnigripesH”eigenHPuipteraHkHSepsidaeRHandHaddsHoneH
speciesHtoHtheHrlpineHfaunaHwhileHquestioningHtheHsynonymyHofHSepsisHhelveticaH”unariWH
InvertebratebSystematicsUH2014UHciUHfff

1.2 10

101
tompleteHtribalHsamplingHrevealsHbasalHsplitHinH”uscidaeHPuipteraRUHconfirmsHsaprophagyHasH
ancestralHfeedingHmodeUHandHrevealsHanHevolutionaryHcorrelationHbetweenHinstarHnumbersHandH
carnivoryWHMolecularbPhylogeneticsbandbEvolutionUH2014UHhiUHdejVge

4.1 45

100
uoesHbetterHtaxonHsamplingHhelppHrHnewHphylogeneticHhypothesisHforHSepsidaeHPuipterakH
tyclorrhaphaRHbasedHonHfaHnewHtaxaHandHtheHsameHoldHmitochondrialHandHnuclearHmarkersWH
MolecularbPhylogeneticsbandbEvolutionUH2013UHgjUHbfdVge

4.1 25

99
TheHskeletomuscularHsystemHofHtheHlarvaHofHurosophilaHmelanogasterHPurosophilidaeUHuipteraRkHaH
contributionHtoHtheHmorphologyHofHaHmodelHorganismWHArthropodbStructurebandbDevelopmentUH2013UH
ecUHehVgi

1.8 18

98 ™utHofHsorneokH–eogeneHdiversificationHofHSundaicHfreshwaterHcrabsHPtrustaceakHsrachyurakH
xecarcinucidaekH arathelphusaRWHJournalbofbBiogeographyUH2013UHeaUHgdVhe 4.1 27

97 TheHphylogeneticHrelationshipsHamongHinfraordersHandHsuperfamiliesHofHuipteraHbasedHonH
morphologicalHevidenceWHSystematicbEntomologyUH2013UHdiUHbgeVbhj 3.4 69

96
uecipheringHtheHevolutionaryHhistoryHandHdevelopmentalHmechanismsHofHaHcomplexHsexualH
ornamentkHtheHabdominalHappendagesHofHSepsidaeHPuipteraRWHEvolution;bInternationalbJournalbofb
OrganicbEvolutionUH2013UHghUHbagjVia

3.8 20

95 rHpleaHforHdigitalHreferenceHcollectionsHandHotherHscienceVbasedHdigitizationHinitiativesHinHtaxonomykH
SepsidnetHasHexemplarWHSystematicbEntomologyUH2013UHdiUHgdhVgee 3.4 35

94 rHphylogeneticHanalysisHofHSciomyzidaeHPuipteraRHandHsomeHrelatedHgeneraWHCladisticsUH2013UHcjUHeaeVebf 3.5 5

93 UsingHseeminglyHunnecessaryHillustrationsHtoHimproveHtheHdiagnosticHusefulnessHofHdescriptionsHinH
taxonomyVaHcaseHstudyHonH erochaetaHorientalisHPuipteraUHSepsidaeRWHZooKeysUH2013UHjVch 1.2 13

92 RapidHevolutionHofHtroglomorphicHcharactersHsuggestsHselectionHratherHthanHneutralHmutationHasHaH
driverHofHeyeHreductionHinHcaveHcrabsWHBiologybLettersUH2013UHjUHcabcbaji 3.6 34

91 ™nHtheHinappropriateHuseHofH’imuraVcVparameterHP’c RHdivergencesHinHtheHu–rVbarcodingH
literatureWHCladisticsUH2012UHciUHbjaVbje 3.5 243

90 rnHupdateHonHu–rHbarcodingkHlowHspeciesHcoverageHandHnumerousHunidentifiedHsequencesWH
CladisticsUH2012UHciUHgdjVgee 3.5 48

89 ueterminingHspeciesHboundariesHinHaHworldHfullHofHraritykHsingletonsUHspeciesHdelimitationHmethodsWH
SystematicbBiologyUH2012UHgbUHbgfVj 8.4 169

88 zsHtheHt™zHbarcodingHgeneHinvolvedHinHspeciationHthroughHintergenomicHconflictpWHMolecularb
PhylogeneticsbandbEvolutionUH2012UHgcUHbaajVbc 4.1 25

(2012-2014)
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87 sarcodingHandHborderHbiosecuritykHidentifyingHcyprinidHfishesHinHtheHaquariumHtradeWHPLoSbONEUH2012
UHhUHecidib 3.7 104

86 TheHmolecularHclockworkHofHtheHfireHantHSolenopsisHinvictaWHPLoSbONEUH2012UHhUHeefhbf 3.7 43

85 Sequence”atrixkHconcatenationHsoftwareHforHtheHfastHassemblyHofHmultiVgeneHdatasetsHwithH
characterHsetHandHcodonHinformationWHCladisticsUH2011UHchUHbhbVbia 3.5 1157

84  hylogeneticHrelationshipsHwithinHtheHgenusHStauroisHPrnuraUHRanidaeRHbasedHonHbgSHrR–rH
sequencesWHZootaxaUH2011UHcheeUHdj 0.5 12

83 ”orphologicalHandHmolecularHevidenceHconvergeHuponHaHrobustHphylogenyHofHtheHmegadiverseH
yolometabolaWHCladisticsUH2011UHchUHdebVdff 3.5 101

82 yighHhaplotypeHvariabilityHinHestablishedHrsianHpopulationsHofHtheHinvasiveHtaribbeanHbivalveH
”ytilopsisHsalleiHPureissenidaeRWHBiologicalbInvasionsUH2011UHbdUHdebVdei 2.7 15

81 –ewHinformationHonHtheHevolutionHofHmatingHbehaviourHinHSepsidaeHPuipteraRHandHtheHcostHofHmaleH
copulationsHinHSaltellaHsphondyliiWHOrganismsbDiversitybandbEvolutionUH2011UHbbUHcfdVcgb 1.7 12

80 vpisodicHradiationsHinHtheHflyHtreeHofHlifeWHProceedingsbofbthebNationalbAcademybofbSciencesbofbtheb
UnitedbStatesbofbAmericaUH2011UHbaiUHfgjaVf 11.5 549

79
wromHâ��crypticHspeciesâ��HtoHintegrativeHtaxonomykHanHiterativeHprocessHinvolvingHu–rHsequencesUH
morphologyUHandHbehaviourHleadsHtoHtheHresurrectionHofHSepsisHpyrrhosomaHPSepsidaekHuipteraRWH
ZoologicabScriptaUH2010UHdjUHfbVgb

2.5 73

78
wiveHadditionsHtoHtheHlistHofHSepsidaeHuipteraHforHVietnamkH erochaetaHcuirassaHspWHnWUH erochaetaH
loboHspWHnWUHSepsisHspuraHspWHnWUHSepsisHsepsiH™zerovUHcaadHandHSepsisHmonostigmaHThompsonUHbigjWH
ZooKeysUH2010UHebVfg

1.2 6

77 trypticHgeneticHdiversityHinHâ��widespreadâ��HSoutheastHrsianHbirdHspeciesHsuggestsHthatH hilippineH
avianHendemismHisHgravelyHunderestimatedWHBiologicalbConservationUH2010UHbedUHbiifVbija 6.2 100

76
”olecularH hylogeneticsHandHthronometricsHofHTarsiidaeHsasedHonHbcSHmtu–rHyaplotypeskH
vvidenceHforH”ioceneH™riginsHofHtrownHTarsiersHandH–umerousHSpeciesHwithinHtheHSulawesianH
tladeWHInternationalbJournalbofbPrimatologyUH2010UHdbUHbaidVbbag

2 71

75 UnlockingHtheHJslackHboxJkHinternalHfemaleHgenitaliaHinHSepsidaeHPuipteraRHevolveHfastHandHareH
speciesVspecificWHBMCbEvolutionarybBiologyUH2010UHbaUHchf 3 49

74 ”itochondrialHandHnuclearHmarkersHsupportHtheHmonophylyHofHuolichopodidaeHandHsuggestHaHrapidH
originHofHtheHsubfamiliesHPuipterakHvmpidoideaRWHSystematicbEntomologyUH2010UHdfUHfjVha 3.4 12

73
”olecularHphylogenyHofHtheHtalyptrataeHPuipterakHtyclorrhaphaRHwithHanHemphasisHonHtheH
superfamilyH™estroideaHandHtheHpositionHofH”ystacinobiidaeHandH”crlpineOsHflyWHSystematicb
EntomologyUH2010UHdfUHgbeVgdf

3.4 116

72 –ewHxuineaHhighlandHoriginHofHaHwidespreadHarthropodHsupertrampWHProceedingsbofbthebRoyalb
SocietybB:bBiologicalbSciencesUH2009UHchgUHcdfjVgh 4.4 69

71  rimateHhomeHrangeHandHxRz–crUHaHreceptorHgeneHinvolvedHinHneuronalHplasticitykHimplicationsHforH
theHevolutionHofHspatialHmemoryWHGenesobBrainbandbBehaviorUH2009UHiUHedfVeb 3.6 6

70
wromHkissingHtoHbellyHstridulationkHcomparativeHanalysisHrevealsHsurprisingHdiversityUHrapidHevolutionUH
andHmuchHhomoplasyHinHtheHmatingHbehaviourHofHchHspeciesHofHsepsidHfliesHPuipterakHSepsidaeRWH
JournalbofbEvolutionarybBiologyUH2009UHccUHcbegVfg

2.3 44
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69 –onmicrobialHaerobicHmethaneHemissionHfromHpoplarHshootHculturesHunderHlowVlightHconditionsWH
NewbPhytologistUH2009UHbicUHjbcVjbi 9.8 57

68
”oreHevidenceHforHpervasiveHparaphylyHinHscleractinianHcoralskHsystematicHstudyHofHSoutheastHrsianH
waviidaeHPtnidarialHScleractiniaRHbasedHonHmolecularHandHmorphologicalHdataWHMolecularb
PhylogeneticsbandbEvolutionUH2009UHfaUHbacVbg

4.1 48

67
vvolutionHofHlifeHhistoryHtraitsHinHrsianHfreshwaterHprawnsHofHtheHgenusH”acrobrachiumHPtrustaceakH
uecapodakH alaemonidaeRHbasedHonHmultilocusHmolecularHphylogeneticHanalysisWHMolecularb
PhylogeneticsbandbEvolutionUH2009UHfcUHdeaVfa

4.1 71

66 tonflictUHconvergentHevolutionUHandHtheHrelativeHimportanceHofHimmatureHandHadultHcharactersHinH
endopterygoteHphylogeneticsWHAnnualbReviewbofbEntomologyUH2009UHfeUHifVbae 21.8 70

65 zmprovedHt™zHbarcodingHprimersHforHSoutheastHrsianHperchingHbirdsHPrveskH asseriformesRWH
MolecularbEcologybResourcesUH2009UHjUHdhVea 8.4 35

64 uipteraHuiversitykHStatusUHthallengesHandHToolsH2009UH 14

63 “ackHofHmorphologicalHcoevolutionHbetweenHmaleHforelegsHandHfemaleHwingsHinHThemiraHPSepsidaekH
uipterakHznsectaRWHBiologicalbJournalbofbthebLinneanbSocietyUH2008UHjdUHcchVcdi 1.9 30

62 ”orphologyHversusHmoleculeskHtheHphylogeneticHrelationshipsHofHSepsidaeHPuipterakHtyclorrhaphaRH
basedHonHmorphologyHandHu–rHsequenceHdataHfromHtenHgenesWHCladisticsUH2008UHceUHjacVjbg 3.5 49

61 sendingHforHlovekHlossesHandHgainsHofHsexualHdimorphismsHareHstrictlyHcorrelatedHwithHchangesHinHtheH
mountingHpositionHofHsepsidHfliesHPSepsidaekHuipteraRWHBMCbEvolutionarybBiologyUH2008UHiUHbff 3 36

60  hylogeographyHandHgeneticHdiversityHofHaHwidespreadH™ldHWorldHbutterflyUH“ampidesHboeticusH
P“epidopterakH“ycaenidaeRWHBMCbEvolutionarybBiologyUH2008UHiUHdab 3 45

59 SecondarilyHreducedHforelegHarmatureHinH erochaetaHdikowiHspWnWHPuipterakHtyclorrhaphakHSepsidaeRH
dueHtoHaHnovelHmountingHtechniqueWHSystematicbEntomologyUH2008UHddUHffcVffj 3.4 18

58 TheHuseHofHmeanHinsteadHofHsmallestHinterspecificHdistancesHexaggeratesHtheHsizeHofHtheHJbarcodingH
gapJHandHleadsHtoHmisidentificationWHSystematicbBiologyUH2008UHfhUHiajVbd 8.4 361

57 SepsidHevenVskippedHenhancersHareHfunctionallyHconservedHinHurosophilaHdespiteHlackHofHsequenceH
conservationWHPLoSbGeneticsUH2008UHeUHebaaabag 6 221

56  ositiveHselectionHinHrS ”HisHcorrelatedHwithHcerebralHcortexHevolutionHacrossHprimatesHbutHnotHwithH
wholeVbrainHsizeWHMolecularbBiologybandbEvolutionUH2008UHcfUHccehVfa 8.3 30

55 SlowHmitochondrialHt™zHsequenceHevolutionHatHtheHbaseHofHtheHmetazoanHtreeHandHitsHimplicationsH
forHu–rHbarcodingWHJournalbofbMolecularbEvolutionUH2008UHggUHbghVhe 3.1 226

54 TheHneedHforHspecifyingHspeciesHconceptskHyowHmanyHspeciesHofHsilveredHlangursHPTrachypithecusH
cristatusHgroupRHshouldHbeHrecognizedpWHMolecularbPhylogeneticsbandbEvolutionUH2008UHejUHgiiVj 4.1 14

53 TheH”uscoideaHPuipterakHtalyptrataeRHareHparaphyletickHvvidenceHfromHfourHmitochondrialHandHfourH
nuclearHgenesWHMolecularbPhylogeneticsbandbEvolutionUH2008UHejUHgdjVfc 4.1 63

52 ”orphologyHandHu–rHsequencesHconfirmHtheHfirstH–eotropicalHrecordHforHtheHyolarcticHsepsidH
speciesHThemiraHleachiHP”eigenRHPuipterakHSepsidaeRWHZootaxaUH2008UHbjddUHgdVgf 0.5 2

(2008-2009)
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51 unaHSequencesHznHTaxonomyWHSystematicsbAssociationbSpecialbVolumeUH2008UHjfVbch 48

50  roximateHcausesHofHRenschOsHrulekHdoesHsexualHsizeHdimorphismHinHarthropodsHresultHfromHsexH
differencesHinHdevelopmentHtimepWHAmericanbNaturalistUH2007UHbgjUHcefVfh 3.7 192

49  hylogenyHandHsystematicsHofHuipterakHTwoHdecadesHofHprogressHandHprospectsSWHZootaxaUH2007UH
bggiUHfgfVfja 0.5 83

48 TheHphylogenyHandHevolutionHofHhostHchoiceHinHtheHyippoboscoideaHPuipteraRHasHreconstructedHusingH
fourHmolecularHmarkersWHMolecularbPhylogeneticsbandbEvolutionUH2007UHefUHbbbVcc 4.1 103

47 SensitivityHanalysisUHmolecularHsystematicsHandHnaturalHhistoryHevolutionHofHScathophagidaeH
PuipterakHtyclorrhaphakHtalyptrataeRWWHCladisticsUH2007UHcdUHgeVid 3.5 38

46 tonvergentHevolutionHofHeyeHultrastructureHandHdivergentHevolutionHofHvisionVmediatedHpredatoryH
behaviourHinHjumpingHspidersWHJournalbofbEvolutionarybBiologyUH2007UHcaUHbehiVij 2.3 36

45
 hylogenyHandHbiogeographyHofHtheHfreshwaterHcrabHgenusH‘ohoraHPtrustaceakHsrachyurakH
 otamidaeRHfromHtheH”alayH eninsulaUHandHtheHoriginsHofHitsHinsularHfaunaWHZoologicabScriptaUH2007UH
dgUHcffVcgj

2.5 24

44 ™voviviparityHandHviviparityHinHtheHuipteraWHBiologicalbReviewsUH2007UHheUHbjjVcfi 13.5 8

43 WhenHJnotHextinctJHisHnotHgoodHnewskHconservationHinHtheHSangiheHzslandsWHConservationbBiologyUH
2007UHcbUHeVf 6 4

42
Tyv”zRrHsz“™srHr–uvRSS™–HbjhfHPuz TvRrkHSv SzurvRUHrHS vtzvSHwR™”H”r–yrTTr–OSH
tv–TRr“H rR’HTyrTHzSH–vWHT™HTyvH–vrRtTztHRvxz™–WHJournalbofbthebNewbYorkbEntomologicalb
SocietyUH2007UHbbeUHbhgVbhh

1

41 RenschOsHruleHinHinsectskHpatternsHamongHandHwithinHspeciesH2007UHgaVha 47

40 trypticHspeciesHasHaHwindowHonHdiversityHandHconservationWHTrendsbinbEcologybandbEvolutionUH2007UH
ccUHbeiVff 10.9 2158

39
™nHtheHuseHofHu–rHsequencesHforHdeterminingHtheHspeciesHlimitsHofHaHpolymorphicHnewHspeciesHinH
theHstinkHbugHgenusHyalysHPyeteropterakH entatomidaeRHfromH akistanWHSystematicbEntomologyUH
2006UHdbUHhadVhba

3.4 21

38 u–rHbarcodingHandHtaxonomyHinHuipterakHaHtaleHofHhighHintraspecificHvariabilityHandHlowH
identificationHsuccessWHSystematicbBiologyUH2006UHffUHhbfVci 8.4 961

37 zmportanceHofHreservoirsHforHtheHconservationHofHfreshwaterHmolluscsHinHaHtropicalHurbanHlandscapeWH
BiologicalbConservationUH2006UHbciUHbdgVbeg 6.2 41

36  hylogeneticHanalysisHofHThemiraHPSepsidaekHuipteraRkHsensitivityHanalysisUHalignmentUHandHindelH
treatmentHinHaHmultigeneHstudyWHCladisticsUH2005UHcbUHcfiVchb 3.5 19

35
tombiningHmolecularHandHmorphologicalHanalysesHofHwaterHstriderHphylogenyH
Pyemipteraâ��yeteropteraUHxerromorphaRkHeffectsHofHalignmentHandHtaxonHsamplingWHSystematicb
EntomologyUH2005UHdaUHcijVdaj

3.4 31

34
SignificanceHofHSpecimenHuatabasesHfromHTaxonomicHRevisionsHforHvstimatingHandH”appingHtheH
xlobalHSpeciesHuiversityHofHznvertebratesHandHRepatriatingHReliableHSpecimenHuataWHConservationb
BiologyUH2004UHbiUHehiVeii

6 88
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33 TestingHspeciesHrichnessHestimationHmethodsHusingHmuseumHlabelHdataHonHtheHuanishHrsilidaeWH
BiodiversitybandbConservationUH2003UHbcUHgihVhab 3.4 42

32 TestingHspeciesVrichnessHestimationHmethodsHonHsingleVsampleHcollectionHdataHusingHtheHuanishH
uipteraWHBiodiversitybandbConservationUH2003UHbcUHgghVgig 3.4 36

31
’elpHfliesHandHspeciesHconceptsHâ��HtheHcaseHofHtoelopaHfrigidaHPwabriciusUHbiafRHandHtWHnebularumH
rldrichUHbjcjHPuipterakHtoelopidaeRWHJournalbofbZoologicalbSystematicsbandbEvolutionarybResearchUH
2003UHebUHbchVbdg

1.9 18

30 rHphylogeneticHanalysisHofHtoelopidaeHPuipteraRHbasedHonHmorphologicalHandHu–rHsequenceHdataWH
MolecularbPhylogeneticsbandbEvolutionUH2002UHcfUHdjdVeah 4.1 22

29 WhatHcellHlineagesHtellHusHaboutHtheHevolutionHofHspiraliaHremainsHtoHbeHseenWHEvolution;bInternationalb
JournalbofbOrganicbEvolutionUH2002UHfgUHcffeVhlHdiscussionHcffiVga 3.8 4

28 rHcladisticHanalysisHofHuiopsidaeHPuipteraRHbasedHonHmorphologicalHandHu–rHsequenceHdataWHInsectb
SystematicsbandbEvolutionUH2002UHddUHdcfVddg 0.6 28

27 WyrTHtv““H“z–vrxvSHTv““HUSHrs™UTHTyvHvV™“UTz™–H™wHS zRr“zrHRv”rz–SHT™HsvHSvv–WH
Evolution;bInternationalbJournalbofbOrganicbEvolutionUH2002UHfgUHcffe 3.8 1

26
TheHimmatureHstagesHofH’atacamillaHcavernicolaH appUHtheHfirstHdescribedHforHtheHtamillidaeH
PuipterakHSchizophoraRUHwithHcomparisonHtoHotherHknownHvphydroideaHlarvaeUHandHnotesHonHbiologyWH
JournalbofbNaturalbHistoryUH2002UHdgUHbbafVbbci

0.5 5

25 TheHSepsidaeHPuipteraRHofHvuropeH2002UH 15

24 ™nHtheHeggHmorphologyHandHphylogeneticHrelationshipsHofHuiopsidaeHPuipterakHSchizophoraRWH
JournalbofbZoologicalbSystematicsbandbEvolutionarybResearchUH2000UHdiUHbVdg 1.9 26

23 ™voviviparityHandHviviparityHinHtheHuipteraWHBiologicalbReviewsUH1999UHheUHbjjVcfi 13.5 107

22  hylogenyHofHfungusVgrowingHantsHPTribeHrttiniRHbasedHonHmtu–rHsequenceHandHmorphologyWH
MolecularbPhylogeneticsbandbEvolutionUH1998UHjUHecVh 4.1 91

21 rHTestHandHReviewHofHtheHvmpiricalH erformanceHofHtheH™ntogeneticHtriterionWHSystematicbBiologyUH
1997UHegUHgjjVhcb 8.4 22

20 rHcomparativeHSv”HstudyHofHtheHeggsHofHtheHSepsidaeHPuipteraRHwithHaHcladisticHanalysisHbasedHonH
eggUHlarvalHandHadultHcharactersWHInsectbSystematicsbandbEvolutionUH1995UHcgUHecfVedi 0.6 10

19 tladisticHanalysisHofHtheHSepsidaeHPtyclorrhaphakHuipteraRHbasedHonHaHcomparativeHscanningHelectronH
microscopicHstudyHofHlarvaeWHSystematicbEntomologyUH1995UHcaUHjjVbci 3.4 28

18 rHphylogeneticHanalysisHofHtheHfungusVgrowingHantsHPyymenopterakHwormicidaekHrttiniRHbasedHonH
morphologicalHcharactersHofHtheHlarvaeWHSystematicbEntomologyUH1995UHcaUHddhVdha 3.4 131

17 TheHuevelopmentHofH hylogeneticHtonceptsHinHyennigOsHvarlyHTheoreticalH ublicationsHPbjehVbjggRWH
SystematicbBiologyUH1994UHedUHcbc 8.4 1

16 TheHuevelopmentHofH hylogeneticHtonceptsHinHyennigOsHvarlyHTheoreticalH ublicationsHPbjehVbjggRWH
SystematicbBiologyUH1994UHedUHcbcVccb 8.4 24

(1994-2003)
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15 TheHznsectsHofHrustraliakHrHTextbookHforHStudentsHandHResearchHWorkersUHcndHvditionWWHSystematicb
BiologyUH1993UHecUHfii 8.4 3

14 SuggestionsHforHaHmoreHpreciseHusageHofHproperHnamesHofHtaxaHrmbiguitiesHrelatedHtoHtheHstemH
lineageHconceptWHJournalbofbZoologicalbSystematicsbandbEvolutionarybResearchUH1992UHdaUHibVii 1.9 9

13 yv––zxigHandH rU HareHreliableWHJournalbofbZoologicalbSystematicsbandbEvolutionarybResearchUH1992UH
daUHcdjVced 1.9 2

12 yomoplasyHSlopeHRatiokHrHsetterH”easurementHofH™bservedHyomoplasyHinHtladisticHrnalysesWH
SystematicbZoologyUH1991UHeaUHhe 42

11 yomoplasyHSlopeHRatiokHrHsetterH”easurementHofH™bservedHyomoplasyHinHtladisticHrnalysesWH
SystematicbBiologyUH1991UHeaUHheVii 8.4 6

10 rHTestHandHReviewHofHtheHvmpiricalH erformanceHofHtheH™ntogeneticHtriterion 4

9 ”inz™–HsequencingHofHseafoodHinHSingaporeHrevealsHcreativelyHlabelledHflatfishesUHconfusedHroeUHpigH
u–rHinHsquidHballsUHandHphantomHcrustaceans 1

8 ”angrovesHareHanHoverlookedHhotspotHofHinsectHdiversityHdespiteHlowHplantHdiversity 1

7 rH”inz™–VbasedHpipelineHforHfastHandHcostVeffectiveHu–rHbarcoding 3

6 ”iniVbarcodesHareHequallyHusefulHforHspeciesHidentificationHandHmoreHsuitableHforHlargeVscaleHspeciesH
discoveryHinH”etazoaHthanHfullVlengthHbarcodes 3

5 RapidUHlargeVscaleHspeciesHdiscoveryHinHhyperdiverseHtaxaHusingHbuH”inz™–Hsequencing 5

4 ”inz™–HbarcodeskHbiodiversityHdiscoveryHandHidentificationHbyHeveryoneUHforHeveryone 9

3 “argeVscaleHzntegrativeHTaxonomyHP“zTRkHresolvingHtheHdataHconundrumHforHdarkHtaxa 6

2 rHreVanalysisHofHtheHdataHinHSharkeyHetHalWâ��sHPcacbRHminimalistHrevisionHrevealsHthatHsz–sHdoHnotH
deserveHnamesUHbutHs™“uHSystemsHneedsHaHstrongerHcommitmentHtoHopenHscience 5

1 uiversityScannerkHRoboticHdiscoveryHofHsmallHinvertebratesHwithHmachineHlearningHmethods 2
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