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Slow mitochondrial COl sequence evolution at the base of the metazoan tree and its implications L
for DNA barcoding. Journal of Molecular Evolution, 2008, 66, 167-74 3
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Holometabola. Cladistics, 2011, 27, 341-355




(2016-2010)

Cryptic genetic diversity in WidespreadSoutheast Asian bird species suggests that Philippine

avian endemism is gravely underestimated. Biological Conservation, 2010, 143, 1885-1890 62 100

141
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Fecal metagenomics for the simultaneous assessment of diet, parasites, and population genetics of

127 an understudied primate. Frontiers in Zoology, 2016, 13, 17 28 59

Nonmicrobial aerobic methane emission from poplar shoot cultures under low-light conditions.
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55 half of Singapore’s butterfly species extirpated in 160ears. Biological Conservation, 2020, 242, 108401

N

o2 12

Global population genetic structure and demographic trajectories of the black soldier fly, Hermetia
illucens. BMC Biology, 2021, 19, 94
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lobo sp. n., Sepsis spura sp. n., Sepsis sepsi Ozerov, 2003 and Sepsis monostigma Thompson, 1869.
ZooKeys, 2010, 41-56

Primate home range and GRIN2A, a receptor gene involved in neuronal plasticity: implications for 6
39 the evolution of spatial memory. Genes, Brain and Behavior, 2009, 8, 435-41 >

Homoplasy Slope Ratio: A Better Measurement of Observed Homoplasy in Cladistic Analyses.
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