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The puzzling mitochondrial phylogeography of the black soldier fly (Hermetia illucens), the L
commercially most important insect protein species. BMC Evolutionary Biology, 2020, 20, 60 3 4

A comprehensive assessment of diversity loss in a well-documented tropical insect fauna: Almost
half of Singapore’s butterfly species extirpated in 160ears. Biological Conservation, 2020, 242, 108401

Mimicry diversification in via a genomic inversion in the regulatory region of -. Proceedings of the
Royal Society B: Biological Sciences, 2020, 287, 20200443 4-4

Reproduction in Urbanised Coastal Waters: Shallow-Water Sea Anemones (Entacmaea quadricolor

and Stichodactyla haddoni) Maintain High Genetic Diversity and Panmixia. Diversity, 2020, 12, 467




(2018-2020)

141 Completing LinnaeusH inventory of the Swedish insect fauna: Only 5,000 species left? 2020, 15, 0228561

Completing LinnaeusH inventory of the Swedish insect fauna: Only 5,000 species left? 2020, 15, e0228561

139 Completing LinnaeusB inventory of the Swedish insect fauna: Only 5,000 species left? 2020, 15, e0228561

Completing LinnaeusH inventory of the Swedish insect fauna: Only 5,000 species left? 2020, 15, e0228561

L Phylogenomic analysis of Calyptratae: resolving the phylogenetic relationships within a major 5
37 radiation of Diptera. Cladistics, 2019, 35, 605-622 35 9

Boosting natural history research via metagenomic clean-up of crowdsourced feces. PLoS Biology,
2019, 17,e3000517

From marine park to future genomic observatory? Enhancing marine biodiversity assessments

135 using a biocode approach. Biodiversity Data Journal, 2019, 7, e46833 Ly

Rapid, large-scale species discovery in hyperdiverse taxa using 1D MinlON sequencing. BMC Biology,
2019, 17,96
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Hidden in the urban parks of New York City:, a new species of Sepsidae described based on
119 morphology, DNA sequences, mating behavior, and reproductive isolation (Sepsidae, Diptera). 12 7
ZooKeys, 2017, 95-111

Taxonomy: Species can be named from photos. Nature, 2016, 537, 307

Fecal metagenomics for the simultaneous assessment of diet, parasites, and population genetics of

117 an understudied primate. Frontiers in Zoology, 2016, 13, 17 8 59

$1 DNA barcodes for reconstructing complex phenomes and finding rare species in specimen-rich
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Cyclorrhapha) based on 50 new taxa and the same old mitochondrial and nuclear markers.

Molecular Phylogenetics and Evolution, 2013, 69, 153-64
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morphology, and behaviour leads to the resurrection of Sepsis pyrrhosoma (Sepsidae: Diptera). 25 73
Zoologica Scripta, 2010, 39, 51-61
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species-specific. BMC Evolutionary Biology, 2010, 10, 275 3 49
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43 2007,21,4-5 4
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