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j Paper IF Citations

625 oJvighWThroughputJçhenotypicJηcreenJofJtheJQçandemicJβesponseJpoxQJwdentifiesJaJαuinolineJ
rerivativeJwithJηignificantJonthelminticJoctivityXXJPharmaceuticalsVJ2022VJ[cVJ 5.2 1

624 —uclearJgenomeJofJpulinusJtruncatusVJanJintermediateJhostJofJtheJcarcinogenicJhumanJbloodJflukeJ
ηchistosomaJhaematobiumXXJNatureVCommunicationsVJ2022VJ[aVJgee 17.4 0

623 qhromosomeWlevelJgenomeJofJηchistosomaJhaematobiumJunderpinsJgenomeWwideJexplorationsJofJ
molecularJvariationXXJPLoSVPathogensVJ2022VJ[fVJe[Z[Z]ff 7.6 1

622 ossessingJtheJonthelminticJqandidatesJpzy[]eJandJvpybJforJTheirJsfficacyJonJodultsJandJsggsVJandJ
TheirJvepatotoxicityJandJpiotransformationXXJPharmaceuticsVJ2022VJ[bVJ 6.4 1

621 qhromosomeWscaleJschinococcusJgranulosusJRgenotypeJu[SJgenomeJrevealsJtheJsggcJgeneJfamilyJ
andJconservationJofJtheJsugcWvaccineJmoleculeXXJCommunicationsVBiologyVJ2022VJcVJ[gg 6.7 1

620 WormsJandJbugsJofJtheJguthJtheJsearchJforJdiagnosticJsignaturesJusingJbarcodingVJandJ
metagenomicsWmetabolomicsXXJParasitesVandVVectorsVJ2022VJ[cVJ[[f 4 1

619 WholeWorganismJphenotypicJscreeningJmethodsJusedJinJearlyWphaseJanthelminticJdrugJdiscoveryXXJ
BiotechnologyVAdvancesVJ2022VJ[Zegae 17.8 0

618 oJçerspectiveJonJtheJ–olecularJwdentificationVJqlassificationVJandJspidemiologyJofJsnterocytozoonJ
bieneusiJofJonimalsXXJExperientiaVSupplementumVepnopfVJ2022VJ[[bVJafgWb[c 2.2

617 —ovelJvighWThroughputJtluorescenceWpasedJossayJforJtheJwdentificationJofJ—ematocidalJ
qompoundsJThatJTargetJtheJploodWteedingJçathwayXJPharmaceuticalsVJ2022VJ[cVJddg 5.2

616 çhytochemicalJçrofilingJandJpiologicalJTestingJofJtheJqonstituentsJofJtheJoustralianJçlantXJJournalV
ofVNaturalVProductsVJ2021VJfbVJ]fa]W]fbb 4.9 0

615 TicksJandJtickWborneJdiseasesJofJbovinesJinJaJsmallholderJlivestockJcontexthJTheJçakistaniJexampleXJ
AdvancesVinVParasitologyVJ2021VJ[[bVJ[deW]bb 3.2

614
çhylogeneticJrelationshipsJofJtheJnematodeJsubfamilyJçhascolostrongylinaeJfromJmacropodidJandJ
vombatidJmarsupialsJinferredJusingJmitochondrialJproteinJsequenceJdataXJParasitesVandVVectorsVJ
2021VJ[bVJc]a

4 0

613 odvancesJinJtheJtreatmentVJdiagnosisVJcontrolJandJscientificJunderstandingJofJtaeniidJcestodeJ
parasiteJinfectionsJoverJtheJpastJcZ´ yearsXJInternationalVJournalVforVParasitologyVJ2021VJc[VJ[[deW[[de 4.3 3

612 vighWqualityJreferenceJgenomeJforJqlonorchisJsinensisXJGenomicsVJ2021VJ[[aVJ[dZcW[d[c 4.3 8

611 ripylidiumJcaninumJdraftJgenomeJWJaJnewJresourceJforJcomparativeJgenomicJandJgeneticJ
explorationsJofJflatwormsXJGenomicsVJ2021VJ[[aVJ[]e]W[]fZ 4.3 2

610 ThreeJηmallJ–oleculeJsntitiesJR–çy[fVJ–çyaabJandJYoyaZfSJwithJoctivityJagainstJwnJVitroXJ
MoleculesVJ2021VJ]dVJ 4.8 1

609 çrospectsJofJUsingJvighWThroughputJçroteomicsJtoJUnderpinJtheJriscoveryJofJonimalJ
vostW—ematodeJwnteractionsXJPathogensVJ2021VJ[ZVJ 4.5 1
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608 vighWThroughputJçhenotypicJossayJtoJηcreenJforJonthelminticJoctivityJonXJPharmaceuticalsVJ2021VJ
[bVJ 5.2 4

607  ussJvahJ nlineJusneJsssentialityJdatabaseJwithJincreasedJcoverageJofJorganismsJandJhumanJcellJ
linesXJNucleicVAcidsVResearchVJ2021VJbgVJrggfWr[ZZa 20.1 14

606 [W–ethylW[WpyrazoleWcWcarboxamideJrerivativesJsxhibitJUnexpectedJocuteJ–ammalianJToxicityXJ
JournalVofVMedicinalVChemistryVJ2021VJdbVJfbZWfbb 8.3 0

605 ηoβηWqoVW]JseroprevalenceJworldwidehJaJsystematicJreviewJandJmetaWanalysisXJClinicalVMicrobiologyV
andVInfectionVJ2021VJ]eVJaa[WabZ 9.5 162

604 snterocytozoonJbieneusiJofJanimalsWWithJanJQoustralianJtwistQXJAdvancesVinVParasitologyVJ2021VJ[[[VJ[Wea 3.2 10

603 transcriptomeJWJaJresourceJtoJenableJmolecularJstudiesJofJsnailJandJschistosomeJbiologyXXJCurrentV
ResearchVinVParasitologyVandVVectorkborneVDiseasesVJ2021VJ[VJ[ZZZ[c 1

602 —anoporeJηequencingJβesolvesJslusiveJzongJTandemWβepeatJβegionsJinJ–itochondrialJuenomesXJ
InternationalVJournalVofVMolecularVSciencesVJ2021VJ]]VJ 6.3 7

601 çhytochemicalJçrofilingJandJpiologicalJoctivityJofJtheJoustralianJqarnivorousJçlantVXJJournalVofV
NaturalVProductsVJ2021VJfbVJgdbWge[ 4.9 4

600
–olecularJdiagnosisJofJscabiesJusingJaJnovelJprobeWbasedJpolymeraseJchainJreactionJassayJ
targetingJhighWcopyJnumberJrepetitiveJsequencesJinJtheJηarcoptesJscabieiJgenomeXJPLoSVNeglectedV
TropicalVDiseasesVJ2021VJ[cVJeZZZg[bg

4.8 2

599 çracticalJvighWThroughputJ–ethodJtoJηcreenJqompoundsJforJonthelminticJoctivityJagainstXJ
MoleculesVJ2021VJ]dVJ 4.8 3

598 retectionJofJspXJR—ematodaSJinJtheJzeadbeaterQsJpossumJRSXJInternationalVJournalVforVParasitologyyV
ParasitesVandVWildlifeVJ2021VJ[cVJ]bgW]cb 2.6 1

597 vowJqçqβJcomplementsJtheJWv JroadmapJR]Z][W]ZaZSJforJsoilWtransmittedJhelminthsXJTrendsVinV
ParasitologyVJ2021VJaeVJdgfWeZf 6.4 6

596 varnessingJmodelJorganismJgenomicsJtoJunderpinJtheJmachineJlearningWbasedJpredictionJofJ
essentialJgenesJinJeukaryotesJWJpiotechnologicalJimplicationsXJBiotechnologyVAdvancesVJ2021VJ[Zef]] 17.8 0

595 TheJmitogenomeJofJRTuckerSJandJitsJrelationshipsJwithJotherJtrombidiformJmitesJasJinferredJfromJ
nucleotideJsequencesJandJgeneJarrangementsXJEcologyVandVEvolutionVJ2021VJ[[VJ[b[d]W[b[eb 2.8 0

594 UpdateJonJηoβηWqoVW]JseroprevalencehJregionalJandJworldwideXJClinicalVMicrobiologyVandVInfectionVJ
2021VJ]eVJ[ed]W[ee[ 9.5 9

593 ηeroprevalenceJsstimatesJofJzatentJandJocuteJwnfectionsJinJvwVJçeopleWqallJforJoctionJinJ
UnderprivilegedJqommunitiesXJMicroorganismsVJ2021VJgVJ 4.9 3

592 resignVJsynthesisJandJscreeningJofJaJdrugJdiscoveryJlibraryJbasedJonJanJsremophilaWderivedJ
serrulataneJscaffoldXJPhytochemistryVJ2021VJ[gZVJ[[]ffe 4 1

591 –itochondrialJgenomeJofJRuastropodahJzymnaeoideaShJwmplicationsJforJsnailJsystematicsJandJ
schistosomeJepidemiologyXXJCurrentVResearchVinVParasitologyVandVVectorkborneVDiseasesVJ2021VJ[VJ[ZZZ[e 1

(2021-2021)
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590 velminthJlipidomicshJTechnicalJaspectsJandJfutureJprospectsXXJCurrentVResearchVinVParasitologyVandV
VectorkborneVDiseasesVJ2021VJ[VJ[ZZZ[f 0

589 ofJbirdsJinJpetJmarketsJinJWuhanJcityVJvubeiVJqhinaXXJCurrentVResearchVinVParasitologyVandV
VectorkborneVDiseasesVJ2021VJ[VJ[ZZZ]c 0

588  cularJtilariasisJinJvumanJqausedJbyJpreinliaJRxohnstonemaSJannulipapillataJ—ematodeVJoustraliaXJ
EmergingVInfectiousVDiseasesVJ2021VJ]eVJ]geWaZZ 10.2 2

587 odvancesJinJtheJdiscoveryJandJdevelopmentJofJanthelminticsJbyJharnessingJnaturalJproductJ
scaffoldsXJAdvancesVinVParasitologyVJ2021VJ[[[VJ]ZaW]c[ 3.2 5

586 ulobalJandJregionalJseroprevalenceJestimatesJforJhumanJtoxocariasishJoJcallJforJactionXJAdvancesVinV
ParasitologyVJ2020VJ[ZgVJ]ecW]gZ 3.2 14

585 qomatulinsJoWsVJTaurineWqonjugatedJonthraquinonesJfromJtheJoustralianJqrinoidXJJournalVofVNaturalV
ProductsVJ2020VJfaVJ[ge[W[geg 4.9 1

584 çredictingJgeneJessentialityJinJbyJfeatureJengineeringJandJmachineWlearningXJComputationalVandV
StructuralVBiotechnologyVJournalVJ2020VJ[fVJ[ZgaW[[Z] 6.8 6

583 sxploringJtheJprevalenceJandJdiversityJofJbovineJticksJinJfiveJagroWecologicalJzonesJofJçakistanJ
usingJpheneticJandJgeneticJtoolsXJTicksVandVTickkborneVDiseasesVJ2020VJ[[VJ[Z[be] 3.6 12

582 ogeJofJfirstJinfectionJacrossJaJrangeJofJparasiteJtaxaJinJaJwildJmammalianJpopulationXJBiologyV
LettersVJ2020VJ[dVJ]Z[gZf[[ 3.6 7

581 –ultiplexJçqβsJforJtheJspecificJidentificationJofJmarsupialJandJdeerJspeciesJfromJfaecalJsamplesJasJ
aJbasisJforJnonWinvasiveJepidemiologicalJstudiesJofJparasitesXJParasitesVandVVectorsVJ2020VJ[aVJ[bb 4 2

580 ulobalJçrevalenceJsstimatesJofJwnfectionJinJrogsJandJqatsXJPathogensVJ2020VJgVJ 4.5 4

579 oJTargetedJL—extWuenerationLJηequencingWwnformaticJopproachJtoJrefineJueneticJriversityJinJ
çopulationsJwithinJwndividualJqattlehJçroofWofWçrincipleXJPathogensVJ2020VJgVJ 4.5 1

578 zipidJcompositionJandJabundanceJinJtheJreproductiveJandJalimentaryJtractsJofJfemaleJvaemonchusJ
contortusXJParasitesVandVVectorsVJ2020VJ[aVJaaf 4 3

577 ulobalJprevalenceJofJToxocaraJinfectionJinJdogsXJAdvancesVinVParasitologyVJ2020VJ[ZgVJcd[Wcfa 3.2 29

576 slucidatingJcrypticJdynamicsJofJcommunitiesJinJofricanJbuffaloJusingJaJhighWthroughputJsequencingJ
informaticsJapproachXJEcologyVandVEvolutionVJ2020VJ[ZVJeZWfZ 2.8 12

575 slucidatingJtheJmolecularJandJdevelopmentalJbiologyJofJparasiticJnematodeshJ–ovingJtoJaJ
multiomicsJparadigmXJAdvancesVinVParasitologyVJ2020VJ[ZfVJ[ecW]]g 3.2 12

574 vighJantiWoscarisJseroprevalenceJinJfatteningJpigsJinJηichuanVJqhinaVJcallsJforJimprovedJ
managementJstrategiesXJParasitesVandVVectorsVJ2020VJ[aVJdZ 4 5

573 ueneJcontentJevolutionJinJtheJarthropodsXJGenomeVBiologyVJ2020VJ][VJ[c 18.3 63
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572 ηynthesisJandJstructureWactivityJrelationshipJstudyJofJpyrrolidineWoxadiazolesJasJanthelminticsJ
againstJvaemonchusJcontortusXJEuropeanVJournalVofVMedicinalVChemistryVJ2020VJ[gZVJ[[][ZZ 6.8 7

571 sxpandedJcomplementJofJ—iemannWçickJtypeJq]WlikeJproteinJgenesJinJqlonorchisJsinensisJsuggestsJ
functionsJbeyondJsterolJbindingJandJtransportXJParasitesVandVVectorsVJ2020VJ[aVJaf 4 1

570 ηyntheticJyavalactoneJonaloguesJwithJwncreasedJçotencyJandJηelectiveJonthelminticJoctivityJ
againstJzarvaeJofJwnJVitroXJMoleculesVJ2020VJ]cVJ 4.8 3

569 wdentificationJandJcharacterizationJofJanJβWηmadJhomologueJRvcoWrotWfSJfromJvaemonchusJ
contortusXJParasitesVandVVectorsVJ2020VJ[aVJ[db 4 3

568 ulobalJprevalenceJofJToxocaraJinfectionJinJcatsXJAdvancesVinVParasitologyVJ2020VJ[ZgVJd[cWdag 3.2 22

567 ηynthesisVJcharacterizationJandJantiparasiticJactivityJofJorganometallicJderivativesJofJtheJ
anthelminticJdrugJalbendazoleXJDaltonVTransactionsVJ2020VJbgVJdd[dWdd]d 4.3 4

566 αuantitativeJlipidomicJanalysisJofJoscarisJsuumXJPLoSVNeglectedVTropicalVDiseasesVJ2020VJ[bVJeZZZffbf 4.8 2

565 oJçarticipatoryJwnvestigationJofJpovineJvealthJandJçroductionJwssuesJinJçakistanXJFrontiersVinV
VeterinaryVScienceVJ2020VJeVJ]bf 3.1 5

564 TargetedJ—extWuenerationJηequencingJandJwnformaticsJasJanJsffectiveJToolJtoJsstablishJtheJ
qompositionJofJpovineJçiroplasmJçopulationsJinJsndemicJβegionsXJMicroorganismsVJ2020VJgVJ 4.9 5

563 oJperspectiveJonJtheJdiscoveryJofJselectedJcompoundsJwithJanthelminticJactivityJagainstJtheJ
barberQsJpoleJwormWWhereJtoJfromJheremXJAdvancesVinVParasitologyVJ2020VJ[ZfVJ[Wbc 3.2 5

562 oJserineYthreonineWspecificJproteinJkinaseJofJvaemonchusJcontortusJwithJaJroleJinJtheJ
developmentXJFASEBVJournalVJ2020VJabVJ]ZecW]Zfd 0.9 6

561 povineJticksJharbourJaJdiverseJarrayJofJmicroorganismsJinJçakistanXJParasitesVandVVectorsVJ2020VJ[aVJ[ 4 86

560 TheJdevelopmentalJphosphoproteomeJofJvaemonchusJcontortusXJJournalVofVProteomicsVJ2020VJ][aVJ[Zad[c3.9 9

559 onJappraisalJofJorientalJtheileriosisJandJtheJTheileriaJorientalisJcomplexVJwithJanJemphasisJonJ
diagnosisJandJgeneticJcharacterisationXJParasitologyVResearchVJ2020VJ[[gVJ[[W]] 2.4 14

558 qombinedJuseJofJfeatureJengineeringJandJmachineWlearningJtoJpredictJessentialJgenesJinXJNARV
GenomicsVandVBioinformaticsVJ2020VJ]VJlqaaZc[ 3.7 4

557 vighWqualityJnuclearJgenomeJforJηarcoptesJscabieiWoJcriticalJresourceJforJaJneglectedJparasiteXJPLoSV
NeglectedVTropicalVDiseasesVJ2020VJ[bVJeZZZfe]Z 4.8 7

556 risseminatedJprotozoalJinfectionJinJaJwildJfeathertailJgliderJRSJinJoustraliaXJInternationalVJournalVforV
ParasitologyyVParasitesVandVWildlifeVJ2020VJ[aVJbdWcZ 2.6 1

555 cfXJinJanJinlandWbeardedJdragonJRSJWJoJcaseJreportJandJreviewJofJtheJliteratureXJInternationalVJournalV
forVParasitologyyVParasitesVandVWildlifeVJ2020VJ[aVJ[cZW[cg 2.6 0

(2020-2020)

5



554 —aturalJqompoundsJfromJtheJ–arineJprownJolgaJwithJçotentJwnJVitroWoctivityJagainstJtheJçarasiticJ
—ematodeXJPathogensVJ2020VJgVJ 4.5 8

553 –ajorJηqçYToçηJproteinJexpansionJinJzuciliaJcuprinaJisJassociatedJwithJnovelJtandemJarrayJ
organisationJandJdomainJarchitectureXJParasitesVandVVectorsVJ2020VJ[aVJcgf 4 0

552 LpeggingJtheJαuestionLWroesJwnfectionYsxposureJossociateJwithJ–ultipleJηclerosisWβiskmXJPathogens
VJ2020VJgVJ 4.5 2

551 sukaryoteWqonservedJ–ethylarginineJwsJobsentJinJriplomonadsJandJtunctionallyJqompensatedJinJ
uiardiaXJMolecularVBiologyVandVEvolutionVJ2020VJaeVJac]cWacbg 8.3 4

550 UseJofJkinaseJinhibitorsJagainstJschistosomesJtoJimproveJandJbroadenJpraziquantelJefficacyXJ
ParasitologyVJ2020VJ[beVJ[bffW[bgf 2.7 3

549 TowardJintegrativeJQomicsJofJtheJbarberQsJpoleJwormJandJrelatedJparasiticJnematodesXJInfectioniV
GeneticsVandVEvolutionVJ2020VJfcVJ[ZbcZZ 4.5 6

548 riversityJinJtheJintrinsicJapoptosisJpathwayJofJnematodesXJCommunicationsVBiologyVJ2020VJaVJbef 6.7 0

547 r—oJtootprintshJUsingJçarasitesJtoJretectJslusiveJonimalsVJçroofJofJçrincipleJinJvedgehogsXJ
AnimalsVJ2020VJ[ZVJ 3.1 2

546 onJossessmentJofJtheJ–olecularJriversityJofJTicksJandJTickWporneJ–icroorganismsJofJηmallJ
βuminantsJinJçakistanXJMicroorganismsVJ2020VJfVJ 4.9 8

545 tirstJrecordJofJaJtandemWrepeatJregionJwithinJtheJmitochondrialJgenomeJofJqlonorchisJsinensisJ
usingJaJlongWreadJsequencingJapproachXJPLoSVNeglectedVTropicalVDiseasesVJ2020VJ[bVJeZZZfcc] 4.8 10

544 –arkedJmitochondrialJgeneticJvariationJinJindividualsJandJpopulationsJofJtheJcarcinogenicJliverJ
flukeJqlonorchisJsinensisXJPLoSVNeglectedVTropicalVDiseasesVJ2020VJ[bVJeZZZfbfZ 4.8 4

543 çhylogeneticJonalysisJofJ–itogenomicJrataJηetsJβesolvesJtheJβelationshipJofJηevenJηpeciesJfromJ
oustralianJ–acropodidJandJVombatidJ–arsupialsXJPathogensVJ2020VJgVJ 4.5 4

542 αuantitativeJlipidomicJanalysisJofJoscarisJsuumJ2020VJ[bVJeZZZffbf

541 αuantitativeJlipidomicJanalysisJofJoscarisJsuumJ2020VJ[bVJeZZZffbf

540 αuantitativeJlipidomicJanalysisJofJoscarisJsuumJ2020VJ[bVJeZZZffbf

539 αuantitativeJlipidomicJanalysisJofJoscarisJsuumJ2020VJ[bVJeZZZffbf

538 TheJqhallengeJofJrevelopingJaJηingleWroseJTreatmentJforJηcabiesXJTrendsVinVParasitologyVJ2019VJacVJga[Wgba6.4 14

537 vighWqualityJηchistosomaJhaematobiumJgenomeJachievedJbyJsingleWmoleculeJandJlongWrangeJ
sequencingXJGigaScienceVJ2019VJfVJ 7.6 26
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536 WholeWgenomeJsequenceJofJtheJbovineJbloodJflukeJηchistosomaJbovisJsupportsJinterspecificJ
hybridizationJwithJηXJhaematobiumXJPLoSVPathogensVJ2019VJ[cVJe[ZZec[a 7.6 27

535 vaemJpiologyJinJ–etazoanJçarasitesJWJQTheJprightJηideJofJvaemQXJTrendsVinVParasitologyVJ2019VJacVJ][aW]]c6.4 7

534
olbendazoleJresistanceJinducedJinJoncylostomaJceylanicumJisJnotJdueJtoJsingleWnucleotideJ
polymorphismsJRη—çsSJatJcodonsJ[deVJ[gfVJorJ]ZZJofJtheJbetaWtubulinJgeneVJindicatingJanotherJ
resistanceJmechanismXJParasitologyVResearchVJ2019VJ[[fVJfaeWfbg

2.4 9

533 zongWreadJsequencingJrevealsJaJbXb´ kbJtandemJrepeatJregionJinJtheJmitogenomeJofJschinococcusJ
granulosusJRsensuJstrictoSJgenotypeJu[XJParasitesVandVVectorsVJ2019VJ[]VJ]af 4 25

532 onJappraisalJofJnaturalJproductsJactiveJagainstJparasiticJnematodesJofJanimalsXJParasitesVandV
VectorsVJ2019VJ[]VJaZd 4 23

531 qomparativeJgenomeJanalysisJindicatesJhighJevolutionaryJpotentialJofJpathogenicityJgenesJinJ
qolletotrichumJtanacetiXJPLoSVONEVJ2019VJ[bVJeZ][]]bf 3.7 12

530 vighJthroughputJzqW–ηY–ηWbasedJproteomicJanalysisJofJexcretoryWsecretoryJproductsJfromJ
shortWtermJinJvitroJcultureJofJvaemonchusJcontortusXJJournalVofVProteomicsVJ2019VJ]ZbVJ[Zaaec 3.9 19

529 αuantitativeJçqβWpasedJriagnosisJofJηoilWTransmittedJvelminthJwnfectionshJtaecalJorJticklemXJTrendsV
inVParasitologyVJ2019VJacVJbg[WcZZ 6.4 28

528 rβfithJaJxavaJtoolJforJtheJanalysisJofJdiscreteJdataJfromJmultiWwellJplateJassaysXJBMCVBioinformaticsVJ
2019VJ]ZVJ]d] 3.6 3

527
çhenotypicJscreeningJofJtheJQyurzWboxQJofJchemicalsJidentifiesJtwoJcompoundsJRpzy[]eJandJvpybSJ
withJanthelminticJactivityJinJvitroJagainstJparasiticJlarvalJstagesJofJvaemonchusJcontortusXJParasitesV
andVVectorsVJ2019VJ[]VJ[g[

4 9

526 rauerJsignallingJpathwayJmodelJforJvaemonchusJcontortusXJParasitesVandVVectorsVJ2019VJ[]VJ[fe 4 16

525 TranscriptionalJalterationsJinJqaenorhabditisJelegansJfollowingJexposureJtoJanJanthelminticJ
fractionJofJtheJplantJçicriaJfelWterraeJzourXJParasitesVandVVectorsVJ2019VJ[]VJ[f[ 4 2

524 —ovelJ[W–ethylW[JvWpyrazoleWcWcarboxamideJrerivativesJwithJçotentJonthelminticJoctivityXJJournalV
ofVMedicinalVChemistryVJ2019VJd]VJaadeWaafZ 8.3 10

523 vumanJcyclosporiasisXJLancetVInfectiousVDiseasesiVTheVJ2019VJ[gVJe]]dWe]ad 25.5 32

522 qommonJworkflowJlanguageJRqWzSWbasedJsoftwareJpipelineJforJdeJnovoJgenomeJassemblyJfromJ
longWJandJshortWreadJdataXJGigaScienceVJ2019VJfVJ 7.6 12

521 sxplorationJofJextracellularJvesiclesJfromJprovidesJevidenceJofJparasiteWhostJcrossJtalkXJJournalVofV
ExtracellularVVesiclesVJ2019VJfVJ[cef[[d 16.4 42

520 –olecularJevidenceJforJdistinctJmodesJofJnutrientJacquisitionJbetweenJvisceralJandJneurotropicJ
schistosomesJofJbirdsXJScientificVReportsVJ2019VJgVJ[abe 4.9 8

519
ηelectedJ˛–WpyronesJfromJtheJplantsJqryptocaryaJnovoguineensisJRzauraceaeSJandJçiperJ
methysticumJRçiperaceaeSJwithJactivityJagainstJvaemonchusJcontortusJinJvitroXJInternationalV
JournalVforVParasitologyyVDrugsVandVDrugVResistanceVJ2019VJgVJe]Weg

4 7

(2019-2019)
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518 snterocytozoonJbieneusiJgenotypesJinJcatsJandJdogsJinJVictoriaVJoustraliaXJBMCVMicrobiologyVJ2019VJ
[gVJ[fa 4.5 14

517 vumanJtoxocariasisJWJoJlookJatJaJneglectedJdiseaseJthroughJanJepidemiologicalJQprismQXJInfectioniV
GeneticsVandVEvolutionVJ2019VJebVJ[ZbZZ] 4.5 44

516
onJsvaluationJofJ–achineJzearningJopproachesJforJtheJçredictionJofJsssentialJuenesJinJsukaryotesJ
UsingJçroteinJηequenceWrerivedJteaturesXJComputationalVandVStructuralVBiotechnologyVJournalVJ
2019VJ[eVJefcWegd

6.8 18

515 rafachronicJacidJpromotesJlarvalJdevelopmentJinJvaemonchusJcontortusJbyJmodulatingJdauerJ
signallingJandJlipidJmetabolismXJPLoSVPathogensVJ2019VJ[cVJe[ZZegdZ 7.6 19

514 ocuteJToxoplasmaJinfectionJinJpregnantJwomenJworldwidehJo´ systematicJreviewJandJmetaWanalysisXJ
PLoSVNeglectedVTropicalVDiseasesVJ2019VJ[aVJeZZZefZe 4.8 47

513 oJsuicideJinhibitorJofJnematodeJtrehaloseWdWphosphateJphosphatasesXJScientificVReportsVJ2019VJgVJ[d[dc 4.9 2

512 wdentificationJofJtromiamycalinJandJvalaminolJoJfromJoustralianJ–arineJηpongeJsxtractsJwithJ
onthelminticJoctivityJagainstXJMarineVDrugsVJ2019VJ[eVJ 6 10

511 ηomaticJproteomeJofJvaemonchusJcontortusXJInternationalVJournalVforVParasitologyVJ2019VJbgVJa[[Wa]Z 4.3 20

510 ηeroprevalenceJestimatesJforJtoxocariasisJinJpeopleJworldwidehJo´ systematicJreviewJandJ
metaWanalysisXJPLoSVNeglectedVTropicalVDiseasesVJ2019VJ[aVJeZZZefZg 4.8 49

509 oJTutW˛†JtypeJwwJreceptorJthatJassociatesJwithJdevelopmentalJtransitionJinJvaemonchusJcontortus´ inJ
vitroXJPLoSVNeglectedVTropicalVDiseasesVJ2019VJ[aVJeZZZeg[a 4.8 7

508 ηtructureWoctivityJβelationshipJηtudiesJofJTolfenpyradJβevealJηubnanomolarJwnhibitorsJofJ
vaemonchusJcontortusJrevelopmentXJJournalVofVMedicinalVChemistryVJ2019VJd]VJ[ZadW[Zca 8.3 13

507
qomparativeJbioinformaticJanalysisJsuggestsJthatJspecificJdauerWlikeJsignallingJpathwayJ
componentsJregulateJToxocaraJcanisJdevelopmentJandJmigrationJinJtheJmammalianJhostXJParasitesV
andVVectorsVJ2019VJ[]VJa]

4 14

506 TetrahydroquinoxalinesJinduceJaJlethalJeviscerationJphenotypeJinJvaemonchusJcontortusJinJvitroXJ
InternationalVJournalVforVParasitologyyVDrugsVandVDrugVResistanceVJ2019VJgVJcgWe[ 4 13

505 TranscriptomicJβesourcesJforJçarasiticJ—ematodesJofJVeterinaryJwmportanceXJTrendsVinVParasitologyVJ
2019VJacVJe]Wfb 6.4 15

504 snterocytozoonJbieneusiJuenotypesJinJqattleJonJtarmsJzocatedJwithinJaJWaterJqatchmentJoreaXJ
JournalVofVEukaryoticVMicrobiologyVJ2019VJddVJccaWccg 3.6 18

503 velminthJ–icrobiomesJWJoJviddenJTreasureJTrovemXJTrendsVinVParasitologyVJ2019VJacVJ[aW]] 6.4 22

502 çhylogeneticJrelationshipsJofJthreeJtribesJofJcloacinineJnematodesJRηtrongylidahJqhabertiidaeSJfromJ
macropodidJmarsupialsXJJournalVofVHelminthologyVJ2019VJgaVJbfdWbga 1.6 3

501 wmprovedJgenomicJresourcesJandJnewJbioinformaticJworkflowJforJtheJcarcinogenicJparasiteJ
qlonorchisJsinensishJpiotechnologicalJimplicationsXJBiotechnologyVAdvancesVJ2018VJadVJfgbWgZb 17.8 13

Robin B Gasser
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500 tirstJdetectionJandJgeneticJcharacterisationJofJsnterocytozoonJbieneusiJinJwildJdeerJinJ–elbourneQsJ
waterJcatchmentsJinJoustraliaXJParasitesVandVVectorsVJ2018VJ[[VJ] 4 31

499 –ultiplexedJTandemJçqβJR–TWçqβSJossayJUsingJtheJ–ajorJçiroplasmJηurfaceJçroteinJueneJforJtheJ
riagnosisJofJTheileriaJorientalisJwnfectionJinJqattleXJJournalVofVClinicalVMicrobiologyVJ2018VJcdVJ 9.7 3

498 çarasitesJofJtheJuiantJçandahJoJβiskJtactorJinJtheJqonservationJofJaJηpeciesXJAdvancesVinV
ParasitologyVJ2018VJggVJ[Waa 3.2 11

497 odvancesJinJkinomeJresearchJofJparasiticJwormsJWJimplicationsJforJfundamentalJresearchJandJ
appliedJbiotechnologicalJoutcomesXJBiotechnologyVAdvancesVJ2018VJadVJg[cWgab 17.8 6

496 fromJtheJnativeJoustralianJswampJratJonJemergingJzoonoticJpathogenmXJInternationalVJournalVforV
ParasitologyyVParasitesVandVWildlifeVJ2018VJeVJ[fW]d 2.6 29

495 TrehaloseJdWphosphateJphosphatasesJofJçseudomonasJaeruginosaXJFASEBVJournalVJ2018VJa]VJcbeZWcbf] 0.9 9

494 ηerineYthreonineJproteinJphosphataseJ[JRçç[SJcontrolsJgrowthJandJreproductionJinJηchistosomaJ
japonicumXJFASEBVJournalVJ2018VJa]VJfj]Z[fZZe]cβ 0.9 6

493 —ewJoperationalJtaxonomicJunitsJofJsnterocytozoonJinJthreeJmarsupialJspeciesXJParasitesVandV
VectorsVJ2018VJ[[VJae[ 4 16

492 ToxocaraJeggsJinJpublicJplacesJworldwideJWJoJsystematicJreviewJandJmetaWanalysisXJEnvironmentalV
PollutionVJ2018VJ]b]VJ[bdeW[bec 9.3 68

491 wmprovedJstrategyJforJtheJcurationJandJclassificationJofJkinasesVJwithJbroadJapplicabilityJtoJotherJ
eukaryoticJproteinJgroupsXJScientificVReportsVJ2018VJfVJdfZf 4.9 8

490 TheJsmallJβ—oJcomplementJofJadultJηchistosomaJhaematobiumXJPLoSVNeglectedVTropicalVDiseasesVJ
2018VJ[]VJeZZZdcac 4.8 10

489 snterocytozoonJbieneusiJgenotypesJinJpeopleJwithJgastrointestinalJdisordersJinJαueenslandJandJ
WesternJoustraliaXJInfectioniVGeneticsVandVEvolutionVJ2018VJdcVJ]gaW]gg 4.5 16

488
TheJbenefitsJofJanalysingJcompleteJmitochondrialJgenomeshJreepJinsightsJintoJtheJphylogenyJandJ
populationJstructureJofJschinococcusJgranulosusJsensuJlatoJgenotypesJudJandJueXJInfectioniV
GeneticsVandVEvolutionVJ2018VJdbVJfcWgb

4.5 39

487  pisthorchisJviverriniJrraftJuenomeJWJpiomedicalJwmplicationsJandJtutureJovenuesXJAdvancesVinV
ParasitologyVJ2018VJ[Z[VJ[]cW[bf 3.2 3

486 qlonorchisJsinensisJandJqlonorchiasishJTheJβelevanceJofJsxploringJueneticJVariationXJAdvancesVinV
ParasitologyVJ2018VJ[ZZVJ[ccW]Zf 3.2 11

485 çroteomicJidentificationJofJgalectinW[[JandJ[bJligandsJfromXJPeerJVJ2018VJdVJebc[Z 3.1 5

484 vumanJtoxocariasisXJLancetVInfectiousVDiseasesiVTheVJ2018VJ[fVJe[bWe]b 25.5 179

483 WorkingJtowardsJ—ewJrrugsJagainstJçarasiticJWormsJinJaJçublicWrevelopmentJçartnershipXJTrendsV
inVParasitologyVJ2018VJabVJbWd 6.4 15

(2018-2018)
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482 UsingJçqβWpasedJηequencingJtoJriagnoseJvaycocknemaJperplexumJwnfectionJinJvumanJ–yositisJ
qaseVJoustraliaXJEmergingVInfectiousVDiseasesVJ2018VJ]bVJ]adfW]aeZ 10.2 3

481  ptimizationJofJ—ovelJ[W–ethylW[JvWçyrazoleWcWcarboxamidesJzeadsJtoJvighJçotencyJzarvalJ
revelopmentJwnhibitorsJofJtheJparberQsJçoleJWormXJJournalVofVMedicinalVChemistryVJ2018VJd[VJ[ZfecW[Zfgb8.3 18

480 wnteractiveJonlineJapplicationJforJtheJpredictionVJrankingJandJprioritisationJofJdrugJtargetsJinJ
ηchistosomaJhaematobiumXJParasitesVandVVectorsVJ2018VJ[[VJdZc 4

479 oJTutW˛†JtypeJwJreceptorWlikeJmoleculeJwithJaJkeyJfunctionalJroleJinJvaemonchusJcontortusJ
developmentXJInternationalVJournalVforVParasitologyVJ2018VJbfVJ[Z]aW[Zaa 4.3 11

478
çqβWcoupledJsequencingJachievesJspecificJdiagnosisJofJonchocerciasisJinJaJchallengingJclinicalJcaseVJ
toJunderpinJeffectiveJtreatmentJandJclinicalJmanagementXJInfectioniVGeneticsVandVEvolutionVJ2018VJ
ddVJ[g]W[gb

4.5 2

477 –olecularJinvestigationJofJqryptosporidiumJinJfarmedJchickensJinJvubeiJçrovinceVJqhinaVJidentifiesJ
QzoonoticQJsubtypesJofJqXJmeleagridisXJParasitesVandVVectorsVJ2018VJ[[VJbfb 4 21

476 tirstJcrossWsectionalVJmolecularJepidemiologicalJsurveyJofJqryptosporidiumVJuiardiaJandJ
snterocytozoonJinJalpacaJRVicugnaJpacosSJinJoustraliaXJParasitesVandVVectorsVJ2018VJ[[VJbgf 4 18

475 TheJdevelopmentalJlipidomeJofJvaemonchusJcontortusXJInternationalVJournalVforVParasitologyVJ2018VJ
bfVJffeWfgc 4.3 16

474 –olecularJalterationsJduringJlarvalJdevelopmentJofJvaemonchusJcontortusJinJvitroJareJunderJtightJ
postWtranscriptionalJcontrolXJInternationalVJournalVforVParasitologyVJ2018VJbfVJedaWee] 4.3 19

473 ulobalJphylogeographyJandJgeneticJdiversityJofJtheJzoonoticJtapewormJschinococcusJgranulosusJ
sensuJstrictoJgenotypeJu[XJInternationalVJournalVforVParasitologyVJ2018VJbfVJe]gWeb] 4.3 54

472 orylpyrroleJandJfipronilJanaloguesJthatJinhibitJtheJmotilityJandYorJdevelopmentJofJvaemonchusJ
contortusJinJvitroXJInternationalVJournalVforVParasitologyyVDrugsVandVDrugVResistanceVJ2018VJfVJaegWafc 4 7

471 ristinguishingJschinococcusJgranulosusJsensuJstrictoJgenotypesJu[JandJuaJwithJconfidencehJoJ
practicalJguideXJInfectioniVGeneticsVandVEvolutionVJ2018VJdbVJ[efW[fb 4.5 33

470 uenomicsJofJwormsVJwithJanJemphasisJonJ pisthorchisJviverriniJWJopportunitiesJforJfundamentalJ
discoveryJandJbiomedicalJoutcomesXJParasitologyVInternationalVJ2017VJddVJab[Wabc 2.1 7

469 onJoutbreakJofJorientalJtheileriosisJinJdairyJcattleJimportedJtoJVietnamJfromJoustraliaXJParasitologyVJ
2017VJ[bbVJeafWebd 2.7 18

468 –itochondrialJgenomicJcomparisonJofJqlonorchisJsinensisJfromJηouthJyoreaJwithJotherJisolatesJofJ
thisJspeciesXJInfectioniVGeneticsVandVEvolutionVJ2017VJc[VJ[dZW[dd 4.5 9

467 çrobingJfunctionJandJstructureJofJtrehaloseWdWphosphateJphosphatasesJfromJpathogenicJorganismsJ
suggestsJdistinctJmolecularJgroupingsXJFASEBVJournalVJ2017VJa[VJg]ZWg]d 0.9 9

466 –itochondrialJgenomesJofJtwoJpabesiaJtaxaJfromJsheepJinJqhinaJasJaJfoundationJforJpopulationJ
geneticJandJepidemiologicalJinvestigationsXJInfectioniVGeneticsVandVEvolutionVJ2017VJbeVJc[Wcc 4.5 5

465
ηcreeningJofJtheJQ penJηcaffoldsQJcollectionJfromJqompoundsJoustraliaJidentifiesJaJnewJchemicalJ
entityJwithJanthelminticJactivitiesJagainstJdifferentJdevelopmentalJstagesJofJtheJbarberQsJpoleJ
wormJandJotherJparasiticJnematodesXJInternationalVJournalVforVParasitologyyVDrugsVandVDrugV
ResistanceVJ2017VJeVJ]fdW]gb

4 26
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464 WhipwormJkinomesJreflectJaJuniqueJbiologyJandJadaptationJtoJtheJhostJanimalXJInternationalV
JournalVforVParasitologyVJ2017VJbeVJfceWfdd 4.3 9

463 tirstJsurveyJofJqryptosporidiumVJuiardiaJandJsnterocytozoonJinJdiarrhoeicJchildrenJfromJWuhanVJ
qhinaXJInfectioniVGeneticsVandVEvolutionVJ2017VJc[VJ[]eW[a[ 4.5 35

462
wnadequateJrifferentiationJofJTheileriaJorientalisJuenotypesJbuffeliJandJikedaJinJaJ–ultiplexedJ
TandemJçqβJR–TWçqβSJossayJUsingJtheJp]aJueneJasJaJ–arkerXJJournalVofVClinicalVMicrobiologyVJ2017VJ
ccVJdb[Wdbb

9.7 3

461 TheJapicoplastJgenomesJofJtwoJtaxonomicJunitsJofJpabesiaJfromJsheepXJVeterinaryVParasitologyVJ
2017VJ]aaVJ[]aW[]f 2.8 5

460 oscarisJphylogenyJbasedJonJmultipleJwholeJmtr—oJgenomesXJInfectioniVGeneticsVandVEvolutionVJ
2017VJbfVJbWg 4.5 10

459 oJcommunalJcatalogueJrevealsJsarthQsJmultiscaleJmicrobialJdiversityXJNatureVJ2017VJcc[VJbceWbda 50.4 1076

458 –olecularJandJimmunologicalJcharacterisationJofJtropomyosinJfromJonisakisJpegreffiiXJParasitologyV
ResearchVJ2017VJ[[dVJa]g[WaaZ[ 2.4 8

457 ηcreeningJofJtheJQηtasisJpoxQJidentifiesJtwoJkinaseJinhibitorsJunderJpharmaceuticalJdevelopmentJ
withJactivityJagainstJvaemonchusJcontortusXJParasitesVandVVectorsVJ2017VJ[ZVJa]a 4 16

456 UseJofJaJbioinformaticWassistedJprimerJdesignJstrategyJtoJestablishJaJnewJnestedJçqβWbasedJ
methodJforJqryptosporidiumXJParasitesVandVVectorsVJ2017VJ[ZVJcZg 4 13

455 –olecularJinvestigationJofJqryptosporidiumJandJuiardiaJinJpreWJandJpostWweanedJcalvesJinJvubeiJ
çrovinceVJqhinaXJParasitesVandVVectorsVJ2017VJ[ZVJc[g 4 25

454 TheJβw JproteinJkinaseWencodingJgeneJηjWriokW]JisJinvolvedJinJkeyJreproductiveJprocessesJinJ
ηchistosomaJjaponicumXJParasitesVandVVectorsVJ2017VJ[ZVJdZb 4 6

453 TheJpattleJogainstJtlystrikeJWJçastJβesearchJandJ—ewJçrospectsJThroughJuenomicsXJAdvancesVinV
ParasitologyVJ2017VJgfVJ]]eW]f[ 3.2 4

452 ηtructuralJandJdevelopmentalJexpressionJofJηsWriokW]VJanJβw JproteinJkinaseJencodingJgeneJofJ
ηtrongyloidesJstercoralisXJScientificVReportsVJ2017VJeVJfdga 4.9 4

451 ηpeciationJinJtheJgenusJqloacinaJR—ematodahJηtrongylidaShJspeciesJflocksJandJintraWhostJspeciationXJ
ParasitologyVJ2017VJ[bbVJ[f]fW[fbZ 2.7 8

450 snzymeJcharacteristicsJofJpathogenWspecificJtrehaloseWdWphosphateJphosphatasesXJScientificVReports
VJ2017VJeVJ]Z[c 4.9 11

449 tunctionalJgenomicJexplorationJrevealsJthatJηsWβw yW[JisJessentialJforJtheJdevelopmentJandJ
survivalJofJηtrongyloidesJstercoralisJlarvaeXJInternationalVJournalVforVParasitologyVJ2017VJbeVJgaaWgbZ 4.3 3

448 ueneticJdiversityJinJtheJqWterminusJofJmerozoiteJsurfaceJproteinJ[JamongJçlasmodiumJknowlesiJ
isolatesJfromJηelangorJandJηabahJporneoVJ–alaysiaXJInfectioniVGeneticsVandVEvolutionVJ2017VJcbVJagWbd 4.5 13

447 reguelinJexertsJpotentJnematocidalJactivityJtheJmitochondrialJrespiratoryJchainXJFASEBVJournalVJ
2017VJa[VJbc[cWbca] 0.9 14

(2017-2017)
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446 ηcreeningJofJaJsmallVJwellWcuratedJnaturalJproductWbasedJlibraryJidentifiesJtwoJrotenoidsJwithJ
potentJnematocidalJactivityJagainstJvaemonchusJcontortusXJVeterinaryVParasitologyVJ2017VJ]bbVJ[e]W[ec 2.8 13

445 çhylogeneticJanalysisJofJtheJoustralasianJparalysisJticksJandJtheirJrelativesJRwxodidaehJwxodeshJ
ηternalixodesSXJParasitesVandVVectorsVJ2017VJ[ZVJ[]] 4 13

444 ossessingJtheJanthelminticJactivityJofJpyrazoleWcWcarboxamideJderivativesJagainstJvaemonchusJ
contortusXJParasitesVandVVectorsVJ2017VJ[ZVJ]e] 4 20

443 qomparativeJtranscriptomicJanalysesJofJmaleJandJfemaleJadultJToxocaraJcanisXJGeneVJ2017VJdZZVJfcWfg 3.8 12

442
ossessingJtheJperformanceJofJmultiplexedJtandemJçqβJforJtheJdiagnosisJofJpathogenicJgenotypesJ
ofJTheileriaJorientalisJusingJpooledJbloodJsamplesJfromJcattleXJMolecularVandVCellularVProbesVJ2017VJ
a[VJeZWec

3.3 7

441 çredominanceJofJηtreptococcusJsuisJηT[JandJηTeJinJhumanJcasesJinJqhinaVJandJdetectionJofJaJnovelJ
sequenceJtypeVJηTdcfXJVirulenceVJ2017VJfVJ[Za[W[Zac 4.7 9

440 –olecularJcharacterisationJofJTheileriaJorientalisJinJimportedJandJnativeJbovinesJfromJçakistanXJ
InfectioniVGeneticsVandVEvolutionVJ2017VJbeVJ[gW]c 4.5 19

439 opplicationJofJçqβWpasedJToolsJtoJsxploreJηtrongyloidesJwnfectionJinJçeopleJinJçartsJofJ—orthernJ
oustraliaXJTropicalVMedicineVandVInfectiousVDiseaseVJ2017VJ]VJ 3.5 9

438 TranscriptomicsJwndicatesJoctiveJandJçassiveJ–etronidazoleJβesistanceJ–echanismsJinJThreeJ
ηeminalJzinesXJFrontiersVinVMicrobiologyVJ2017VJfVJagf 5.7 26

437 TrehaloseWdWphosphateJphosphataseJasJaJbroadWspectrumJtherapeuticJtargetJagainstJeukaryoticJandJ
prokaryoticJpathogensXJEmergingVTopicsVinVLifeVSciencesVJ2017VJ[VJdecWdfa 3.5 4

436 oJperspectiveJonJgenomicWguidedJanthelminticJdiscoveryJandJrepurposingJusingJvaemonchusJ
contortusXJInfectioniVGeneticsVandVEvolutionVJ2016VJbZVJadfWaea 4.5 13

435 wsJqryptosporidiumJfromJtheJcommonJwombatJRVombatusJursinusSJaJnewJspeciesJandJdistinctJfromJ
qryptosporidiumJubiquitummXJInfectioniVGeneticsVandVEvolutionVJ2016VJbbVJ]fWaa 4.5 5

434 –etabolicJprofilingJandJin´ vitroJassessmentJofJanthelminticJfractionsJofJçicriaJfelWterraeJzourXJ
InternationalVJournalVforVParasitologyyVDrugsVandVDrugVResistanceVJ2016VJdVJ[e[W[ef 4 15

433 UnderstandingJvaemonchusJcontortusJpetterJThroughJuenomicsJandJTranscriptomicsXJAdvancesVinV
ParasitologyVJ2016VJgaVJc[gWde 3.2 28

432 uenomicJresourcesJforJaJuniqueVJlowWvirulenceJpabesiaJtaxonJfromJqhinaXJParasitesVandVVectorsVJ
2016VJgVJcdb 4 10

431 ossessmentJofJtheJnematocidalJactivityJofJmetallocenylJanaloguesJofJmonepantelXJDaltonV
TransactionsVJ2016VJbcVJ[edd]W[ede[ 4.3 8

430 –icroβ—osJofJToxocaraJcanisJandJtheirJpredictedJfunctionalJrolesXJParasitesVandVVectorsVJ2016VJgVJ]]g 4 20

429 βecentJodvancesJinJslucidatingJ—ematodeJ–oultingJWJçrospectsJofJUsingJ esophagostomumJ
dentatumJasJaJ–odelXJAdvancesVinVParasitologyVJ2016VJg[VJ]aaWdb 3.2 5
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428 –oreJparasiticJmyositisJcasesJinJhumansJinJoustraliaVJandJtheJdefinitionJofJgeneticJmarkersJforJtheJ
causativeJagentsJasJaJbasisJforJmolecularJdiagnosisXJInfectioniVGeneticsVandVEvolutionVJ2016VJbbVJdgWec 4.5 2

427 qryptosporidiumJandJuiardiaJtaxaJinJfaecalJsamplesJfromJanimalsJinJcatchmentsJsupplyingJtheJcityJ
ofJ–elbourneJwithJdrinkingJwaterJR]Z[[JtoJ]Z[cSXJParasitesVandVVectorsVJ2016VJgVJa[c 4 39

426
çhylogeneticJrelationshipsJofJspeciesJofJtheJoesophagealJparasiticJnematodeJgeneraJ
qyclostrongylusJandJηpirostrongylusJRηtrongyloideahJqhabertiidaehJqloacininaeSJwithJtheirJwallabyJ
hostsJR–arsupialiahJ–acropodidaeSXJMolecularVandVCellularVProbesVJ2016VJaZVJgaWg

3.3 4

425
retectionJofJcrypticJspeciesJofJβugopharynxJR—ematodahJηtrongylidaSJfromJtheJstomachsJofJ
oustralianJmacropodidJmarsupialsXJInternationalVJournalVforVParasitologyyVParasitesVandVWildlifeVJ
2016VJcVJ[]bWaa

2.6 12

424 βeconstructionJofJtheJinsulinWlikeJsignallingJpathwayJofJvaemonchusJcontortusXJParasitesVandV
VectorsVJ2016VJgVJdb 4 11

423 –olecularJcharacterizationJofJtheJvaemonchusJcontortusJphosphoinositideWdependentJproteinJ
kinaseW[JgeneJRvcWpdkW[SXJParasitesVandVVectorsVJ2016VJgVJdc 4 9

422 çipelineJforJtheJidentificationJandJclassificationJofJionJchannelsJinJparasiticJflatwormsXJParasitesVandV
VectorsVJ2016VJgVJ[cc 4 3

421 –olecularJanalysisJofJqryptosporidiumJfromJcattleJfromJfiveJstatesJofJçeninsularJ–alaysiaXJ
MolecularVandVCellularVProbesVJ2016VJaZVJagWba 3.3 6

420 çracticalJandJlowJcostJwholeWorganismJmotilityJassayhJoJstepWbyWstepJprotocolXJMolecularVandV
CellularVProbesVJ2016VJaZVJ[aWe 3.3 23

419 çhylogenomicJandJbiogeographicJreconstructionJofJtheJTrichinellaJcomplexXJNatureV
CommunicationsVJ2016VJeVJ[Zc[a 17.4 81

418 –akingJsenseJofJgenomesJofJparasiticJwormshJTacklingJbioinformaticJchallengesXJBiotechnologyV
AdvancesVJ2016VJabVJddaWdfd 17.8 27

417 ToxocaraJmalaysiensisJinfectionJinJdomesticJcatsJinJVietnamWWonJemergingJzoonoticJissuemXJ
InfectioniVGeneticsVandVEvolutionVJ2016VJaeVJgbWf 4.5 15

416 TheJcomplementJofJfamilyJ–[JaminopeptidasesJofJvaemonchusJcontortusWWpiotechnologicalJ
implicationsXJBiotechnologyVAdvancesVJ2016VJabVJdcWed 17.8 6

415
qomparativeJTranscriptomicJsxplorationJβevealsJUniqueJ–olecularJodaptationsJofJ
—europathogenicJTrichobilharziaJtoJwnvadeJandJçarasitizeJwtsJovianJrefinitiveJvostXJPLoSVNeglectedV
TropicalVDiseasesVJ2016VJ[ZVJeZZZbbZd

4.8 16

414 TimeWqourseJηtudyJofJtheJTranscriptomeJofJçeripheralJploodJ–ononuclearJqellsJRçp–qsSJfromJ
ηheepJwnfectedJwithJtasciolaJhepaticaXJPLoSVONEVJ2016VJ[[VJeZ[cg[gb 3.7 24

413 varnessingJtheJToxocaraJuenomeJtoJUnderpinJToxocariasisJβesearchJandJ—ewJwnterventionsXJ
AdvancesVinVParasitologyVJ2016VJg[VJfeW[[Z 3.2 19

412 –itochondrialJçhylogenomicsJyieldsJηtronglyJηupportedJvypothesesJforJoscaridomorphJ
—ematodesXJScientificVReportsVJ2016VJdVJag]bf 4.9 17

411 rictyocaulusJviviparusJgenomeVJvariomeJandJtranscriptomeJelucidateJlungwormJbiologyJandJ
supportJfutureJinterventionXJScientificVReportsVJ2016VJdVJ]Za[d 4.9 17

(2016-2016)
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410 onalysesJofJqompactJTrichinellaJyinomesJβevealJaJ– ηWzikeJçroteinJyinaseJwithJaJUniqueJ
—WTerminalJromainXJGryVGenesiVGenomesiVGeneticsVJ2016VJdVJ]fbeWcd 3.2 5

409 çopulationJstructureJofJvaemonchusJcontortusJfromJsevenJgeographicalJregionsJinJqhinaVJ
determinedJonJtheJbasisJofJmicrosatelliteJmarkersXJParasitesVandVVectorsVJ2016VJgVJcfd 4 10

408 qoçJproteinJsuperfamilyJmembersJinJToxocaraJcanisXJParasitesVandVVectorsVJ2016VJgVJadZ 4 5

407 –olecularJcharacterizationJofJTheileriaJorientalisJfromJcattleJinJsthiopiaXJTicksVandVTickkborneV
DiseasesVJ2016VJeVJeb]Webe 3.6 22

406 oJblowJtoJtheJflyJWJzuciliaJcuprinaJdraftJgenomeJandJtranscriptomeJtoJsupportJadvancesJinJbiologyJ
andJbiotechnologyXJBiotechnologyVAdvancesVJ2016VJabVJdZcWd]Z 17.8 20

405 onthelminticJactivityJofJselectedJethnoWmedicinalJplantJextractsJonJparasiticJstagesJofJvaemonchusJ
contortusXJParasitesVandVVectorsVJ2016VJgVJ[fe 4 28

404 qanJ—ewJrigitalJTechnologiesJηupportJçarasitologyJTeachingJandJzearningmXJTrendsVinVParasitologyVJ
2016VJa]VJc]]WcaZ 6.4 14

403 tirstJsurveyJofJparasiticJhelminthsJofJgoatsJalongJtheJvanJβiverJinJvubeiJçrovinceVJqhinaXJActaV
ParasitologicaVJ2016VJd[VJdZ]Wd 1.7 7

402
TwoJbenzimidazoleJresistanceWassociatedJη—çsJinJtheJisotypeW[J˛†WtubulinJgeneJpredominateJinJ
vaemonchusJcontortusJpopulationsJfromJeightJregionsJinJqhinaXJInternationalVJournalVforV
ParasitologyyVDrugsVandVDrugVResistanceVJ2016VJdVJ[ggW]Zd

4 21

401 çharyngostrongylusJthylogaleJnXJspXJR—ematodahJηtrongylidaSJfromJtheJstomachsJofJmacropodidJ
marsupialsJdefinedJbyJmorphologicalJandJmolecularJcriteriaXJSystematicVParasitologyVJ2016VJgaVJebgWdZ 1 4

400 ηynthesisVJqharacterizationVJandJpiologicalJoctivityJofJterrocenylJonaloguesJofJtheJonthelminticJ
rrugJ–onepantelXJOrganometallicsVJ2016VJacVJaadgWaaee 3.8 20

399
ηcreeningJofJtheJQçathogenJpoxQJidentifiesJanJapprovedJpesticideJwithJmajorJanthelminticJactivityJ
againstJtheJbarberQsJpoleJwormXJInternationalVJournalVforVParasitologyyVDrugsVandVDrugVResistanceVJ
2016VJdVJa]gWaab

4 48

398
–olecularJcharacterizationJofJspeciesJofJqloacinaJRηtrongyloideahJqloacininaeSJfromJtheJcommonJ
wallarooVJ–acropusJrobustusJR–arsupialiahJ–acropodidaeSJinJoustraliaXJInfectioniVGeneticsVandV
EvolutionVJ2016VJbbVJ]bcW]ca

4.5 3

397  rganometallicJrerivatizationJofJtheJ—ematocidalJrrugJ–onepantelJzeadsJtoJçromisingJ
ontiparasiticJrrugJqandidatesXJChemistryVkVAVEuropeanVJournalVJ2016VJ]]VJ[ddZ]W[dd[] 4.8 17

396 ηelenopheneJandJthiopheneWcoreJestrogenJreceptorJligandsJthatJinhibitJmotilityJandJdevelopmentJ
ofJparasiticJstagesJofJvaemonchusJcontortusXJParasitesVandVVectorsVJ2016VJgVJabd 4 7

395 rivergentJTranscriptionalJβesponsesJtoJçhysiologicalJandJXenobioticJηtressJinJuiardiaJduodenalisXJ
AntimicrobialVAgentsVandVChemotherapyVJ2016VJdZVJdZabWbc 5.9 13

394 –ultiplexJçqβJforJtheJdetectionJandJquantificationJofJzoonoticJtaxaJofJuiardiaVJqryptosporidiumJ
andJToxoplasmaJinJwastewaterJandJmusselsXJMolecularVandVCellularVProbesVJ2015VJ]gVJ[]]Wc 3.3 35

393 ueneticJblueprintJofJtheJzoonoticJpathogenJToxocaraJcanisXJNatureVCommunicationsVJ2015VJdVJd[bc 17.4 77

Robin B Gasser
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392 TheJbarberQsJpoleJwormJqoçJproteinJsuperfamilyWWoJbasisJforJfundamentalJdiscoveryJandJ
biotechnologyJadvancesXJBiotechnologyVAdvancesVJ2015VJaaVJ[ebbWcb 17.8 12

391 qrackingJtheJnoduleJwormJcodeJadvancesJknowledgeJofJparasiteJbiologyJandJbiotechnologyJtoJ
tackleJmajorJdiseasesJofJlivestockXJBiotechnologyVAdvancesVJ2015VJaaVJgfZWg[ 17.8 18

390
–olecularJdetectionJofJqyclosporaJinJwaterVJsoilVJvegetablesJandJhumansJinJsouthernJwtalyJsignalsJaJ
needJforJimprovedJmonitoringJbyJhealthJauthoritiesXJInternationalVJournalVofVFoodVMicrobiologyVJ
2015VJ][[VJgcW[ZZ

5.8 29

389 rrugJresistanceJinJuiardiaJduodenalisXJBiotechnologyVAdvancesVJ2015VJaaVJfffWgZ[ 17.8 73

388 zowJcostJwholeWorganismJscreeningJofJcompoundsJforJanthelminticJactivityXJInternationalVJournalV
forVParasitologyVJ2015VJbcVJaaaWba 4.3 81

387 oJperspectiveJonJqryptosporidiumJandJuiardiaVJwithJanJemphasisJonJbovinesJandJrecentJ
epidemiologicalJfindingsXJAdvancesVinVParasitologyVJ2015VJffVJ]baWaZ[ 3.2 40

386 UseJofJmultiplexedJtandemJçqβJtoJestimateJtheJprevalenceJandJintensityJofJTheileriaJorientalisJ
infectionsJinJcattleXJInfectioniVGeneticsVandVEvolutionVJ2015VJa]VJdfWea 4.5 8

385 TranscriptionalJanalysisJidentifiesJkeyJgenesJinvolvedJinJmetabolismVJfibrosisYtissueJrepairJandJtheJ
immuneJresponseJagainstJtasciolaJhepaticaJinJsheepJliverXJParasitesVandVVectorsVJ2015VJfVJ[]b 4 32

384 –itochondrialJgenomeJofJvypoderaeumJconoideumJWJcomparisonJwithJselectedJtrematodesXJ
ParasitesVandVVectorsVJ2015VJfVJge 4 25

383 qomparisonJofJtheJperformanceJofJthreeJçqβJassaysJforJtheJdetectionJandJdifferentiationJofJ
TheileriaJorientalisJgenotypesXJParasitesVandVVectorsVJ2015VJfVJ[g] 4 17

382 çrospectsJforJVectorWpasedJueneJηilencingJtoJsxploreJwmmunobiologicalJteaturesJofJηchistosomaJ
mansoniXJAdvancesVinVParasitologyVJ2015VJffVJfcW[]] 3.2 7

381 ynockingJdownJschistosomesJWJpromiseJforJlentiviralJtransductionJinJparasitesXJTrendsVinV
ParasitologyVJ2015VJa[VJa]bWa] 6.4 16

380 zuciliaJcuprinaJgenomeJunlocksJparasiticJflyJbiologyJtoJunderpinJfutureJinterventionsXJNatureV
CommunicationsVJ2015VJdVJeabb 17.4 51

379 ueneticJanalysisJofJuiardiaJandJqryptosporidiumJfromJpeopleJinJ—orthernJoustraliaJusingJ
çqβWbasedJtoolsXJInfectioniVGeneticsVandVEvolutionVJ2015VJadVJafgWagc 4.5 22

378 TheJphylogeneticJrelationshipsJofJendemicJoustralasianJtrichostrongylinJfamiliesJR—ematodahJ
ηtrongylidaSJparasiticJinJmarsupialsJandJmonotremesXJParasitologyVResearchVJ2015VJ[[bVJaddcWea 2.4 6

377
çrobingJofJaJhumanJproteomeJmicroarrayJwithJaJrecombinantJpathogenJproteinJrevealsJaJnovelJ
mechanismJbyJwhichJhookwormsJsuppressJpWcellJreceptorJsignalingXJJournalVofVInfectiousVDiseasesVJ
2015VJ][[VJb[dW]c

7 31

376 ηemiquantitativeJmultiplexedJtandemJçqβJforJdetectionJandJdifferentiationJofJfourJTheileriaJ
orientalisJgenotypesJinJcattleXJJournalVofVClinicalVMicrobiologyVJ2015VJcaVJegWfe 9.7 24

375 sxploringJmolecularJvariationJinJηchistosomaJjaponicumJinJqhinaXJScientificVReportsVJ2015VJcVJ[eabc 4.9 19

(2015-2015)
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374 refiningJtheJηchistosomaJhaematobiumJkinomeJenablesJtheJpredictionJofJessentialJkinasesJasJ
antiWschistosomeJdrugJtargetsXJScientificVReportsVJ2015VJcVJ[eecg 4.9 32

373 oJpracticalJxavaJtoolJforJsmallWmoleculeJcompoundJappraisalXJJournalVofVCheminformaticsVJ2015VJeVJ]f 8.6 7

372 TickWborneJdiseasesJofJbovinesJinJçakistanhJmajorJscopeJforJfutureJresearchJandJimprovedJcontrolXJ
ParasitesVandVVectorsVJ2015VJfVJ]fa 4 70

371 TheJvaemonchusJcontortusJkinomeWWaJresourceJforJfundamentalJmolecularJinvestigationsJandJdrugJ
discoveryXJParasitesVandVVectorsVJ2015VJfVJd]a 4 12

370 retectionJofJqyclosporaJinJcaptiveJchimpanzeesJandJmacaquesJbyJaJquantitativeJçqβWbasedJ
mutationJscanningJapproachXJParasitesVandVVectorsVJ2015VJfVJ]eb 4 15

369 TimeWrependentJTranscriptionalJqhangesJinJoxenicJuiardiaJduodenalisJTrophozoitesXJPLoSV
NeglectedVTropicalVDiseasesVJ2015VJgVJeZZZb]d[ 4.8 12

368 wnvestigatingJtheJfirstJoutbreakJofJorientalJtheileriosisJinJcattleJinJηouthJoustraliaJusingJmultiplexedJ
tandemJçqβJR–TWçqβSXJTicksVandVTickkborneVDiseasesVJ2015VJdVJcebWf 3.6 11

367 tirstJhumanJcaseJofJfatalJvalicephalobusJgingivalisJmeningoencephalitisJinJoustraliaXJJournalVofV
ClinicalVMicrobiologyVJ2015VJcaVJ[edfWeb 9.7 13

366 ossessmentJofJsequenceJvariabilityJinJaJp]aJgeneJregionJwithinJandJamongJthreeJgenotypesJofJtheJ
TheileriaJorientalisJcomplexJfromJsouthWeasternJoustraliaXJTicksVandVTickkborneVDiseasesVJ2015VJdVJ[]aWf 3.6 9

365 —ewJresearchJtoolsJforJurogenitalJschistosomiasisXJJournalVofVInfectiousVDiseasesVJ2015VJ][[VJfd[Wg 7 19

364 –itochondrialJuenomeJonalysesJηuggestJ–ultipleJTrichurisJηpeciesJinJvumansVJpaboonsVJandJçigsJ
fromJrifferentJueographicalJβegionsXJPLoSVNeglectedVTropicalVDiseasesVJ2015VJgVJeZZZbZcg 4.8 31

363 wnvestigatingJtheJroleJofJβw JproteinJkinasesJinJqaenorhabditisJelegansXJPLoSVONEVJ2015VJ[ZVJeZ[[ebbb 3.7 7

362 ηequencingJandJannotationJofJmitochondrialJgenomesJfromJindividualJparasiticJhelminthsXJMethodsV
inVMolecularVBiologyVJ2015VJ[]Z[VJc[Wda 1.4 5

361 oJrealWtimeJçqβJassayJforJtheJdiagnosisJofJgastrointestinalJnematodeJinfectionsJofJsmallJruminantsXJ
MethodsVinVMolecularVBiologyVJ2015VJ[]beVJ[bcWc] 1.4 6

360 wmpactJofJnextWgenerationJtechnologiesJonJexploringJsocioeconomicallyJimportantJparasitesJandJ
developingJnewJinterventionsXJMethodsVinVMolecularVBiologyVJ2015VJ[]beVJbaeWeb 1.4 9

359 tlatwormsJhaveJlostJtheJrightJopenJreadingJframeJkinaseJaJgeneJduringJevolutionXJScientificVReportsVJ
2015VJcVJgb[e 4.9 6

358 uenomeJofJtheJhumanJhookwormJ—ecatorJamericanusXJNatureVGeneticsVJ2014VJbdVJ]d[W]dg 36.3 139

357  rientalJtheileriosisJinJdairyJcowsJcausesJaJsignificantJmilkJproductionJlossXJParasitesVandVVectorsVJ
2014VJeVJea 4 49
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356
onalysisJofJtheJtranscriptomeJofJadultJrictyocaulusJfilariaJandJcomparisonJwithJrictyocaulusJ
viviparusVJwithJaJfocusJonJmoleculesJinvolvedJinJhostWparasiteJinteractionsXJInternationalVJournalVforV
ParasitologyVJ2014VJbbVJ]c[Wd[

4.3 4

355 uiardiaYgiardiasisJWJaJperspectiveJonJdiagnosticJandJanalyticalJtoolsXJBiotechnologyVAdvancesVJ2014VJ
a]VJ]fZWg 17.8 62

354 çrobingJtheJequatorialJgrooveJofJtheJhookwormJproteinJandJvaccineJcandidateJantigenVJ—aWoηçW]XJ
InternationalVJournalVofVBiochemistryVandVCellVBiologyVJ2014VJcZVJ[bdWcc 5.6 16

353
qryptosporidiumJparvumJgenotypeJwwaJandJuiardiaJduodenalisJassemblageJoJinJ–ytilusJ
galloprovincialisJonJsaleJatJlocalJfoodJmarketsXJInternationalVJournalVofVFoodVMicrobiologyVJ2014VJ
[e[VJd]We

5.8 25

352 –itochondrialJgenomesJofJonisakisJsimplexJandJqontracaecumJosculatumJRsensuJ
strictoSWWcomparisonsJwithJselectedJnematodesXJInfectioniVGeneticsVandVEvolutionVJ2014VJ][VJbc]Wd] 4.5 20

351 opoptosisJinJschistosomeshJtowardJnovelJtargetsJforJtheJtreatmentJofJschistosomiasisXJTrendsVinV
ParasitologyVJ2014VJaZVJecWfb 6.4 23

350 ueneticJvariationJwithinJandJamongJspeciesJofJqloacinaJRηtrongyloideahJqloacinineSJfromJtheJswampJ
wallabyVJWallabiaJbicolorJR–arsupialiahJ–acropodidaeSXJInfectioniVGeneticsVandVEvolutionVJ2014VJ]fVJ]d[Wg 4.5 8

349 çresidentQsJmessageXJInternationalVJournalVforVParasitologyVJ2014VJbbVJfbe 4.3

348 riversityJinJparasiticJhelminthsJofJoustralasianJmarsupialsJandJmonotremeshJaJmolecularJ
perspectiveXJInternationalVJournalVforVParasitologyVJ2014VJbbVJfcgWdb 4.3 12

347 riscoveryJofJacrylonitrileWbasedJsmallJmoleculesJactiveJagainstJvaemonchusJcontortusXJ
MedChemCommVJ2014VJcVJ[cgW[db 5 11

346 uenomeJandJtranscriptomeJofJtheJporcineJwhipwormJTrichurisJsuisXJNatureVGeneticsVJ2014VJbdVJeZ[Wd 36.3 77

345 çroteomicsJelucidatesJkeyJmoleculesJinvolvedJinJexsheathmentJinJvitroJinJ esophagostomumJ
dentatumXJInternationalVJournalVforVParasitologyVJ2014VJbbVJecgWdb 4.3 3

344 –itochondrialJgenomesJofJTrichinellaJspeciesJandJgenotypesJâ��JaJbasisJforJdiagnosisVJandJsystematicJ
andJepidemiologicalJexplorationsXJInternationalVJournalVforVParasitologyVJ2014VJbbVJ[ZeaWfZ 4.3 34

343 tirstJinsightJintoJqrcgWlikeJmoleculesJofJadultJtasciolaJhepaticaXJExperimentalVParasitologyVJ2014VJ
[bbVJceWdb 2.1 10

342 ueneticJidentificationJofJanJoxyuridJfromJaJcaptiveVJblackWhandedJspiderJmonkeyWWimplicationsJforJ
treatmentJandJcontrolXJParasitologyVResearchVJ2014VJ[[aVJabbcWf 2.4 3

341 wdentificationJofJuJproteinWcoupledJreceptorsJinJηchistosomaJhaematobiumJandJηXJmansoniJbyJ
comparativeJgenomicsXJParasitesVandVVectorsVJ2014VJeVJ]b] 4 25

340
rescriptionJofJqloacinaJatthisJspXJnovXJfromJtheJstomachJofJtheJeuroJR–acropusJrobustusSJ
R–arsupialiahJ–acropodidaeSJfromJWesternJoustraliaJbasedJonJmorphologicalJandJmolecularJ
criteriaXJParasitologyVResearchVJ2014VJ[[aVJabfcWga

2.4 9

339 qharacterisationJofJtheJmitochondrialJgenomeJofJçarafilaroidesJnormaniJRlungwormSJofJ
orctocephalusJpusillusJdoriferusJRoustralianJfurJsealSXJParasitologyVResearchVJ2014VJ[[aVJaZbgWcc 2.4 7

(2014-2014)
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338 qompleteJmitochondrialJgenomesJofJtheJQintermediateJformQJofJtasciolaJandJtasciolaJgiganticaVJandJ
theirJcomparisonJwithJtXJhepaticaXJParasitesVandVVectorsVJ2014VJeVJ[cZ 4 64

337
tirstJmolecularJcharacterizationJofJqryptosporidiumJandJuiardiaJfromJbovinesJRposJtaurusJandJ
pubalusJbubalisSJinJηriJzankahJunexpectedJabsenceJofJqXJparvumJfromJpreWweanedJcalvesXJParasitesV
andVVectorsVJ2014VJeVJec

4 29

336 toodborneJanisakiasisJandJallergyXJMolecularVandVCellularVProbesVJ2014VJ]fVJ[deWeb 3.3 67

335 vcWdafW]JencodesJanJinsulinWlikeJreceptorJkinaseJinJtheJbarberQsJpoleJwormVJvaemonchusJcontortusVJ
andJrestoresJpartialJdauerJregulationXJInternationalVJournalVforVParasitologyVJ2014VJbbVJbfcWgd 4.3 22

334 UnexpectedJoccurrenceJofJvaemonchusJplaceiJinJcattleJinJsouthernJWesternJoustraliaXJInfectioniV
GeneticsVandVEvolutionVJ2014VJ][VJ]c]Wf 4.5 9

333 TechniquesJforJtheJdiagnosisJofJtasciolaJinfectionsJinJanimalshJroomJforJimprovementXJAdvancesVinV
ParasitologyVJ2014VJfcVJdcW[Ze 3.2 25

332 qryptosporidiumJcuniculusWWnewJrecordsJinJhumanJandJkangarooJinJoustraliaXJParasitesVandVVectorsVJ
2014VJeVJbg] 4 40

331 sxploringJtheJroleJofJtwoJinteractingJphosphoinositideJaWkinasesJofJvaemonchusJcontortusXJ
ParasitesVandVVectorsVJ2014VJeVJbgf 4 12

330 sxploringJfeaturesJandJfunctionJofJηsWriokWaVJanJenigmaticJkinaseJgeneJfromJηtrongyloidesJ
stercoralisXJParasitesVandVVectorsVJ2014VJeVJcd[ 4 5

329 TowardJunderstandingJtheJfunctionalJroleJofJηsWβw yW[VJaJβw JproteinJkinaseWencodingJgeneJofJ
ηtrongyloidesJstercoralisXJPLoSVNeglectedVTropicalVDiseasesVJ2014VJfVJeaZd] 4.8 9

328 qharacterizationJofJtheJqa]UWgatedJandJvoltageWdependentJyUWchannelJηloW[JofJnematodesJandJitsJ
interactionJwithJemodepsideXJPLoSVNeglectedVTropicalVDiseasesVJ2014VJfVJeabZ[ 4.8 31

327 pioinformaticJexplorationJofJβw JproteinJkinasesJofJparasiticJandJfreeWlivingJnematodesXJ
InternationalVJournalVforVParasitologyVJ2014VJbbVJf]eWad 4.3 10

326 TheJ pisthorchisJviverriniJgenomeJprovidesJinsightsJintoJlifeJinJtheJbileJductXJNatureV
CommunicationsVJ2014VJcVJbaef 17.4 113

325 TheJβelevanceJofJηtructuralJpiologyJinJηtudyingJ–oleculesJwnvolvedJinJçarasiteâ��vostJwnteractionshJ
çotentialJforJresigningJ—ewJwnterventionsXJAustralianVJournalVofVChemistryVJ2014VJdeVJ[ea] 1.2 2

324  megaW[JknockdownJinJηchistosomaJmansoniJeggsJbyJlentivirusJtransductionJreducesJgranulomaJ
sizeJinJvivoXJNatureVCommunicationsVJ2014VJcVJcaec 17.4 52

323 tirstJgeneticJanalysisJofJqryptosporidiumJfromJhumansJfromJTasmaniaVJandJidentificationJofJaJnewJ
genotypeJfromJaJtravellerJtoJpaliXJElectrophoresisVJ2014VJacVJ]dZZWe 3.6 21

322 qrystalJstructureJandJimmunologicalJpropertiesJofJtheJfirstJannexinJfromJηchistosomaJmansonihJ
insightsJintoJtheJstructuralJintegrityJofJtheJschistosomalJtegumentXJFEBSVJournalVJ2014VJ]f[VJ[]ZgW]c 5.7 15

321 TheJmitochondrialJgenomeJofJçarascarisJunivalensWWimplicationsJforJaJLforgottenLJparasiteXJ
ParasitesVandVVectorsVJ2014VJeVJb]f 4 23

Robin B Gasser
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320 qryptosporidiumhJqurrentJηtateJofJuenomicsJandJηystemsJpiologicalJβesearchJ2014VJa]eWabb 1

319
wmpactJofJgastrointestinalJparasiticJnematodesJofJsheepVJandJtheJroleJofJadvancedJmolecularJtoolsJ
forJexploringJepidemiologyJandJdrugJresistanceJWJanJoustralianJperspectiveXJParasitesVandVVectorsVJ
2013VJdVJ[ca

4 164

318 recodingJtheJoscarisJsuumJuenomeJusingJ–assivelyJçarallelJηequencingJandJodvancedJ
pioinformaticJ–ethodsJâ��JUnprecedentedJçrospectsJforJtundamentalJandJoppliedJβesearchJ2013VJ]feWa[b

317 rescriptionJandJgeneticJcharacterisationJofJvysterothylaciumJR—ematodahJβaphidascarididaeSJ
larvaeJparasiticJinJoustralianJmarineJfishesXJParasitologyVInternationalVJ2013VJd]VJa]ZWf 2.1 47

316 –olecularWbasedJinvestigationJofJqryptosporidiumJandJuiardiaJfromJanimalsJinJwaterJcatchmentsJinJ
southeasternJoustraliaXJWaterVResearchVJ2013VJbeVJ[e]dWbZ 12.5 56

315
TranscriptomeJanalysesJrevealJproteinJandJdomainJfamiliesJthatJdelineateJstageWrelatedJ
developmentJinJtheJeconomicallyJimportantJparasiticJnematodesVJ stertagiaJostertagiJandJ
qooperiaJoncophoraXJBMCVGenomicsVJ2013VJ[bVJ[[f

4.5 20

314 qomparativeJevaluationJofJtwoJr—oJisolationJtechniquesJforJçqβWbasedJdiagnosisJofJ
gastrointestinalJnematodeJinfectionsJinJsheepXJMolecularVandVCellularVProbesVJ2013VJ]eVJ[caWe 3.3 13

313 –utationJscanningJanalysisJofJgeneticJvariationJwithinJandJamongJschinococcusJspecieshJ
implicationsJandJfutureJprospectsXJElectrophoresisVJ2013VJabVJ[fc]Wd] 3.6 2

312 uettingJtheJmostJoutJofJparasiticJhelminthJtranscriptomesJusingJvelmrphJimplicationsJforJbiologyJ
andJbiotechnologyXJBiotechnologyVAdvancesVJ2013VJa[VJ[[ZgW[g 17.8 22

311 wnsightsJintoJtheJimmunoWmolecularJbiologyJofJongiostrongylusJvasorumJthroughJ
transcriptomicsWWprospectsJforJnewJinterventionsXJBiotechnologyVAdvancesVJ2013VJa[VJ[bfdWcZZ 17.8 16

310 uettingJtoJtheJgutsJofJtheJmatterhJtheJstatusJandJpotentialJofJQomicsQJresearchJofJparasiticJprotistsJ
ofJtheJhumanJgastrointestinalJsystemXJInternationalVJournalVforVParasitologyVJ2013VJbaVJge[Wf] 4.3 8

309 TheJmitochondrialJgenomeJofJoelurostrongylusJabstrususWdiagnosticVJepidemiologicalJandJ
systematicJimplicationsXJGeneVJ2013VJc[dVJ]gbWaZZ 3.8 13

308 TheJmitochondrialJgenomeJofJçrotostrongylusJrufescensJWJimplicationsJforJpopulationJandJ
systematicJstudiesXJParasitesVandVVectorsVJ2013VJdVJ]da 4 13

307 ueneticJvariabilityJwithinJandJamongJvaemonchusJcontortusJisolatesJfromJgoatsJandJsheepJinJ
qhinaXJParasitesVandVVectorsVJ2013VJdVJ]eg 4 29

306 tirstJreportJofJanthelminticJresistanceJinJvaemonchusJcontortusJinJalpacasJinJoustraliaXJParasitesV
andVVectorsVJ2013VJdVJ]ba 4 28

305 –olecularJcharacterizationJofJanisakidJnematodeJlarvaeJfromJ[aJspeciesJofJfishJfromJWesternJ
oustraliaXJInternationalVJournalVofVFoodVMicrobiologyVJ2013VJ[d[VJ]beWca 5.8 28

304 tirstJmolecularJcharacterisationJofJqryptosporidiumJandJuiardiaJfromJpubalusJbubalisJRwaterJ
buffaloSJinJVictoriaVJoustraliaXJInfectioniVGeneticsVandVEvolutionVJ2013VJ]ZVJgdW[Z] 4.5 23

303 spidemiologicalJsurveyJfollowingJorientalJtheileriosisJoutbreaksJinJVictoriaVJoustraliaVJonJselectedJ
cattleJfarmsXJVeterinaryVParasitologyVJ2013VJ[geVJcZgW][ 2.8 45

(2013-2014)
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302 βapidVJmultiplexWtandemJçqβJassayJforJautomatedJdetectionJandJdifferentiationJofJtoxigenicJ
cyanobacterialJbloomsXJMolecularVandVCellularVProbesVJ2013VJ]eVJ]ZfW[b 3.3 20

301 ηchistorphJanJupdatedJgenomeJresourceJforJtheJthreeJkeyJschistosomesJofJhumansXJNucleicVAcidsV
ResearchVJ2013VJb[VJre]fWa[ 20.1 41

300 oJperfectJtimeJtoJharnessJadvancedJmolecularJtechnologiesJtoJexploreJtheJfundamentalJbiologyJofJ
ToxocaraJspeciesXJVeterinaryVParasitologyVJ2013VJ[gaVJacaWdb 2.8 36

299 onJimprovedJmolecularJdiagnosticJassayJforJcanineJandJfelineJdermatophytosisXJMedicalVMycologyVJ
2013VJc[VJ[adWba 3.9 27

298 ueneticJcharacterizationJofJselectedJparasitesJfromJpeopleJwithJhistoriesJofJgastrointestinalJ
disordersJusingJaJmutationJscanningWcoupledJapproachXJElectrophoresisVJ2013VJabVJ[e]ZWf 3.6 41

297 odvancesJinJtheJdiagnosisJofJkeyJgastrointestinalJnematodeJinfectionsJofJlivestockVJwithJanJ
emphasisJonJsmallJruminantsXJBiotechnologyVAdvancesVJ2013VJa[VJ[[acWc] 17.8 44

296 [R˛•RdSWçraziquantelSqrRq Sa]JderivativesJwithJremarkableJinJvitroJantiWschistosomalJactivityXJ
ChemistryVkVAVEuropeanVJournalVJ2013VJ[gVJ]]a]Wc 4.8 26

295 tirstJmolecularJcharacterizationJofJuiardiaJduodenalisJfromJgoatsJinJ–alaysiaXJMolecularVandVCellularV
ProbesVJ2013VJ]eVJ]fWa[ 3.3 24

294
onalysesJofJmitochondrialJaminoJacidJsequenceJdatasetsJsupportJtheJproposalJthatJspecimensJofJ
vypodontusJmacropiJfromJthreeJspeciesJofJmacropodidJhostsJrepresentJdistinctJspeciesXJBMCV
EvolutionaryVBiologyVJ2013VJ[aVJ]cg

3 15

293 –itochondrialJgenomeJofJtheJeyewormVJThelaziaJcallipaedaJR—ematodahJηpiruridaSVJasJtheJfirstJ
representativeJfromJtheJfamilyJThelaziidaeXJPLoSVNeglectedVTropicalVDiseasesVJ2013VJeVJe]Z]g 4.8 20

292 çroteomicJanalysisJofJtheJexcretoryWsecretoryJproductsJfromJlarvalJstagesJofJoscarisJsuumJrevealsJ
highJabundanceJofJglycosylJhydrolasesXJPLoSVNeglectedVTropicalVDiseasesVJ2013VJeVJe]bde 4.8 46

291 TheJgenomeJandJdevelopmentalJtranscriptomeJofJtheJstrongylidJnematodeJvaemonchusJcontortusXJ
GenomeVBiologyVJ2013VJ[bVJβfg 18.3 166

290 oJgenomeWwideJanalysisJofJannexinsJfromJparasiticJorganismsJandJtheirJvectorsXJScientificVReportsVJ
2013VJaVJ]fga 4.9 22

289 —extWgenerationJmolecularWdiagnosticJtoolsJforJgastrointestinalJnematodesJofJlivestockVJwithJanJ
emphasisJonJsmallJruminantshJaJturningJpointmXJAdvancesVinVParasitologyVJ2013VJfaVJ]deWaaa 3.2 32

288 ossessingJcalvesJasJcarriersJofJqryptosporidiumJandJuiardiaJwithJzoonoticJpotentialJonJdairyJandJ
beefJfarmsJwithinJaJwaterJcatchmentJareaJbyJmutationJscanningXJElectrophoresisVJ2013VJabVJ]]cgWde 3.6 18

287 wdentificationJandJgeneticJcharacterizationJofJonisakisJlarvaeJfromJmarineJfishesJinJtheJηouthJqhinaJ
ηeaJusingJanJelectrophoreticWguidedJapproachXJElectrophoresisVJ2013VJabVJfffWgb 3.6 15

286 η XgJduplicationJlinkedJtoJintersexJinJdeerXJPLoSVONEVJ2013VJfVJeeaeab 3.7 17

285 çroteomicJanalysisJofJ esophagostomumJdentatumJR—ematodaSJduringJlarvalJtransitionVJandJtheJ
effectsJofJhydrolaseJinhibitorsJonJdevelopmentXJPLoSVONEVJ2013VJfVJedagcc 3.7 12
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284 –itochondrialJandJnuclearJribosomalJr—oJevidenceJsupportsJtheJexistenceJofJaJnewJTrichurisJ
speciesJinJtheJendangeredJfranˆ§oisQJleafWmonkeyXJPLoSVONEVJ2013VJfVJedd]bg 3.7 32

283 yeyJstrongylidJnematodesJofJanimalsJWJwmpactJofJnextWgenerationJtranscriptomicsJonJsystemsJ
biologyJandJbiotechnologyXJBiotechnologyVAdvancesVJ2012VJaZVJbdgWff 17.8 34

282 vookwormJηqçYToçηJproteinJstructureWWoJkeyJtoJunderstandingJhostWparasiteJinteractionsJandJ
developingJnewJinterventionsXJBiotechnologyVAdvancesVJ2012VJaZVJdc]We 17.8 28

281 TranscriptionJprofilesJforJtwoJkeyJgenderWspecificJgeneJfamiliesJinJ esophagostomumJdentatumJ
duringJdevelopmentJinJvivoJandJinJvitroXJInfectioniVGeneticsVandVEvolutionVJ2012VJ[]VJ[aeWb[ 4.5 3

280 UseJofJaJmolecularJapproachJforJtheJdefinitiveJdiagnosisJofJproliferativeJlarvalJmesocestoidiasisJinJaJ
catXJInfectioniVGeneticsVandVEvolutionVJ2012VJ[]VJ[aeeWfZ 4.5 14

279 –onoaminergicJsignalingJasJaJtargetJforJanthelminticJdrugJdiscoveryhJreceptorJconservationJamongJ
theJfreeWlivingJandJparasiticJnematodesXJMolecularVandVBiochemicalVParasitologyVJ2012VJ[faVJ[We 1.9 12

278 pioinformaticsJmeetsJparasitologyXJParasiteVImmunologyVJ2012VJabVJ]dcWec 2.2 18

277 –utationJscanningWbasedJanalysisJofJanisakidJlarvaeJfromJηillagoJflindersiJfromJpassJηtraitVJ
oustraliaXJElectrophoresisVJ2012VJaaVJbggWcZc 3.6 15

276 ueneticJcharacterisationJandJtaxonomyJofJspeciesJofJonisakisJR—ematodahonisakidaeSJparasiticJinJ
oustralianJmarineJmammalsXJInvertebrateVSystematicsVJ2012VJ]dVJ]Zb 1.2 29

275 oJdeepJexplorationJofJtheJtranscriptomeJandJLexcretoryYsecretoryLJproteomeJofJadultJtascioloidesJ
magnaXJMolecularVandVCellularVProteomicsVJ2012VJ[[VJ[abZWca 7.6 26

274 ueneticJvariationJwithinJtheJvypodontusJmacropiJR—ematodahJηtrongyloideaSJcomplexJfromJ
macropodidJmarsupialJhostsJinJoustraliaXJElectrophoresisVJ2012VJaaVJacbbWcb 3.6 17

273 sstablishmentJofJaJroboticVJhighWthroughputJplatformJforJtheJspecificJdiagnosisJofJgastrointestinalJ
nematodeJinfectionsJinJsheepXJInternationalVJournalVforVParasitologyVJ2012VJb]VJ[[c[Wf 4.3 34

272 –olecularJdiagnosisJofJsparganosisJassociatedJwithJpneumothoraxJinJaJdogXJMolecularVandVCellularV
ProbesVJ2012VJ]dVJdZW] 3.3 7

271 ηqçYToçηJproteinsJinJhelminthsWWwhereJtoJfromJnowmXJMolecularVandVCellularVProbesVJ2012VJ]dVJcbWg 3.3 28

270 retectionJofJdiarrhoealJpathogensJinJhumanJfaecesJusingJanJautomatedVJroboticJplatformXJ
MolecularVandVCellularVProbesVJ2012VJ]dVJ[[Wc 3.3 25

269
onJassessmentJofJgeneticJvariabilityJinJtheJmitochondrialJcytochromeJcJoxidaseJsubunitJ[JgeneJofJ
qercopithifilariaJspXJRηpiruridaVJ nchocercidaeSJfromJdogJandJβhipicephalusJsanguineusJ
populationsXJMolecularVandVCellularVProbesVJ2012VJ]dVJf[Wg

3.3 13

268 –olecularJevidenceJforJaJcrypticJspeciesJwithinJtheJparasiticJnematodeJ–acroponemaJcomaniJ
RηtrongyloideahJqloacininaeSXJMolecularVandVCellularVProbesVJ2012VJ]dVJ[eZWb 3.3 16

267 ossessmentJofJtheJgeneticJrelationshipJbetweenJrictyocaulusJspeciesJfromJposJtaurusJandJqervusJ
elaphusJusingJcompleteJmitochondrialJgenomicJdatasetsXJParasitesVandVVectorsVJ2012VJcVJ]b[ 4 29

(2012-2013)
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266
–itochondrialJgenomeJofJongiostrongylusJvasorumhJcomparisonJwithJcongenersJandJimplicationsJ
forJstudyingJtheJpopulationJgeneticsJandJepidemiologyJofJthisJparasiteXJInfectioniVGeneticsVandV
EvolutionVJ2012VJ[]VJ[ffbWg[

4.5 31

265
ueneticJcharacterisationJofJqryptosporidiumJandJuiardiaJfromJdairyJcalveshJdiscoveryJofJ
speciesYgenotypesJconsistentJwithJthoseJfoundJinJhumansXJInfectioniVGeneticsVandVEvolutionVJ2012VJ
[]VJ[gfbWga

4.5 43

264 WholeWgenomeJsequenceJofJηchistosomaJhaematobiumXJNatureVGeneticsVJ2012VJbbVJ]][Wc 36.3 325

263 TranηeqonnotatorhJlargeWscaleJanalysisJofJtranscriptomicJdataXJBMCVBioinformaticsVJ2012VJ[aJηupplJ
[eVJη]b 3.6 4

262 onJanalysisJofJtheJtranscriptomeJofJTeladorsagiaJcircumcinctahJitsJbiologicalJandJbiotechnologicalJ
implicationsXJBMCVGenomicsVJ2012VJ[aJηupplJeVJη[Z 4.5 16

261 oscarosideJsignalingJisJwidelyJconservedJamongJnematodesXJCurrentVBiologyVJ2012VJ]]VJee]WfZ 6.3 141

260 –utationJscanningWbasedJanalysisJofJTheileriaJorientalisJpopulationsJinJcattleJfollowingJanJ
outbreakXJElectrophoresisVJ2012VJaaVJ]ZadWbZ 3.6 33

259 qlearJgeneticJdistinctivenessJbetweenJhumanWJandJpigWderivedJTrichurisJbasedJonJanalysesJofJ
mitochondrialJdatasetsXJPLoSVNeglectedVTropicalVDiseasesVJ2012VJdVJe[cag 4.8 87

258 –olecularJchangesJinJ pisthorchisJviverriniJRηoutheastJosianJliverJflukeSJduringJtheJtransitionJfromJ
theJjuvenileJtoJtheJadultJstageXJPLoSVNeglectedVTropicalVDiseasesVJ2012VJdVJe[g[d 4.8 18

257 ηpozhJaJpracticalJtoolJtoJgenerateJandJeditJstructureWbasedJaminoJacidJsequenceJalignmentsXJ
BioinformaticsVJ2012VJ]fVJ[Z]dWe 7.2 20

256 zarvalJanisakidJnematodesJinJteleostJfishesJfromJzizardJwslandVJnorthernJureatJparrierJβeefVJ
oustraliaXJMarineVandVFreshwaterVResearchVJ2012VJdaVJ[]fa 2.2 24

255 wnsightsJintoJηqçYToçηJproteinsJofJliverJflukesJbasedJonJlargeWscaleJbioinformaticJanalysesJofJ
sequenceJdatasetsXJPLoSVONEVJ2012VJeVJea[[db 3.7 22

254 oJmolecularJdiagnosticJtoolJtoJreplaceJlarvalJcultureJinJconventionalJfaecalJeggJcountJreductionJ
testingJinJsheepXJPLoSVONEVJ2012VJeVJeaea]e 3.7 41

253 veartwormJgenomicshJunprecedentedJopportunitiesJforJfundamentalJmolecularJinsightsJandJnewJ
interventionJstrategiesXJTopicsVinVCompanionVAnimalVMedicineVJ2011VJ]dVJ[gaWg 1.1 3

252 oJportraitJofJtheJtranscriptomeJofJtheJneglectedJtrematodeVJtasciolaJgiganticaWWbiologicalJandJ
biotechnologicalJimplicationsXJPLoSVNeglectedVTropicalVDiseasesVJ2011VJcVJe[ZZb 4.8 70

251 β—oJinterferenceJtargetingJcathepsinJpJofJtheJcarcinogenicJliverJflukeVJ pisthorchisJviverriniXJ
ParasitologyVInternationalVJ2011VJdZVJ]faWf 2.1 29

250
çhylogeneticJrelationshipsJofJspeciesJwithinJtheJtribeJzabiostrongylineaJR—ematodahJqloacinidaeSJ
fromJoustralianJmarsupialsJbasedJonJribosomalJr—oJspacerJsequenceJdataXJParasitologyV
InternationalVJ2011VJdZVJaf[We

2.1 14

249
–utationJscanningWcoupledJsequencingJofJnuclearJribosomalJr—oJspacersJasJaJtoolJforJtheJspecificJ
identificationJofJdifferentJqontracaecumJR—ematodahJonisakidaeSJlarvalJtypesXJMolecularVandV
CellularVProbesVJ2011VJ]cVJ[aWf

3.3 36
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248 oJfirstJinsightJintoJtheJgenotypesJofJschinococcusJgranulosusJfromJhumansJinJ–ongoliaXJMolecularV
andVCellularVProbesVJ2011VJ]cVJbgWcb 3.3 44

247 odvancesJinJtheJidentificationJofJ–alasseziaXJMolecularVandVCellularVProbesVJ2011VJ]cVJ[We 3.3 36

246 TheJtranscriptomeJofJTrichurisJsuisWWfirstJmolecularJinsightsJintoJaJparasiteJwithJcurativeJpropertiesJ
forJkeyJimmuneJdiseasesJofJhumansXJPLoSVONEVJ2011VJdVJe]acgZ 3.7 40

245 povineJtheileriosisWWanJemergingJproblemJinJsouthWeasternJoustraliamXJInfectioniVGeneticsVandV
EvolutionVJ2011VJ[[VJ]ZgcWe 4.5 44

244 sxploringJtheJtasciolaJhepaticaJtegumentJproteomeXJInternationalVJournalVforVParasitologyVJ2011VJ
b[VJ[abeWcg 4.3 82

243 ηerineYthreonineJphosphatasesJinJsocioeconomicallyJimportantJparasiticJnematodesWWprospectsJasJ
novelJdrugJtargetsmXJBiotechnologyVAdvancesVJ2011VJ]gVJ]fWag 17.8 32

242 reepJinsightsJintoJrictyocaulusJviviparusJtranscriptomesJprovidesJuniqueJprospectsJforJnewJdrugJ
targetsJandJdiseaseJinterventionXJBiotechnologyVAdvancesVJ2011VJ]gVJ]d[We[ 17.8 27

241 otypicalJRβw SJproteinJkinasesJfromJvaemonchusJcontortusWWpromiseJasJnewJtargetsJforJ
nematocidalJdrugsXJBiotechnologyVAdvancesVJ2011VJ]gVJaafWcZ 17.8 25

240 oscarisJsuumJdraftJgenomeXJNatureVJ2011VJbegVJc]gWaa 50.4 217

239 oncipirhynchusJafossalisJnXJgXVJnXJspXJRTrypanorhynchahJ tobothriidaeSVJfromJtwoJspeciesJofJsharksJ
offJwndonesianJandJ–alaysianJporneoXJSystematicVParasitologyVJ2011VJfZVJ[W[c 1 13

238  ccurrenceJandJabundanceJofJanisakidJnematodeJlarvaeJinJfiveJspeciesJofJfishJfromJsouthernJ
oustralianJwatersXJParasitologyVResearchVJ2011VJ[ZfVJg]eWab 2.4 35

237 onotherJcaseJofJcanineJamoebicJmeningoencephalitisWWtheJchallengesJofJreachingJaJrapidJdiagnosisXJ
ParasitologyVResearchVJ2011VJ[ZfVJ[ZdgWea 2.4 17

236 –ajorJprospectsJforJexploringJcanineJvectorJborneJdiseasesJandJnovelJinterventionJmethodsJusingJ
QomicJtechnologiesXJParasitesVandVVectorsVJ2011VJbVJca 4 2

235 parcodingJofJuiardiaJduodenalisJisolatesJandJderivedJlinesJfromJanJestablishedJcryobankJbyJaJ
mutationJscanningWbasedJapproachXJElectrophoresisVJ2011VJa]VJ]ZecWgZ 3.6 14

234 wnfectionJwithJtheJcarcinogenicJhumanJliverJflukeVJ pisthorchisJviverriniXJMolecularVBioSystemsVJ
2011VJeVJ[adeWec 48

233 ηoilWtransmittedJhelminthsJofJhumansJinJηoutheastJosiaWWtowardsJintegratedJcontrolXJAdvancesVinV
ParasitologyVJ2011VJebVJ]a[Wdc 3.2 44

232 —orcantharidinJanaloguesJwithJnematocidalJactivityJinJvaemonchusJcontortusXJBioorganicVandV
MedicinalVChemistryVLettersVJ2011VJ][VJa]eeWf[ 2.9 34

231
svaluationJandJapplicationJofJaJmolecularJmethodJtoJassessJtheJcompositionJofJstrongylidJ
nematodeJpopulationsJinJsheepJwithJnaturallyJacquiredJinfectionsXJInfectioniVGeneticsVandVEvolutionVJ
2011VJ[[VJfbgWcb

4.5 41

(2011-2011)
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230 tirstJgeneticJclassificationJofJqryptosporidiumJandJuiardiaJfromJvwVYowrηJpatientsJinJ–alaysiaXJ
InfectioniVGeneticsVandVEvolutionVJ2011VJ[[VJgdfWeb 4.5 41

229 qrypticJparasiteJrevealedJimprovedJprospectsJforJtreatmentJandJcontrolJofJhumanJ
cryptosporidiosisJthroughJadvancedJtechnologiesXJAdvancesVinVParasitologyVJ2011VJeeVJ[b[Wea 3.2 18

228 VaccinomicsJforJtheJmajorJbloodJfeedingJhelminthsJofJhumansXJOMICSVAVJournalVofVIntegrativeV
BiologyVJ2011VJ[cVJcdeWee 3.8 39

227 zw—WagJandJtheJsutβYβoηY–oçyJpathwayJregulateJqXJelegansJvulvalJmorphogenesisJviaJtheJVopW]aJ
zincJfingerJproteinXJDevelopmentVeCambridgefVJ2011VJ[afVJbdbgWdZ 6.6 22

226 qryptosporidiosisJ2011VJ 3

225 oJpracticalVJbioinformaticJworkflowJsystemJforJlargeJdataJsetsJgeneratedJbyJnextWgenerationJ
sequencingXJNucleicVAcidsVResearchVJ2010VJafVJe[e[ 20.1 60

224 –assivelyJparallelJsequencingJandJanalysisJofJtheJ—ecatorJamericanusJtranscriptomeXJPLoSV
NeglectedVTropicalVDiseasesVJ2010VJbVJedfb 4.8 66

223 UnlockingJtheJtranscriptomesJofJtwoJcarcinogenicJparasitesVJqlonorchisJsinensisJandJ pisthorchisJ
viverriniXJPLoSVNeglectedVTropicalVDiseasesVJ2010VJbVJee[g 4.8 122

222 TheJβiseJandJtallJofJvumanJ esophagostomiasisXJAdvancesVinVParasitologyVJ2010VJe[VJgaW[cc 3.2 5

221 qryptosporidiosisJinJηoutheastJosiaXJAdvancesVinVParasitologyVJ2010VJ[Wa[ 3.2 13

220 qharacterizationJofJaJqaenorhabditisJelegansJglcJsevenWlikeJphosphataseJRgspSJorthologueJfromJ
vaemonchusJcontortusJR—ematodaSXJMolecularVandVCellularVProbesVJ2010VJ]bVJ[efWfg 3.3 8

219 oJvacuolarWtypeJprotonJRvUSJtranslocatingJoTçaseJalphaJsubunitJencodedJbyJtheJvcWvhaWdJgeneJofJ
vaemonchusJcontortusXJMolecularVandVCellularVProbesVJ2010VJ]bVJ[gdW]Za 3.3 3

218
oJtheoreticalJstudyJtoJestablishJtheJrelationshipJbetweenJtheJthreeWdimensionalJstructureJofJ
trioseWphosphateJisomeraseJofJuiardiaJduodenalisJandJpointJmutationsJinJtheJrespectiveJgeneXJ
MolecularVandVCellularVProbesVJ2010VJ]bVJ]f[Wc

3.3 3

217
ueneticJclassificationJofJschinococcusJgranulosusJcystsJfromJhumansVJcattleJandJcamelsJinJzibyaJ
usingJmutationJscanningWbasedJanalysisJofJmitochondrialJlociXJMolecularVandVCellularVProbesVJ2010VJ
]bVJabdWc[

3.3 41

216 onJintegratedJpipelineJforJnextWgenerationJsequencingJandJannotationJofJmitochondrialJgenomesXJ
NucleicVAcidsVResearchVJ2010VJafVJc]]Waa 20.1 112

215
βesurrectionJandJredescriptionJofJulobocephaloidesJwallabiaeJxohnstonJetJ–awsonVJ[gagJ
R—ematodaVJTrichostrongyloideaSJfromJmacropodidJmarsupialsJinJnorthWeasternJoustraliaXJActaV
ParasitologicaVJ2010VJccVJ

1.7 4

214 rrugJtargetJpredictionJandJprioritizationhJusingJorthologyJtoJpredictJessentialityJinJparasiteJ
genomesXJBMCVGenomicsVJ2010VJ[[VJ]]] 4.5 62

213 rifferencesJinJtranscriptionJbetweenJfreeWlivingJandJq ]WactivatedJthirdWstageJlarvaeJofJ
vaemonchusJcontortusXJBMCVGenomicsVJ2010VJ[[VJ]dd 4.5 44

Robin B Gasser

24



212
ueneticJrichnessJandJdiversityJinJqryptosporidiumJhominisJandJqXJparvumJrevealsJmajorJknowledgeJ
gapsJandJaJneedJforJtheJapplicationJofJLnextJgenerationLJtechnologiesWWresearchJreviewXJ
BiotechnologyVAdvancesVJ2010VJ]fVJ[eW]d

17.8 72

211 slucidatingJo—TsJinJwormsJusingJgenomicJandJbioinformaticJtoolsWWbiotechnologicalJprospectsmXJ
BiotechnologyVAdvancesVJ2010VJ]fVJbgWdZ 17.8 11

210 TowardJnextWgenerationJsequencingJofJmitochondrialJgenomesWWfocusJonJparasiticJwormsJofJ
animalsJandJbiotechnologicalJimplicationsXJBiotechnologyVAdvancesVJ2010VJ]fVJ[c[Wg 17.8 49

209 slucidatingJtheJtranscriptomeJofJtasciolaJhepaticaJWJaJkeyJtoJfundamentalJandJbiotechnologicalJ
discoveriesJforJaJneglectedJparasiteXJBiotechnologyVAdvancesVJ2010VJ]fVJ]]]Wa[ 17.8 102

208 çrogressJonJtheJtranscriptomicsJofJcarcinogenicJliverJflukesJofJhumansWWuniqueJbiologicalJandJ
biotechnologicalJprospectsXJBiotechnologyVAdvancesVJ2010VJ]fVJfcgWeZ 17.8 22

207
ηtructuralJandJfunctionalJcharacterisationJofJtheJforkJheadJtranscriptionJfactorWencodingJgeneVJ
vcWdafW[dVJfromJtheJparasiticJnematodeJvaemonchusJcontortusJRηtrongylidaSXJInternationalVJournalV
forVParasitologyVJ2010VJbZVJbZcW[c

4.3 45

206 onalysisJofJnucleotideJvariationJwithinJtheJtrioseWphosphateJisomeraseJgeneJofJuiardiaJduodenalisJ
fromJsheepJandJitsJzoonoticJimplicationsXJElectrophoresisVJ2010VJa[VJ]feWgf 3.6 35

205 slucidatingJtheJidentityJofJonisakisJlarvaeJfromJaJbroadJrangeJofJmarineJfishesJfromJtheJYellowJηeaVJ
qhinaVJusingJaJcombinedJelectrophoreticWsequencingJapproachXJElectrophoresisVJ2010VJa[VJdcbWf 3.6 28

204
vighlyJsensitiveJnonWisotopicJrestrictionJendonucleaseJfingerprintingJofJnucleotideJvariabilityJinJtheJ
gpdZJgeneJwithinJqryptosporidiumJspeciesVJgenotypesJandJsubgenotypesJinfectiveJtoJhumansVJandJ
itsJimplicationsXJElectrophoresisVJ2010VJa[VJ[daeWbe

3.6 16

203 –olecularJdetectionJofJqryptosporidiumJcuniculusJinJrabbitsJinJoustraliaXJInfectioniVGeneticsVandV
EvolutionVJ2010VJ[ZVJ[[egWfe 4.5 36

202
tirstJtranscriptomicJanalysisJofJtheJeconomicallyJimportantJparasiticJnematodeVJTrichostrongylusJ
colubriformisVJusingJaJnextWgenerationJsequencingJapproachXJInfectioniVGeneticsVandVEvolutionVJ2010VJ
[ZVJ[[ggW]Ze

4.5 50

201 wmprovedJmolecularJdiagnosticJtoolsJforJhumanJhookwormsXJExpertVReviewVofVMolecularVDiagnostics
VJ2009VJgVJ[eW][ 3.8 16

200 riagnosticJandJanalyticalJmutationJscanningJofJqryptosporidiumhJutilityJandJadvantagesXJExpertV
ReviewVofVMolecularVDiagnosticsVJ2009VJgVJ[egWfc 3.8 9

199 oJpolymeraseJchainJreactionWcoupledJhighWresolutionJmeltingJcurveJanalyticalJapproachJforJtheJ
monitoringJofJmonospecificityJofJavianJsimeriaJspeciesXJAvianVPathologyVJ2009VJafVJ[aWg 2.4 13

198 ηystematicJanalysisJofJinsertionsJandJdeletionsJspecificJtoJnematodeJproteinsJandJtheirJproposedJ
functionalJandJevolutionaryJrelevanceXJBMCVEvolutionaryVBiologyVJ2009VJgVJ]a 3 23

197 TheJmitochondrialJgenomesJofJoncylostomaJcaninumJandJpunostomumJphlebotomumWWtwoJ
hookwormsJofJanimalJhealthJandJzoonoticJimportanceXJBMCVGenomicsVJ2009VJ[ZVJeg 4.5 56

196 wmprovedJinsightsJintoJtheJtranscriptomesJofJtheJhumanJhookwormJ—ecatorJ
americanusWWfundamentalJandJbiotechnologicalJimplicationsXJBiotechnologyVAdvancesVJ2009VJ]eVJ[]]Wa] 17.8 17

195 oJportraitJofJtheJLηqçYToçηLJproteinsJofJeukaryotesWWdevelopingJaJframeworkJforJfundamentalJ
researchJandJbiotechnologicalJoutcomesXJBiotechnologyVAdvancesVJ2009VJ]eVJaedWff 17.8 126

(2009-2010)
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194
odvancedJinJsilicoJanalysisJofJexpressedJsequenceJtagJRsηTSJdataJforJparasiticJnematodesJofJmajorJ
socioWeconomicJimportanceWWfundamentalJinsightsJtowardJbiotechnologicalJoutcomesXJ
BiotechnologyVAdvancesVJ2009VJ]eVJbagWbf

17.8 28

193 oJcombinedJmicroscopicWmolecularJmethodJforJtheJdiagnosisJofJstrongylidJinfectionsJinJsheepXJ
InternationalVJournalVforVParasitologyVJ2009VJagVJ[]eeWfe 4.3 82

192 ueneticJcharacterizationJofJqryptosporidiumJparvumJfromJcalvesJbyJmutationJscanningJandJ
targetedJsequencingWWzoonoticJimplicationsXJElectrophoresisVJ2009VJaZVJ]dbZWe 3.6 23

191 ueneticJcategorizationJofJschinococcusJgranulosusJfromJhumansJandJherbivorousJhostsJinJwranJ
usingJanJintegratedJmutationJscanningWphylogeneticJapproachXJElectrophoresisVJ2009VJaZVJ]dbfWcc 3.6 60

190 onalysisJofJgeneticJvariationJinJulobocephaloidesJpopulationsJfromJmacropodidJmarsupialsJusingJaJ
mutationJscanningWbasedJapproachXJElectrophoresisVJ2009VJaZVJ]ecfWdb 3.6 8

189 –olecularJcharacterizationJofJselectedJdermatophytesJandJtheirJidentificationJbyJelectrophoreticJ
mutationJscanningXJElectrophoresisVJ2009VJaZVJacccWdb 3.6 21

188 ueneticJdivergenceJbetweenJislandJandJcontinentalJpopulationsJofJtheJparasiticJnematodeJ
zabiosimplexJaustralisJinJoustraliaXJParasitologyVResearchVJ2009VJ[ZbVJ]]gWad 2.4 12

187 βedescriptionJandJgeneticJcharacterizationJofJselectedJqontracaecumJsppXJR—ematodahJonisakidaeSJ
fromJvariousJhostsJinJoustraliaXJParasitologyVResearchVJ2009VJ[ZbVJ[cZeW]c 2.4 48

186 ueneticJandJmorphologicalJevidencesJforJtheJexistenceJofJsiblingJspeciesJwithinJqontracaecumJ
rudolphiiJRvartwichVJ[gdbSJR—ematodahJonisakidaeSJinJoustraliaXJParasitologyVResearchVJ2009VJ[ZcVJc]gWaf2.4 52

185
wnvestigationJofJtheJregulationJofJtranscriptionalJchangesJinJoncylostomaJcaninumJlarvaeJfollowingJ
serumJactivationVJwithJaJfocusJonJtheJinsulinWlikeJsignallingJpathwayXJVeterinaryVParasitologyVJ2009VJ
[cgVJ[agWbf

2.8 13

184 –utationJscanningWcoupledJtoolsJforJtheJanalysisJofJgeneticJvariationJinJTaeniaJandJdiagnosisJWJ
statusJandJprospectsXJInfectioniVGeneticsVandVEvolutionVJ2009VJgVJebZWe 4.5 7

183 ηtrongyloidJnematodesJinJtheJcaecaJofJdonkeysJinJvenanJçrovinceVJqhinaXJActaVParasitologicaVJ2009VJ
cbVJ 1.7 5

182 TheJconservedJzincJfingerJproteinJVopW]aJisJanJessentialJregulatorJofJepidermalJmorphogenesisJinJ
qaenorhabditisJelegansXJDevelopmentalVBiologyVJ2009VJaadVJfbWga 3.1 4

181 sxploringJtranscriptionalJconservationJbetweenJoncylostomaJcaninumJandJvaemonchusJcontortusJ
byJoligonucleotideJmicroarrayJandJbioinformaticJanalysesXJMolecularVandVCellularVProbesVJ2009VJ]aVJ[Wg 3.3 10

180 vighJresolutionJmeltingWcurveJRvβ–SJanalysisJforJtheJdiagnosisJofJcryptosporidiosisJinJhumansXJ
MolecularVandVCellularVProbesVJ2009VJ]aVJ[ZWc 3.3 55

179 pioinformaticJanalysisJofJabundantVJgenderWenrichedJtranscriptsJofJadultJoscarisJsuumJR—ematodaSJ
usingJaJsemiWautomatedJworkflowJplatformXJMolecularVandVCellularVProbesVJ2009VJ]aVJ]ZcW[e 3.3 16

178 –aleWenrichedJtranscriptionJofJgenesJencodingJoηçsJandJyunitzWtypeJproteaseJinhibitorsJinJ
oncylostomaJspeciesXJMolecularVandVCellularVProbesVJ2009VJ]aVJ]gfWaZa 3.3 9

177
qomparisonJofJbronchoalveolarJlavageJfluidJexaminationJandJotherJdiagnosticJtechniquesJwithJtheJ
paermannJtechniqueJforJdetectionJofJnaturallyJoccurringJoelurostrongylusJabstrususJinfectionJinJ
catsXJJournalVofVtheVAmericanVVeterinaryVMedicalVAssociationVJ2009VJ]acVJbaWg

1 44

Robin B Gasser
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176
ueneticJvariationJwithinJspeciesJofJtheJnematodeJgenusJqloacinaJRηtrongyloideahqloacininaeSJ
parasiticJinJtheJstomachsJofJrockJwallabiesVJçetrogaleJsppXJR–arsupialiah–acropodidaeSJinJ
αueenslandXJAustralianVJournalVofVZoologyVJ2009VJceVJ[

0.5 26

175
wnJsilicoJanalysisJofJexpressedJsequenceJtagsJfromJTrichostrongylusJvitrinusJR—ematodaShJ
comparisonJofJtheJautomatedJsηTsxplorerJworkflowJplatformJwithJconventionalJdatabaseJ
searchesXJBMCVBioinformaticsVJ2008VJgJηupplJ[VJη[Z

3.6 17

174 UsingJbcbJtechnologyJforJlongWçqβJbasedJsequencingJofJtheJcompleteJmitochondrialJgenomeJfromJ
singleJvaemonchusJcontortusJR—ematodaSXJBMCVGenomicsVJ2008VJgVJ[[ 4.5 74

173 r—oJtechnologicalJprogressJtowardJadvancedJdiagnosticJtoolsJtoJsupportJhumanJhookwormJ
controlXJBiotechnologyVAdvancesVJ2008VJ]dVJacWbc 17.8 28

172 qryptosporidiumWWbiotechnologicalJadvancesJinJtheJdetectionVJdiagnosisJandJanalysisJofJgeneticJ
variationXJBiotechnologyVAdvancesVJ2008VJ]dVJaZbW[e 17.8 91

171 TowardJpracticalVJr—oWbasedJdiagnosticJmethodsJforJparasiticJnematodesJofJlivestockWWbionomicJ
andJbiotechnologicalJimplicationsXJBiotechnologyVAdvancesVJ2008VJ]dVJa]cWab 17.8 113

170
uenderWenrichedJtranscriptsJinJvaemonchusJcontortusWWpredictedJfunctionsJandJgeneticJ
interactionsJbasedJonJcomparativeJanalysesJwithJqaenorhabditisJelegansXJInternationalVJournalVforV
ParasitologyVJ2008VJafVJdcWfa

4.3 36

169 uenomicsJofJreproductionJinJnematodeshJprospectsJforJparasiteJinterventionmXJTrendsVinV
ParasitologyVJ2008VJ]bVJfgWgc 6.4 15

168 çarasiteJtransmissionJbyJinsectshJaJfemaleJaffairmXJTrendsVinVParasitologyVJ2008VJ]bVJ[[dW]Z 6.4 6

167 TvWβw [JWJanJatypicalJproteinJkinaseJfromJtheJparasiticJnematodeJTrichostrongylusJvitrinusXJ
ParasitesVandVVectorsVJ2008VJ[VJab 4 7

166
sxtensiveJandJcomplexJsequenceJdiversityJinJmitochondrialJcytochromeJcJoxidaseJsubunitJ[JwithinJ
—ecatorJamericanusJfromJqolombiaJrevealedJbyJηηqçWcoupledJsequencingXJMolecularVandVCellularV
ProbesVJ2008VJ]]VJ]abWe

3.3 7

165 ossessingJtheJrelationshipJbetweenJ–alasseziaJandJleishmaniasisJinJdogsJwithJorJwithoutJskinJ
lesionsXJActaVTropicaVJ2008VJ[ZeVJ]cWg 3.2 10

164 –olecularJandJphylogeneticJcharacterizationJofJcytochromesJcJfromJvaemonchusJcontortusJandJ
TrichostrongylusJvitrinusJR—ematodahJTrichostrongylidaSXJGeneVJ2008VJb]bVJ[][Wg 3.8 8

163
qlassificationJofJqryptosporidiumJspeciesJfromJpatientsJwithJsporadicJcryptosporidiosisJbyJuseJofJ
sequenceWbasedJmultilocusJanalysisJfollowingJmutationJscanningXJJournalVofVClinicalVMicrobiologyVJ
2008VJbdVJ]]c]Wd]

9.7 60

162 TranscriptionalJchangesJinJtheJhookwormVJoncylostomaJcaninumVJduringJtheJtransitionJfromJaJ
freeWlivingJtoJaJparasiticJlarvaXJPLoSVNeglectedVTropicalVDiseasesVJ2008VJ]VJe[aZ 4.8 66

161 uenomicWbioinformaticJanalysisJofJtranscriptsJenrichedJinJtheJthirdWstageJlarvaJofJtheJparasiticJ
nematodeJoscarisJsuumXJPLoSVNeglectedVTropicalVDiseasesVJ2008VJ]VJe]bd 4.8 26

160
qontracaecumJpyripapillatumJnXJspXJR—ematodahJonisakidaeSJandJaJdescriptionJofJqXJmultipapillatumJ
RvonJrrascheVJ[ff]SJfromJtheJoustralianJpelicanVJçelecanusJconspicillatusXJParasitologyVResearchVJ
2008VJ[ZaVJ[Za[Wg

2.4 38

159
onalysisJofJtheJgeneticJdiversityJwithinJqryptosporidiumJhominisJandJqryptosporidiumJparvumJfromJ
importedJandJautochtonousJcasesJofJhumanJcryptosporidiosisJbyJmutationJscanningXJ
ElectrophoresisVJ2008VJ]gVJb[[gW]g

3.6 29

(2008-2009)
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158 ueneticJcharacterizationJofJthreeJuniqueJoperationalJtaxonomicJunitsJofJsimeriaJfromJchickensJinJ
oustraliaJbasedJonJnuclearJspacerJribosomalJr—oXJVeterinaryVParasitologyVJ2008VJ[c]VJ]]dWab 2.8 35

157 ueneticJvariantsJofJ–alasseziaJpachydermatisJfromJcanineJskinhJbodyJdistributionJandJ
phospholipaseJactivityXJFEMSVYeastVResearchVJ2008VJfVJbc[Wg 3.1 36

156 TheJmitochondrialJgenomeJofJToxocaraJcanisXJPLoSVNeglectedVTropicalVDiseasesVJ2008VJ]VJe]ea 4.8 34

155
—eedlesJinJtheJsηTJhaystackhJlargeWscaleJidentificationJandJanalysisJofJexcretoryWsecretoryJRsηSJ
proteinsJinJparasiticJnematodesJusingJexpressedJsequenceJtagsJRsηTsSXJPLoSVNeglectedVTropicalV
DiseasesVJ2008VJ]VJeaZ[

4.8 40

154 –ultilocusJmutationJscanningJforJtheJanalysisJofJgeneticJvariationJwithinJ–alasseziaJ
RpasidiomycotahJ–alassezialesSXJElectrophoresisVJ2007VJ]fVJ[[edWfZ 3.6 11

153 ηpecificJandJgenotypicJidentificationJofJqryptosporidiumJfromJaJbroadJrangeJofJhostJspeciesJbyJ
nonisotopicJηηqçJanalysisJofJnuclearJribosomalJr—oXJElectrophoresisVJ2007VJ]fVJ]f[fW]c 3.6 28

152 oJpracticalJandJcostWeffectiveJmutationJscanningWbasedJapproachJforJinvestigatingJgeneticJvariationJ
inJqryptosporidiumXJElectrophoresisVJ2007VJ]fVJafecWfa 3.6 44

151 zongJçqβJamplificationJofJtheJentireJmitochondrialJgenomeJfromJindividualJhelminthsJforJdirectJ
sequencingXJNatureVProtocolsVJ2007VJ]VJ]aagWbb 18.8 86

150 ueneJdiscoveryJforJtheJcarcinogenicJhumanJliverJflukeVJ pisthorchisJviverriniXJBMCVGenomicsVJ2007VJ
fVJ[fg 4.5 81

149 oJtranscriptomicJanalysisJofJtheJadultJstageJofJtheJbovineJlungwormVJrictyocaulusJviviparusXJBMCV
GenomicsVJ2007VJfVJa[[ 4.5 16

148  esophagostomumJdentatumhJpotentialJasJaJmodelJforJgenomicJstudiesJofJstrongylidJnematodesVJ
withJbiotechnologicalJprospectsXJBiotechnologyVAdvancesVJ2007VJ]cVJ]f[Wga 17.8 18

147 TrichostrongylusJvitrinusJR—ematodahJηtrongylidaShJmolecularJcharacterizationJandJtranscriptionalJ
analysisJofJTvWstpW[VJaJserineYthreonineJphosphataseJgeneXJExperimentalVParasitologyVJ2007VJ[[eVJ]]Wab 2.1 24

146 –ultifocalJpalamuthiaJmandrillarisJinfectionJinJaJdogJinJoustraliaXJParasitologyVResearchVJ2007VJ[ZZVJb]aWd2.4 31

145 wnitialJsupportJforJtheJhypothesisJthatJçoβ]JisJinvolvedJinJtheJimmuneJresponseJtoJ—ippostrongylusJ
brasiliensisJinJmiceXJParasitologyVResearchVJ2007VJ[Z[VJ[ZcWg 2.4 10

144 wnvestigatingJaJpersistentJcoccidiosisJproblemJonJaJcommercialJbroilerWbreederJfarmJutilisingJ
çqβWcoupledJcapillaryJelectrophoresisXJParasitologyVResearchVJ2007VJ[Z[VJcfaWg 2.4 39

143 sηTsxplorerhJanJexpressedJsequenceJtagJRsηTSJassemblyJandJannotationJplatformXJNucleicVAcidsV
ResearchVJ2007VJacVJW[baWe 20.1 56

142
qlassificationJofJ–ycoplasmaJsynoviaeJstrainsJusingJsingleWstrandJconformationJpolymorphismJandJ
highWresolutionJmeltingWcurveJanalysisJofJtheJvlhoJgeneJsingleWcopyJregionXJMicrobiologyVeUnitedV
KingdomfVJ2007VJ[caVJ]degW]dff

2.9 83

141 uenomicJcharacterizationJofJTvWantW[VJaJqaenorhabditisJelegansJtagWd[JhomologueJfromJtheJ
parasiticJnematodeJTrichostrongylusJvitrinusXJGeneVJ2007VJageVJ[]W]c 3.8 8

Robin B Gasser
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140 çqβJapproachJforJtheJdetectionJofJTrypanosomaJbruceiJandJTXJequiperdumJandJtheirJdifferentiationJ
fromJTXJevansiJbasedJonJmaxicircleJkinetoplastJr—oXJMolecularVandVCellularVProbesVJ2007VJ][VJ[We 3.3 15

139 —ucleotideJalterationsJinJtheJraJdomainJofJtheJlargeJsubunitJofJribosomalJr—oJamongJ][JspeciesJ
ofJequineJstrongyleXJMolecularVandVCellularVProbesVJ2007VJ][VJ[[[Wc 3.3 8

138 –olecularJcharacterizationJofJ–alasseziaJisolatesJfromJdogsJusingJthreeJdistinctJgeneticJmarkersJinJ
nuclearJr—oXJMolecularVandVCellularVProbesVJ2007VJ][VJ]]gWaf 3.3 29

137
TheJspecificJidentificationJofJanisakidJlarvaeJfromJfishesJfromJtheJYellowJηeaVJqhinaVJusingJmutationJ
scanningWcoupledJsequenceJanalysisJofJnuclearJribosomalJr—oXJMolecularVandVCellularVProbesVJ2007VJ
][VJafdWgZ

3.3 47

136
TheJapplicationJofJaJpolymeraseJchainJreactionJRçqβSWbasedJcapillaryJelectrophoreticJtechniqueJ
providesJdetailedJinsightsJintoJsimeriaJpopulationsJinJintensiveJpoultryJestablishmentsXJMolecularV
andVCellularVProbesVJ2007VJ][VJ]ffWgb

3.3 27

135 oJhitchhikerQsJguideJtoJexpressedJsequenceJtagJRsηTSJanalysisXJBriefingsVinVBioinformaticsVJ2007VJfVJdW][ 13.4 200

134 vaemonchusJcontortushJprokaryoticJexpressionJandJenzymeJactivityJofJrecombinantJvcηTyVJaJ
serineYthreonineJproteinJkinaseXJExperimentalVParasitologyVJ2006VJ[[aVJ]ZeW[b 2.1 3

133 çrospectsJforJexploringJmolecularJdevelopmentalJprocessesJinJvaemonchusJcontortusXJ
InternationalVJournalVforVParasitologyVJ2006VJadVJfcgWdf 4.3 65

132 qlassJwwJmyosinsJinJnematodesWWJgeneticJrelationshipsVJfundamentalJandJappliedJimplicationsXJ
BiotechnologyVAdvancesVJ2006VJ]bVJaafWcZ 17.8 5

131 piotechnologicalJadvancesJinJtheJdiagnosisJofJavianJcoccidiosisJandJtheJanalysisJofJgeneticJvariationJ
inJsimeriaXJBiotechnologyVAdvancesVJ2006VJ]bVJcgZWdZa 17.8 71

130 –itochondrialJgenomesJofJparasiticJnematodesWWprogressJandJperspectivesXJTrendsVinVParasitologyVJ
2006VJ]]VJefWfb 6.4 128

129 rifferentiationJofJsntamoebaJhistolyticaJfromJsntamoebaJdisparJbyJçqβWcoupledJnonisotopicJηηqçJ
analysisXJElectrophoresisVJ2006VJ]eVJbb[gW]] 3.6

128 vumanJthelaziosisWWaJneglectedJparasiticJdiseaseJofJtheJeyeXJJournalVofVParasitologyVJ2006VJg]VJfe]Wc 0.9 83

127 qharacterisationJofJaJr–JdomainWcontainingJtranscriptionJfactorJfromJTrichostrongylusJvitrinusJ
R—ematodahJηtrongylidaSXJParasitologyVInternationalVJ2006VJccVJ[ccWe 2.1 5

126 otzçJfingerprintingJforJtheJanalysisJofJgeneticJdiversityJwithinJ—ecatorJamericanusXJMolecularVandV
CellularVProbesVJ2006VJ]ZVJa[eW][ 3.3 15

125 wnsightsJintoJtheJepidemiologyJandJgeneticJmakeWupJofJ esophagostomumJbifurcumJfromJhumanJ
andJnonWhumanJprimatesJusingJmolecularJtoolsXJParasitologyVJ2006VJ[a]VJbcaWdZ 2.7 46

124 ηingleWstrandJconformationJpolymorphismJRηηqçSJforJtheJanalysisJofJgeneticJvariationXJNatureV
ProtocolsVJ2006VJ[VJa[][Wf 18.8 210

123 –olecularJtoolsWWadvancesVJopportunitiesJandJprospectsXJVeterinaryVParasitologyVJ2006VJ[adVJdgWfg 2.8 177

(2006-2007)

29



122 TheJevolutionaryJoriginsJofJnematodesJwithinJtheJorderJηtrongylidaJareJrelatedJtoJpredilectionJsitesJ
withinJhostsXJMolecularVPhylogeneticsVandVEvolutionVJ2006VJbZVJ[[fW]f 4.1 86

121 UbiquitinWconjugatingJenzymeJgenesJinJ esophagostomumJdentatumXJParasitologyVResearchVJ2006VJ
ggVJ[[gW]c 2.4 11

120 wsolationJandJcharacterizationJofJclassJwwJmyosinJgenesJfromJvaemonchusJcontortusXJParasitologyV
ResearchVJ2006VJggVJ]ZZWa 2.4 3

119 TheJoccurrenceJofJToxocaraJmalaysiensisJinJcatsJinJqhinaVJconfirmedJbyJsequenceWbasedJanalysesJofJ
ribosomalJr—oXJParasitologyVResearchVJ2006VJggVJccbWe 2.4 48

118 qlonorchiasishJaJkeyJfoodborneJzoonosisJinJqhinaXJLancetVInfectiousVDiseasesiVTheVJ2005VJcVJa[Wb[ 25.5 437

117
onalysisJofJgeneticJvariabilityJwithinJThelaziaJcallipaedaJR—ematodahJThelazioideaSJfromJsuropeJandJ
osiaJbyJsequencingJandJmutationJscanningJofJtheJmitochondrialJcytochromeJcJoxidaseJsubunitJ[J
geneXJMolecularVandVCellularVProbesVJ2005VJ[gVJaZdW[a

3.3 83

116 qapillaryJelectrophoreticJanalysisJofJfragmentJlengthJpolymorphismJinJribosomalJmarkersJofJ
qryptosporidiumJfromJhumansXJMolecularVandVCellularVProbesVJ2005VJ[gVJagbWg 3.3 21

115
opplicationJofJmultipleJr—oJfingerprintingJtechniquesJtoJstudyJtheJgeneticJrelationshipsJamongJ
threeJmembersJofJtheJsubgenusJTrypanozoonJRçrotozoahJTrypanosomatidaeSXJMolecularVandV
CellularVProbesVJ2005VJ[gVJbZZWe

3.3 16

114 ueneticJanalysisJofJTrichinellaJpopulationsJbyJQcoldQJsingleWstrandJconformationJpolymorphismJ
analysisXJVeterinaryVParasitologyVJ2005VJ[a]VJ]aWd 2.8 11

113
çolymeraseJchainJreactionWbasedJdifferentialJdiagnosisJofJoncylostomaJduodenaleJandJ—ecatorJ
americanusJinfectionsJinJhumansJinJnorthernJuhanaXJTropicalVMedicineVandVInternationalVHealthVJ
2005VJ[ZVJcebWfZ

2.3 44

112  esophagostomumJbifurcumJinJnonWhumanJprimatesJisJnotJaJpotentialJreservoirJforJhumanJ
infectionJinJuhanaXJTropicalVMedicineVandVInternationalVHealthVJ2005VJ[ZVJ[a[cW]Z 2.3 19

111 rirectJcomparisonJofJselectedJmethodsJforJgeneticJcategorisationJofJqryptosporidiumJparvumJandJ
qryptosporidiumJhominisJspeciesXJInternationalVJournalVforVParasitologyVJ2005VJacVJageWb[Z 4.3 120

110 vighWthroughputJcapillaryJelectrophoresisJforJtheJidentificationJandJdifferentiationJofJsevenJ
speciesJofJsimeriaJfromJchickensXJElectrophoresisVJ2005VJ]dVJabegWfc 3.6 21

109
–utationJscanningWcoupledJanalysisJofJhaplotypicJvariabilityJinJmitochondrialJr—oJregionsJrevealsJ
lowJgeneJflowJbetweenJhumanJandJporcineJoscarisJinJendemicJregionsJofJqhinaXJElectrophoresisVJ
2005VJ]dVJba[eW]d

3.6 64

108 çqβWbasedJidentificationJandJdelineationJofJmembersJwithinJtheJçseudorhabdosynochusJ
lantauensisJcomplexJR–onogeneahJriplectanidaeSXJParasitologyVResearchVJ2005VJgfVJabWe 2.4 3

107
ueneticJevidenceJforJtheJexistenceJofJsiblingJspeciesJwithinJqontracaecumJrudolphiiJRvartwichVJ
[gdbSJandJtheJvalidityJofJqontracaecumJseptentrionaleJRyreisVJ[gccSJR—ematodahJonisakidaeSXJ
ParasitologyVResearchVJ2005VJgdVJad[Wd

2.4 67

106 –olecularJbiologyJofJreproductionJandJdevelopmentJinJparasiticJnematodeshJprogressJandJ
opportunitiesXJInternationalVJournalVforVParasitologyVJ2004VJabVJ[]cWaf 4.3 33

105
çrofilingJofJgenderWspecificJgeneJexpressionJforJTrichostrongylusJvitrinusJR—ematodahJηtrongylidaSJ
byJmicroarrayJanalysisJofJexpressedJsequenceJtagJlibrariesJconstructedJbyJsuppressiveWsubtractiveJ
hybridisationXJInternationalVJournalVforVParasitologyVJ2004VJabVJdaaWba

4.3 64

Robin B Gasser
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104
—onisotopicJsingleWstrandJconformationJpolymorphismJanalysisJofJsequenceJvariabilityJinJribosomalJ
r—oJexpansionJsegmentsJwithinJtheJgenusJTrichinellaJR—ematodahJodenophoreaSXJElectrophoresisVJ
2004VJ]cVJaaceWdb

3.6 25

103
TheJmitochondrialJgenomicsJofJparasiticJnematodesJofJsocioWeconomicJimportancehJrecentJ
progressVJandJimplicationsJforJpopulationJgeneticsJandJsystematicsXJAdvancesVinVParasitologyVJ2004VJ
cdVJ[aaW][]

3.2 84

102 uenomicJorganizationJandJexpressionJanalysisJforJhcstkVJaJserineYthreonineJproteinJkinaseJgeneJofJ
vaemonchusJcontortusVJandJcomparisonJwithJqaenorhabditisJelegansJparW[XJGeneVJ2004VJabaVJa[aW]] 3.8 9

101 odvancesJinJdevelopingJmolecularWdiagnosticJtoolsJforJstrongyloidJnematodesJofJequidshJ
fundamentalJandJappliedJimplicationsXJMolecularVandVCellularVProbesVJ2004VJ[fVJaW[d 3.3 26

100 –utationJscanningJanalysisJofJ–arteiliaJsydneyiJpopulationsJfromJdifferentJgeographicalJlocationsJ
inJeasternJoustraliaXJMolecularVandVCellularVProbesVJ2004VJ[fVJ[aaWf 3.3 9

99 slucidatingJtheJecologyJofJbucephalidJparasitesJusingJaJmutationJscanningJapproachXJMolecularVandV
CellularVProbesVJ2004VJ[fVJ[agWbd 3.3 7

98 onJelectrophoreticJtoolJforJtheJgeneticJcharacterisationJandJdelineationJofJlungwormsXJMolecularV
andVCellularVProbesVJ2004VJ[fVJ[geW]Za 3.3 4

97 ηpecificJidentificationJofJvabronemaJmicrostomaJandJvabronemaJmuscaeJRηpiruridaVJ
vabronematidaeSJbyJçqβJusingJmarkersJinJribosomalJr—oXJMolecularVandVCellularVProbesVJ2004VJ[fVJ][cW][3.3 28

96 onJimprovedJQcoldJηηqçQJmethodJforJtheJgenotypicJandJsubgenotypicJcharacterizationJofJ
qryptosporidiumXJMolecularVandVCellularVProbesVJ2004VJ[fVJa]gWa] 3.3 22

95
us—sTwqJηUpηTβUqTUβw—uJWwTvw—J sη çvou ηT –U–JpwtUβqU–JR—s–oT roSJtβ –J
vU–o—Jo—rJ— —WvU–o—Jçβw–oTsηJtβ –Juvo—oJpoηsrJ —Jβo—r –Jo–çzwtwsrJ
ç zY– βçvwqJr—oJo—ozYηwηXJAmericanVJournalVofVTropicalVMedicineVandVHygieneVJ2004VJe[VJ]]eW]aa

3.2 32

94 ηtructureJandJorganizationJofJtheJmitochondrialJgenomeJofJtheJcanineJheartwormVJrirofilariaJ
immitisXJParasitologyVJ2003VJ[]eVJaeWc[ 2.7 143

93 uenomicsJofJreproductionJinJparasiticJnematodesWfundamentalJandJbiotechnologicalJimplicationsXJ
BiotechnologyVAdvancesVJ2003VJ][VJ[ZaWf 17.8 6

92
–olecularJcharacterisationJofJaJmaleWspecificJserineYthreonineJphosphataseJfromJ
 esophagostomumJdentatumJR—ematodahJηtrongylidaSVJandJfunctionalJanalysisJofJhomologuesJinJ
qaenorhabditisJelegansXJInternationalVJournalVforVParasitologyVJ2003VJaaVJa[aW]c

4.3 43

91 qomparativeJanalysisJofJmitochondrialJgenomeJdataJforJ—ecatorJamericanusJfromJtwoJendemicJ
regionsJrevealsJsubstantialJgeneticJvariationXJInternationalVJournalVforVParasitologyVJ2003VJaaVJgccWda 4.3 46

90 TheJmitochondrialJgenomeJofJηtrongyloidesJstercoralisJR—ematodaSJWJidiosyncraticJgeneJorderJandJ
evolutionaryJimplicationsXJInternationalVJournalVforVParasitologyVJ2003VJaaVJ[agaWbZf 4.3 93

89 –olecularJepidemiologicalJinvestigationJofJoscarisJgenotypesJinJqhinaJbasedJonJsingleWstrandJ
conformationJpolymorphismJanalysisJofJribosomalJr—oXJElectrophoresisVJ2003VJ]bVJ]aZfW[c 3.6 46

88 tirstJcompleteJlargeJsubunitJribosomalJβ—oJsequenceJandJsecondaryJstructureJforJaJparasiticJ
nematodehJphylogeneticJandJdiagnosticJimplicationsXJMolecularVandVCellularVProbesVJ2003VJ[eVJaaWg 3.3 45

87 ηurveyJofJqryptosporidiumJparvumJgenotypesJinJhumansJfromJtheJUyJbyJmutationJscanningJ
analysisJofJaJheatJshockJproteinJgeneJregionXJMolecularVandVCellularVProbesVJ2003VJ[eVJ[]eWab 3.3 13

(2003-2004)
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86
slectrophoreticJanalysisJofJgeneticJvariabilityJwithinJqryptosporidiumJparvumJfromJimportedJandJ
autochthonousJcasesJofJhumanJcryptosporidiosisJinJtheJUnitedJyingdomXJAppliedVandVEnvironmentalV
MicrobiologyVJ2003VJdgVJ]e[gWaZ

4.8 38

85  pportunitiesJandJçrospectsJforJwnvestigatingJrevelopmentallyJβegulatedJandJηexWηpecificJuenesJ
andJTheirJsxpressionJinJwntestinalJ—ematodesJofJvumansJ2002VJ]acW]df 4

84 TheJmitochondrialJgenomesJofJtheJhumanJhookwormsVJoncylostomaJduodenaleJandJ—ecatorJ
americanusJR—ematodahJηecernenteaSXJInternationalVJournalVforVParasitologyVJ2002VJa]VJ[bcWcf 4.3 122

83 vcηTyVJaJqaenorhabditisJelegansJçoβW[JhomologueJfromJtheJparasiticJnematodeVJvaemonchusJ
contortusXJInternationalVJournalVforVParasitologyVJ2002VJa]VJebgWcf 4.3 35

82 ηingleWstrandJconformationJpolymorphismWbasedJanalysisJofJmitochondrialJcytochromeJcJoxidaseJ
subunitJ[JrevealsJsignificantJsubstructuringJinJhookwormJpopulationsXJElectrophoresisVJ2002VJ]aVJ]eWab 3.6 74

81 –utationJscanningJanalysisJofJmitochondrialJcytochromeJcJoxidaseJsubunitJ[JrevealsJlimitedJgeneJ
flowJamongJbovineJlungwormJsubpopulationsJinJηwedenXJElectrophoresisVJ2002VJ]aVJaaceWda 3.6 30

80 VeterinaryJparasitologyJteachingJinJeasternJoustraliaXJVeterinaryVParasitologyVJ2002VJ[ZfVJ]gcWaZe 2.8 2

79
βedescriptionJofJZoniolaimusJmawsonaeJpeveridgeVJ[gfaJR—ematodahJηtrongyloideaSJandJtheJ
descriptionJofJZXJlatebrosusJnXJspXJfromJtheJredJkangarooJ–acropusJrufusJR–arsupialiahJ
–acropodidaeSJbasedJonJmorphologicalJandJmolecularJdataXJSystematicVParasitologyVJ2002VJc[VJ[acWbe

1 20

78 TheJValueJofJ–utationJηcanningJopproachesJforJretectingJueneticJVariationJâ��JwmplicationsJforJ
ηtudyingJwntestinalJ—ematodesJofJvumansJ2002VJ][gW]aa 9
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