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Networks. Cell, 2014, 157, 420-432. )
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Crystal structure of [+-COP in complex with Tu-COP provides insight into the architecture of the COPI
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Characterization of the membrane-coating Nup84 complex. Nucleus, 2010, 1, 150-157.

Characterization of the membrane-coating Nup84 complex: Paradigm for the nuclear pore complex 9.9 9
structure. Nucleus, 2010, 1, 150-157. ’

Structure of a trimeric nucleoporin complex reveals alternate oligomerization states. Proceedings of
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Metal ions and phosphate binding in the H-N-H motif: Crystal structures of the nuclease domain of
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