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k Paper IF Citations

219 TheKgenomicKandKtranscriptionalKlandscapeKofKprimaryKcentralKnervousKsystemKlymphomaYYKNatureh
CommunicationsWK2022WK]bWKaddg 17.4 4

218 rlinicalKxmpactKofK olecularKSubtypingKofKγancreaticKrancerYKFrontiershinhCellhandhDevelopmentalh
BiologyWK2021WKhWKfcbh[g 5.7 4

217 SingleXcellKchromatinKaccessibilityKlandscapeKidentifiesKtissueKrepairKprogramKinKhumanKregulatoryK
T´ cellsYKImmunityWK2021WKdcWKf[aXfa[Ye]f 32.3 18

216 rpTrwiKpKγrospectiveKγrecisionKβncologyKTrialKinK etastaticKqreastKrancerYKJCOhPrecisionhOncologyWK
2021WKdWK 3.6 5

215 seconvolutionKofKsarcomaKmethylomesKrevealsKvaryingKdegreesKofKimmuneKcellKinfiltratesKwithK
associationKtoKgenomicKaberrationsYKJournalhofhTranslationalhMedicineWK2021WK]hWKa[c 8.5 1

214 WholeXexomeKsequencingKinKeccrineKporocarcinomaKindicatesKpromisingKtherapeuticKstrategiesYK
CancerhGenehTherapyWK2021WK 5.4 3

213  utationalKmechanismsKshapingKtheKcodingKandKnoncodingKgenomeKofKgerminalKcenterKderivedK
qXcellKlymphomasYKLeukemiaWK2021WKbdWKa[[aXa[]e 10.7 3

212 romprehensiveKvenomicKandKTranscriptomicKpnalysisKforKvuidingKTherapeuticKsecisionsKinKγatientsK
withKRareKrancersYKCancerhDiscoveryWK2021WK]]WKafg[Xafhd 24.4 24

211 pggressiveKγsprsKShowKwypomethylationKofKRepetitiveKtlementsKandKtheKtxecutionKofKanKxntrinsicK
xu²KγrogramK–inkedKtoKaKsuctalKrellKofKβriginYKCancerhDiscoveryWK2021WK]]WKebgXedh 24.4 24

210 xntegratingKproteomicsKintoKprecisionKoncologyYKInternationalhJournalhofhCancerWK2021WK]cgWK]cbgX]cd] 7.5 5

209 pccurateKandKefficientKdetectionKofKgeneKfusionsKfromKR²pKsequencingKdataYKGenomehResearchWK
2021WKb]WKccgXce[ 9.7 45

208 rharacteristicsKandKoutcomeKofKpatientsKwithKacuteKmyeloidKleukaemiaKandKtSgj]eTSp]]jp]bTiKresultsK
fromKanKxnternationalKrollaborativeKStudyYKBritishhJournalhofhHaematologyWK2021WK]haWKgbaXgca 4.5 4

207 plternativeKlengtheningKofKtelomeresKinKchildhoodKneuroblastomaKfromKgenomeKtoKproteomeYK
NaturehCommunicationsWK2021WK]aWK]aeh 17.4 12

206 SelectiveKeliminationKofKimmunosuppressiveKTKcellsKinKpatientsKwithKmultipleKmyelomaYKLeukemiaWK
2021WKbdWKae[aXae]d 10.7 5

205 RosettaSXiKReliableKgeneKexpressionKsignatureKscoringKofKcancerKmodelsKandKpatientsYKNeoplasiaWK
2021WKabWK][ehX][ff 6.4 0

204 SarcomaKclassificationKbyKs²pKmethylationKprofilingYKNaturehCommunicationsWK2021WK]aWKchg 17.4 74

203 TheKlandscapeKofKchromothripsisKacrossKadultKcancerKtypesYKNaturehCommunicationsWK2020WK]]WKaba[ 17.4 32

Benedikt Brors

2



202 sissectingKintratumourKheterogeneityKofKnodalKqXcellKlymphomasKatKtheKtranscriptionalWKgeneticKandK
drugXresponseKlevelsYKNaturehCellhBiologyWK2020WKaaWKgheXh[e 23.4 30

201 vermlineKSswqXinactivatingKmutationKinKgastricKspindleKcellKsarcomaYKGeneshChromosomeshandh
CancerWK2020WKdhWKe[]Xe[g 5 2

200 romprehensiveKgenomicKcharacterizationKofKgeneKtherapyXinducedKTXcellKacuteKlymphoblasticK
leukemiaYKLeukemiaWK2020WKbcWKafgdXafgh 10.7 1

199  acrophagesZ icrogliaKRepresentKtheK ajorKSourceKofKxndolamineKaWbXsioxygenaseKtxpressionKinK
 elanomaK etastasesKofKtheKqrainYKFrontiershinhImmunologyWK2020WK]]WK]a[ 8.4 15

198 pssessmentKofKmodellingKstrategiesKforKdrugKresponseKpredictionKinKcellKlinesKandKxenograftsYK
ScientifichReportsWK2020WK][WKagch 4.9 8

197 venomicKfootprintsKofKactivatedKtelomereKmaintenanceKmechanismsKinKcancerYKNatureh
CommunicationsWK2020WK]]WKfbb 17.4 40

196 romprehensiveKanalysisKofKchromothripsisKinKaWedgKhumanKcancersKusingKwholeXgenomeK
sequencingYKNaturehGeneticsWK2020WKdaWKbb]Xbc] 36.3 168

195 WholeXgenomeKfingerprintKofKtheKs²pKmethylomeKduringKchemicallyKinducedKdifferentiationKofKtheK
humanKp –KcellKlineKw–Xe[ZScYKBiologyhOpenWK2020WKhWK 2.2 1

194 TargetableKtRqqaKmutationsKidentifiedKinKneurofibromaZschwannomaKhybridKnerveKsheathKtumorsYK
JournalhofhClinicalhInvestigationWK2020WK]b[WKacggXachd 15.9 8

193
venomeXWideKs²pK ethylationKγrofilingKinKtarlyKStageKxK–ungKpdenocarcinomaKRevealsKγredictiveK
pberrantK ethylationKinKtheKγromoterKRegionKofKtheK–ongK²oncodingKR²pKγ–UTiKpnKtxploratoryK
StudyYKJournalhofhThoracichOncologyWK2020WK]dWK]bbgX]bd[

8.9 4

192 γrecursorsKforK²onlymphoidXTissueKTregKrellsKResideKinKSecondaryK–ymphoidKβrgansKandKpreK
γrogrammedKbyKtheKTranscriptionKuactorKqpTuYKImmunityWK2020WKdaWKahdXb]aYe]] 32.3 55

191 xdentificationKofKqr–XX–KasKhighlyKactiveKsurvivalKfactorKandKpromisingKtherapeuticKtargetKinK
colorectalKcancerYKCellhDeathhandhDiseaseWK2020WK]]WKgfd 9.8 9

190 SuccessfulKqRpuZ tzKinhibitionKinKaKpatientKwithKXmutatedKextrapancreaticKacinarKcellKcarcinomaYK
JournalhofhPhysicalhEducationhandhSportshManagementWK2020WKeWK 2.8 4

189 sistributedK–edgerKTechnologyKinKgenomicsiKaKcallKforKturopeYKEuropeanhJournalhofhHumanhGeneticsWK
2020WKagWK]bhX]c[ 5.3 10

188 xdentificationKandKcharacterizationKofKaKqRpuKfusionKoncoproteinKwithKretainedKautoinhibitoryK
domainsYKOncogeneWK2020WKbhWKg]cXgba 9.2 10

187 TelomerewunterKXKinKsilicoKestimationKofKtelomereKcontentKandKcompositionKfromKcancerKgenomesYK
BMChBioinformaticsWK2019WKa[WKafa 3.6 24

186 –inkingKaberrantKchromatinKfeaturesKinKchronicKlymphocyticKleukemiaKtoKtranscriptionKfactorK
networksYKMolecularhSystemshBiologyWK2019WK]dWKegbbh 12.2 20

185 xmpactKofKpostXsurgicalKfreezingKdelayKonKbrainKtumorKmetabolomicsYKMetabolomicsWK2019WK]dWKfg 4.7 3

(2019-2020)
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184 VariantKclassificationKinKprecisionKoncologyYKInternationalhJournalhofhCancerWK2019WK]cdWKahheXb[][ 7.5 28

183  s cKxsKTargetedKbyK]qKvainKandKsrivesKsiseaseKinKqurkittK–ymphomaYKCancerhResearchWK2019WKfhWKb]adXb]bg10.1 8

182 ResponseKtoKolaparibKinKaKgermlineKmutatedKprostateKcancerKandKgeneticKeventsKassociatedKwithK
resistanceYKJournalhofhPhysicalhEducationhandhSportshManagementWK2019WKdWK 2.8 21

181 sefectiveKhomologousKrecombinationKs²pKrepairKasKtherapeuticKtargetKinKadvancedKchordomaYK
NaturehCommunicationsWK2019WK][WK]ebd 17.4 33

180 venomicKandKtranscriptomicKchangesKcomplementKeachKotherKinKtheKpathogenesisKofKsporadicK
qurkittKlymphomaYKNaturehCommunicationsWK2019WK][WK]cdh 17.4 49

179 venerationKofKWholeKvenomeKqisulfiteKSequencingK–ibrariesKfromKVeryK–owKs²pKxnputYKMethodshinh
MolecularhBiologyWK2019WK]hdeWKaahXacg 1.4 0

178
womologyK odellingKandK olecularKsockingKStudiesKofKSelectedKSubstitutedK
qenzo[]imidazolX]XylTmethylTbenzimidamideKScaffoldsKonKpdenylosuccinateK–yaseKReceptorYK
BioinformaticshandhBiologyhInsightsWK2019WK]bWK]]ffhbaa]hgeddbb

5.3 16

177 zxTXsependentKandKzxTXxndependentKvenomicKweterogeneityKofKResistanceKinKvastrointestinalK
StromalKTumorsKXKTβRr]ZaKxnhibitionKasKSalvageKStrategyYKMolecularhCancerhTherapeuticsWK2019WK]gWK]hgdX]hhe6.1 15

176 geneKrearrangementiKaKpowerfulKdriverKofK˛†XcateninKactivationKinKliverKtumoursYKGutWK2019WKegWK]agfX]ahe19.2 15

175 pbstractKh]hiKrlinicalKrelevanceKofKcomprehensiveKgenomicKanalysisKinKpatientsKwithKadvancedXstageK
neuroendocrineKneoplasmsiKResultsKfromKtheK pSTtRKtrialKofKtheKvermanKrancerKronsortiumK2019WK 2

174 vlioblastomaKevolutionKpatternKunderKsurgeryKandKradioSchemoTtherapyKSRrwTTKtoKidentifyKnovelK
methylomeKbasedKgliomaKsubtypesYYKJournalhofhClinicalhOncologyWK2019WKbfWKa[]aXa[]a 2.2 2

173
pKromprehensiveKpnalysisKofKSingleXrellKrhromatinKpccessibilityKandKveneKtxpressionKxdentifiesK
xntraXTumorKweterogeneityKandK olecularKTreatmentKResponsesKinKRelapsedZRefractoryK ultipleK
 yelomaYKBloodWK2019WK]bcWKdfdXdfd

2.2

172 ²oKtvidenceKforKwematopoieticKStemKrellKSelfXRenewalKinXVivoKuollowingKxnflammatoryKrhallengeYK
BloodWK2019WK]bcWKcdeXcde 2.2

171 sissectingKweterogeneityKofKTumorKrellsKandKTheirK icroenvironmentKinKRefractoryK ultipleK
 yelomaYKBloodWK2019WK]bcWKdf]Xdf] 2.2

170 qiallelicKxnactivationKofK ultipleKTumorKSuppressorsKxsKpssociatedKwithKtarlyKRelapseKafterKStemKrellK
TransplantKinK²ewlyKsiagnosedK yelomaYKBloodWK2019WK]bcWK]fgbX]fgb 2.2

169 seconvolutionKofKwematopoieticKrommitmentKsecisionsKqyKvenomeXWideKpnalysisKofKγrogressiveK
s²pK ethylationKrhangesYKBloodWK2019WK]bcWK]]fhX]]fh 2.2

168 rommunityXdrivenKdevelopmentKofKaKmodifiedKprogressionXfreeKsurvivalKratioKforKprecisionK
oncologyYKESMOhOpenWK2019WKcWKe[[[dgb 6 9

167
²a aKS²βpXa[TKphaseKxZxxKtrialKofKmolecularlyKmatchedKtargetedKtherapiesKplusKradiotherapyKinK
patientsKwithKnewlyKdiagnosedKnonX v TKhypermethylatedKglioblastomaYKNeuroxOncologyWK2019WK
a]WKhdX][d

1 55
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166 TheKlandscapeKofKgenomicKalterationsKacrossKchildhoodKcancersYKNatureWK2018WKdddWKba]Xbaf 50.4 603

165  ethylationKprofilingKidentifiesKtwoKsubclassesKofKsquamousKcellKcarcinomaKrelatedKtoKdistinctKcellsK
ofKoriginYKNaturehCommunicationsWK2018WKhWKdff 17.4 42

164
ueasibilityKofKrealXtimeKmolecularKprofilingKforKpatientsKwithKnewlyKdiagnosedKglioblastomaKwithoutK
 v TKpromoterKhypermethylationXtheK²rTK²euroK asterK atchKS²a aTKpilotKstudyYK
NeuroxOncologyWK2018WKa[WKgaeXgbf

1 27

163 xntegrativeKgenomicKandKtranscriptomicKanalysisKofKleiomyosarcomaYKNaturehCommunicationsWK2018WK
hWK]cc 17.4 115

162  etabosiffiKanKRKpackageKforKdifferentialKmetabolomicKanalysisYKBioinformaticsWK2018WKbcWKbc]fXbc]g 7.2 22

161 uromKsomaticKvariantsKtowardsKprecisionKoncologyiKtvidenceXdrivenKreportingKofKtreatmentKoptionsK
inKmolecularKtumorKboardsYKGenomehMedicineWK2018WK][WK]g 14.4 22

160 wivwmedKXKpnKβpenKγlatformKppproachKtoKtnhanceKrareKandKResearchKacrossKxnstitutionalK
qoundariesYKMethodshofhInformationhinhMedicineWK2018WKdfWKeeeXeg] 1.5 37

159 srugXbasedKperturbationKscreenKuncoversKsynergisticKdrugKcombinationsKinKqurkittKlymphomaYK
ScientifichReportsWK2018WKgWK]a[ce 4.9 15

158
sistinctKhumanKcirculatingK²zpb[uc˛µRx˛‡rsgKTKcellKpopulationKexhibitingKhighKnaturalKkillerXlikeK
antitumorKpotentialYKProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmerica
WK2018WK]]dWKtdhg[Xtdhgh

11.5 23

157 TowardsKaKmolecularKalgorithmKpredictingKgliomaKtreatmentKresponseKandKresistanceiKpKbiomarkerK
analysisKandKpathKtoKrealKtimeKprofilingKinK²a aYYKJournalhofhClinicalhOncologyWK2018WKbeWK]a[h[X]a[h[ 2.2

156 RecurrentK utationsKinKtvRaKsirectKSpecificKtpigeneticKReconfigurationKinKrhronicK–ymphocyticK
–eukemiaYKBloodWK2018WK]baWKed[Xed[ 2.2

155 rooperativeKtffectsKofKaKsnmtKxnhibitorKandKpllXTransKRetinoicKpcidKinKanKp –KrellK–ineK odelK
–ackingKγ –XRaraYKBloodWK2018WK]baWK]bdhX]bdh 2.2

154
ValidatingKromprehensiveK²extXvenerationKSequencingKResultsKforKγrecisionKβncologyiKTheK
²rTZszTzK olecularlyKpidedKStratificationKforKTumorKtradicationKResearchKtxperienceYYKJCOh
PrecisionhOncologyWK2018WKaWK]X]b

3.6 4

153 xntegrativeKanalysisKofKsingleXcellKexpressionKdataKrevealsKdistinctKregulatoryKstatesKinKbidirectionalK
promotersYKEpigeneticshandhChromatinWK2018WK]]WKee 5.8 4

152 WholeKgenomeKsequencingKputsKforwardKhypothesesKonKmetastasisKevolutionKandKtherapyKinK
colorectalKcancerYKNaturehCommunicationsWK2018WKhWKcfga 17.4 51

151  olecularKtvolutionKofKtarlyXβnsetKγrostateKrancerKxdentifiesK olecularKRiskK arkersKandKrlinicalK
TrajectoriesYKCancerhCellWK2018WKbcWKhheX][]]Yeg 24.3 89

150 xvu]RKupregulationKconfersKresistanceKtoKisoformXspecificKinhibitorsKofKγxbzKinKγxzbrpXdrivenK
ovarianKcancerYKCellhDeathhandhDiseaseWK2018WKhWKhcc 9.8 19

149 uusionsKinKWildXTypeKγancreaticKrancerYKCancerhDiscoveryWK2018WKgWK][gfX][hd 24.4 99

(2018-2018)
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148 γsX–]KSrsafcTKcopyKnumberKgainWKexpressionWKandKimmuneKcellKinfiltrationKasKcandidateKpredictorsK
forKresponseKtoKimmuneKcheckpointKinhibitorsKinKsoftXtissueKsarcomaYKOncoImmunologyWK2017WKeWKe]afhfff7.2 40

147 veneticKandKepigeneticKprofilingKofKaKsolitaryKγeutzXyeghersKcolonKpolypYKJournalhofhPhysicalh
EducationhandhSportshManagementWK2017WKbWKa[[]e][ 2.8 7

146 γrecisionKoncologyKbasedKonKomicsKdataiKTheK²rTKweidelbergKexperienceYKInternationalhJournalhofh
CancerWK2017WK]c]WKgffXgge 7.5 82

145 SuccessionKofKtransientlyKactiveKtumorXinitiatingKcellKclonesKinKhumanKpancreaticKcancerKxenograftsYK
EMBOhMolecularhMedicineWK2017WKhWKh]gXhba 12 26

144 veneticKsubcloneKarchitectureKofKtumorKcloneXinitiatingKcellsKinKcolorectalKcancerYKJournalhofh
ExperimentalhMedicineWK2017WKa]cWKa[fbXa[gg 16.6 23

143 s² TKandKwsprKinhibitorsKinduceKcrypticKtranscriptionKstartKsitesKencodedKinKlongKterminalK
repeatsYKNaturehGeneticsWK2017WKchWK][daX][e[ 36.3 157

142 γatientXderivedKxenograftsKofKgastrointestinalKcancersKareKsusceptibleKtoKrapidKandKdelayedK
qXlymphoproliferationYKInternationalhJournalhofhCancerWK2017WK]c[WK]bdeX]beb 7.5 18

141 RevisitingKtheKRoadK apKofK edullaryKThymicKtpithelialKrellKsifferentiationYKJournalhofhImmunologyWK
2017WK]hhWKbcggXbd[b 5.3 17

140 TheKwholeXgenomeKlandscapeKofKmedulloblastomaKsubtypesYKNatureWK2017WKdcfWKb]]Xb]f 50.4 472

139 venomeXwideKs²pXmethylationKlandscapeKdefinesKspecializationKofKregulatoryKTKcellsKinKtissuesYK
NaturehImmunologyWK2017WK]gWK]]e[X]]fa 19.1 125

138  olecularKrlassificationKSubstitutesKforKtheKγrognosticKVariablesKStageWKpgeWKandK Yr²KStatusKinK
²euroblastomaKRiskKpssessmentYKNeoplasiaWK2017WK]hWKhgaXhh[ 6.4 11

137 TargetingKuibroblastKvrowthKuactorKReceptorK]KforKTreatmentKofKSoftXTissueKSarcomaYKClinicalh
CancerhResearchWK2017WKabWKheaXhfb 12.9 17

136  utantKzxTKasKimatinibXsensitiveKtargetKinKmetastaticKsinonasalKcarcinomaYKAnnalshofhOncologyWK2017WK
agWK]caX]cg 10.3 16

135 rombiningKtranscriptionKfactorKbindingKaffinitiesKwithKopenXchromatinKdataKforKaccurateKgeneK
expressionKpredictionYKNucleichAcidshResearchWK2017WKcdWKdcXee 20.1 66

134
veneticKrontributionKtoKplcoholKsependenceiKxnvestigationKofKaKweterogeneousKvermanKSampleKofK
xndividualsKwithKplcoholKsependenceWKrhronicKplcoholicKγancreatitisWKandKplcoholXRelatedKrirrhosisYK
GenesWK2017WKgWK

4.2 8

133 tpigeneticKdynamicsKofKmonocyteXtoXmacrophageKdifferentiationYKEpigeneticshandhChromatinWK2016WK
hWKbb 5.8 54

132 tpigenomicKγrofilingKofKwumanKrscKTKrellsKSupportsKaK–inearKsifferentiationK odelKandKwighlightsK
 olecularKRegulatorsKofK emoryKsevelopmentYKImmunityWK2016WKcdWK]]cgX]]e] 32.3 118

131 RecurrentK tTKfusionKgenesKrepresentKaKdrugKtargetKinKpediatricKglioblastomaYKNaturehMedicineWK
2016WKaaWK]b]cX]ba[ 50.5 137
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130 TheKxnternationalKwumanKtpigenomeKronsortiumiKpKqlueprintKforKScientificKrollaborationKandK
siscoveryYKCellWK2016WK]efWK]]cdX]]ch 56.2 232

129  YrZ xZ]XdependentKgeneKrepressionKinverselyKcoordinatesKtheKcircadianKclockKwithKcellKcycleKandK
proliferationYKNaturehCommunicationsWK2016WKfWK]]g[f 17.4 65

128
xntegrationKofKgenomicsKandKhistologyKrevisesKdiagnosisKandKenablesKeffectiveKtherapyKofKrefractoryK
cancerKofKunknownKprimaryKwithKamplificationYKJournalhofhPhysicalhEducationhandhSportsh
ManagementWK2016WKaWKa[[]]g[

2.8 49

127 venomeXwideKassociationKstudyKofKpathologicalKgamblingYKEuropeanhPsychiatryWK2016WKbeWKbgXce 6 68

126 s²pKmethylationKdynamicsKduringKqKcellKmaturationKunderlieKaKcontinuumKofKdiseaseKphenotypesKinK
chronicKlymphocyticKleukemiaYKNaturehGeneticsWK2016WKcgWKadbXec 36.3 193

125 tvolutionaryKconservedKgeneKcoXexpressionKdrivesKgenerationKofKselfXantigenKdiversityKinKmedullaryK
thymicKepithelialKcellsYKJournalhofhAutoimmunityWK2016WKefWKedXfd 15.5 11

124 rooperationKofKqRpuSudhd–TKandKmutantKwRpSKinKhistiocyticKsarcomaKprovidesKnewKinsightsKintoK
oncogenicKqRpuKsignalingYKLeukemiaWK2016WKb[WKhbfXce 10.7 42

123
UmbrellaKprotocolKforKphaseKxZxxaKtrialsKofKmolecularlyKmatchedKtargetedKtherapiesKplusK
radiotherapyKinKpatientsKwithKnewlyKdiagnosedKglioblastomaKwithoutK v TKpromoterKmethylationK
²euroK asterK atchKS²´† ´†TYYKJournalhofhClinicalhOncologyWK2016WKbcWKTγSa[gcXTγSa[gc

2.2 4

122 wematopoieticKStemKrellsKuailKtoKRegenerateKxnKVivoKuollowingKxnflammatoryKStressYKBloodWK2016WK
]agWK]cfaX]cfa 2.2

121 tpigeneticKsrugKTreatmentKvloballyKxnducesKrrypticKTranscriptionKStartKSitesKtncodedKinK–ongK
TerminalKRepeatsYKBloodWK2016WK]agWKbhb]Xbhb] 2.2

120 plterationsKofKmicroR²pKandKmicroR²pXregulatedKmessengerKR²pKexpressionKinKgerminalKcenterK
qXcellKlymphomasKdeterminedKbyKintegrativeKsequencingKanalysisYKHaematologicaWK2016WK][]WK]bg[X]bgh 6.6 31

119 qetweenXspeciesKdifferencesKinKgeneKcopyKnumberKareKenrichedKamongKfunctionsKcriticalKforK
adaptiveKevolutionKinKprabidopsisKhalleriYKBMChGenomicsWK2016WK]fWK][bc 4.5 21

118 qrafK utationsKxnitiateKtheKsevelopmentKofKRatKvliomasKxnducedKbyKγostnatalKtxposureKtoK
²XtthylX²X²itrosoureaYKAmericanhJournalhofhPathologyWK2016WK]geWKadehXfe 5.8 6

117 ²extXgenerationKpersonalisedKmedicineKforKhighXriskKpaediatricKcancerKpatientsKXKTheKx²uβR KpilotK
studyYKEuropeanhJournalhofhCancerWK2016WKedWKh]X][] 7.5 186

116 SuppressionKofKearlyKhematogenousKdisseminationKofKhumanKbreastKcancerKcellsKtoKboneKmarrowKbyK
retinoicKpcidXinducedKaYKCancerhDiscoveryWK2015WKdWKd[eX]h 24.4 27

115 RecurrentKrsz²]qKSpafTKmutationsKinKhairyKcellKleukemiaYKBloodWK2015WK]aeWK][[dXg 2.2 66

114 XRrrdKasKaKriskKgeneKforKalcoholKdependenceiKevidenceKfromKaKgenomeXwideKgeneXsetXbasedK
analysisKandKfollowXupKstudiesKinKsrosophilaKandKhumansYKNeuropsychopharmacologyWK2015WKc[WKbe]Xf] 8.7 12

113 qpZapKSTxγdTKisKinvolvedKinKepigeneticKalterationsKinKprostateKcancerKandKitsKoverexpressionKpredictsK
diseaseKrecurrenceYKNaturehGeneticsWK2015WKcfWKaaXb[ 36.3 99

(2015-2016)
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112
RevisedKriskKestimationKandKtreatmentKstratificationKofKlowXKandKintermediateXriskKneuroblastomaK
patientsKbyKintegratingKclinicalKandKmolecularKprognosticKmarkersYKClinicalhCancerhResearchWK2015WK
a]WK]h[cX]d

12.9 53

111 xroquoisKhomeoboxKaKsuppressesKcellularKmotilityKandKchemokineKexpressionKinKbreastKcancerKcellsYK
BMChCancerWK2015WK]dWKghe 4.8 8

110 xnKSilicoKveneKRegulatoryK²etworkKofKtheK aurerRsKrleftKγathwayKinKγlasmodiumKfalciparumYK
EvolutionaryhBioinformaticsWK2015WK]]WKab]Xg 1.9 2

109 ThymicKqKrellsKpreK–icensedKtoKγresentKSelfKpntigensKforKrentralKTKrellKToleranceKxnductionYK
ImmunityWK2015WKcaWK][cgXe] 32.3 152

108  olecularKprofilingKofKlongXtermKsurvivorsKidentifiesKaKsubgroupKofKglioblastomaKcharacterizedKbyK
chromosomeK]hZa[KcoXgainYKActahNeuropathologicaWK2015WK]b[WKc]hXbc 14.3 41

107 pKcomprehensiveKassessmentKofKsomaticKmutationKdetectionKinKcancerKusingKwholeXgenomeK
sequencingYKNaturehCommunicationsWK2015WKeWK][[[] 17.4 199

106 romparisonKofKR²pXseqKandKmicroarrayXbasedKmodelsKforKclinicalKendpointKpredictionYKGenomeh
BiologyWK2015WK]eWK]bb 18.3 212

105 RecurrentKmutationsKwithinKtheKaminoXterminalKregionKofK˛†XcateninKareKprobableKkeyKmolecularK
driverKeventsKinKsinonasalKhemangiopericytomaYKAmericanhJournalhofhPathologyWK2015WK]gdWKdebXf] 5.8 35

104 γrogressiveKtpigeneticKγrogrammingKduringKqKrellK aturationKxsKReflectedKinKaKrontinuumKofK
tpigeneticKsiseaseKγhenotypesKinKrhronicK–ymphocyticK–eukemiaYKBloodWK2015WK]aeWKacbeXacbe 2.2 1

103  Yr²KamplificationKconfersKenhancedKfolateKdependenceKandKmethotrexateKsensitivityKinK
neuroblastomaYKOncotargetWK2015WKeWK]dd][Xab 3.3 11

102 uvuRaKisKoverexpressedKinKmyxoidKliposarcomaKandKinhibitionKofKuvuRKsignalingKimpairsKtumorK
growthKinKvitroYKOncotargetWK2015WKeWKa[a]dXb[ 3.3 20

101 rooperativeKpctivityKofKqRpuKudhd–KandK utantKwRpSKinKwistiocyticKSarcomaKγrovidesK²ewKxnsightsK
intoKβncogenicKqRpuKSignalingYKBloodWK2015WK]aeWK]eb]X]eb] 2.2

100 venomeKsequencingKofKSwwKmedulloblastomaKpredictsKgenotypeXrelatedKresponseKtoKsmoothenedK
inhibitionYKCancerhCellWK2014WKadWKbhbXc[d 24.3 469

99 rellKcompetitionKisKaKtumourKsuppressorKmechanismKinKtheKthymusYKNatureWK2014WKd[hWKcedXf[ 50.4 156

98 secodingKtheKregulatoryKlandscapeKofKmedulloblastomaKusingKs²pKmethylationKsequencingYKNature
WK2014WKd][WKdbfXc] 50.4 296

97 xdentificationKofKs²pKmethylationKchangesKatKcisXregulatoryKelementsKduringKearlyKstepsKofKwSrK
differentiationKusingKtagmentationXbasedKwholeKgenomeKbisulfiteKsequencingYKCellhCycleWK2014WK]bWKbcfeXgf4.7 31

96 T γRSSaXtRvKfusionsKareKstronglyKlinkedKtoKyoungKpatientKageKinKlowXgradeKprostateKcancerYK
EuropeanhUrologyWK2014WKeeWKhfgXg] 10.2 48

95 xntratumorKs²pKmethylationKheterogeneityKreflectsKclonalKevolutionKinKaggressiveKprostateKcancerYK
CellhReportsWK2014WKgWKfhgXg[e 10.6 177
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94 xdentificationKofKregulatoryKnetworksKinKwSrsKandKtheirKimmediateKprogenyKviaKintegratedK
proteomeWKtranscriptomeWKandKs²pKmethylomeKanalysisYKCellhStemhCellWK2014WK]dWKd[fXdaa 18 320

93 circlizeKxmplementsKandKenhancesKcircularKvisualizationKinKRYKBioinformaticsWK2014WKb[WKag]]Xa 7.2 1242

92 xnvestigationKofKmanicKandKeuthymicKepisodesKidentifiesKstateXKandKtraitXspecificKgeneKexpressionK
andKSTpq]KasKaKnewKcandidateKgeneKforKbipolarKdisorderYKTranslationalhPsychiatryWK2014WKcWKecae 8.6 15

91 tnhancerKhijackingKactivatesKvux]KfamilyKoncogenesKinKmedulloblastomaYKNatureWK2014WKd]]WKcagXbc 50.4 377

90
SolitaryKfibrousKtumorsZhemangiopericytomasKwithKdifferentKvariantsKofKtheK²pqaXSTpTeKgeneK
fusionKareKcharacterizedKbyKspecificKhistomorphologyKandKdistinctKclinicopathologicalKfeaturesYK
AmericanhJournalhofhPathologyWK2014WK]gcWK]a[hX]a]g

5.8 155

89 qRpuKinhibitorXassociatedKtRzKactivationKdrivesKdevelopmentKofKchronicKlymphocyticKleukemiaYK
JournalhofhClinicalhInvestigationWK2014WK]acWKd[fcXgc 15.9 46

88 xnitiationKofKanKinflammatoryKresponseKinKresidentKintestinalKlaminaKpropriaKcellsKXuseKofKaKhumanK
organKcultureKmodelYKPLoShONEWK2014WKhWKehffg[ 3.7 6

87 xntegratedKpathwayXbasedKapproachKidentifiesKassociationKbetweenKgenomicKregionsKatKrTruKandK
rpr²qaKandKschizophreniaYKPLoShGeneticsWK2014WK][WKe][[cbcd 6 35

86 veneticKvariantsKinKapoptosisXrelatedKgenesKassociatedKwithKcolorectalKhyperplasiaYKGenesh
ChromosomeshandhCancerWK2014WKdbWKfehXfg 5 1

85 rhromosomeK]fZ]fqKgainKandKunalteredKprofilesKinKhighKresolutionKarrayXrvwKareKprognosticallyK
informativeKinKneuroblastomaYKGeneshChromosomeshandhCancerWK2014WKdbWKebhXch 5 26

84 RecurrentKsomaticKalterationsKofKuvuR]KandK²TRzaKinKpilocyticKastrocytomaYKNaturehGeneticsWK2013WK
cdWKhafXba 36.3 550

83 wypermutationKofKtheKinactiveKXKchromosomeKisKaKfrequentKeventKinKcancerYKCellWK2013WK]ddWKdefXg] 56.2 50

82 putotaxinKisKexpressedKinKu–TbXxTsKpositiveKacuteKmyeloidKleukemiaKandKhematopoieticKstemKcellsK
andKpromotesKcellKmigrationKandKproliferationYKExperimentalhHematologyWK2013WKc]WKcccXce]Yec 3.1 25

81 xntegrativeKgenomicKanalysesKrevealKanKandrogenXdrivenKsomaticKalterationKlandscapeKinKearlyXonsetK
prostateKcancerYKCancerhCellWK2013WKabWK]dhXf[ 24.3 259

80 woxXrhKactivatesKtheKintrinsicKpathwayKofKapoptosisKandKisKassociatedKwithKspontaneousKregressionK
inKneuroblastomaYKCellhDeathhandhDiseaseWK2013WKcWKedge 9.8 136

79  iningKquasiXbicliquesKfromKwxVX]XhumanKproteinKinteractionKnetworkiKaKmultiobjectiveKbiclusteringK
approachYKIEEE/ACMhTransactionshonhComputationalhBiologyhandhBioinformaticsWK2013WK][WKcabXbd 3 20

78
βverlappingKgeneKcoexpressionKpatternsKinKhumanKmedullaryKthymicKepithelialKcellsKgenerateK
selfXantigenKdiversityYKProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofh
AmericaWK2013WK]][WKtbchfXd[d

11.5 50

77 xntegrativeKs²pKmethylationKandKgeneKexpressionKanalysisKinKhighXgradeKsoftKtissueKsarcomasYK
GenomehBiologyWK2013WK]cWKr]bf 18.3 58

(2013-2014)
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76 secisionXtreeKbasedKmodelKanalysisKforKefficientKidentificationKofKparameterKrelationsKleadingKtoK
differentKsignalingKstatesYKPLoShONEWK2013WKgWKegadhb 3.7 9

75 roverageKbiasKandKsensitivityKofKvariantKcallingKforKfourKwholeXgenomeKsequencingKtechnologiesYK
PLoShONEWK2013WKgWKeeeea] 3.7 58

74 putomatedKuniversalKqRpuKstateKdetectionKwithinKtheKactivationKsegmentKinKskinKmetastasesKbyK
pyrosequencingXbasedKassayKUXqRpuSVe[[TYKPLoShONEWK2013WKgWKedhaa] 3.7 8

73  ultiXparametricKanalysisKandKmodelingKofKrelationshipsKbetweenKmitochondrialKmorphologyKandK
apoptosisYKPLoShONEWK2012WKfWKeagehc 3.7 39

72 venomeKsequencingKofKpediatricKmedulloblastomaKlinksKcatastrophicKs²pKrearrangementsKwithK
TγdbKmutationsYKCellWK2012WK]cgWKdhXf] 56.2 600

71 RecurrentKmutationKofKtheKxsbKgeneKinKqurkittKlymphomaKidentifiedKbyKintegratedKgenomeWKexomeK
andKtranscriptomeKsequencingYKNaturehGeneticsWK2012WKccWK]b]eXa[ 36.3 317

70 xrvrKγedqrainKXKdissectingKtheKgenomicKcomplexityKunderlyingKmedulloblastomaKusingK
wholeXgenomeKsequencingYKBMChProceedingsWK2012WKeWK 2.3 1

69 sissectingKtheKgenomicKcomplexityKunderlyingKmedulloblastomaYKNatureWK2012WKcggWK][[Xd 50.4 623

68  icroR²pKprofilingKofKprimaryKhighXgradeKsoftKtissueKsarcomasYKGeneshChromosomeshandhCancerWK
2012WKd]WKhgaXhe 5 30

67
WholeXgenomeKanalysisKofKgeneKexpressionKassociatesKtheKubiquitinXproteasomeKsystemKwithKtheK
cardiomyopathyKphenotypeKinKdiseaseXsensitizedKcongenicKmouseKstrainsYKCardiovascularhResearchWK
2012WKhcWKgfXhd

9.9 14

66  onitoringKrSuKproteomeKalterationsKinKamyotrophicKlateralKsclerosisiKobstaclesKandKperspectivesKinK
translatingKaKnovelKmarkerKpanelKtoKtheKclinicYKPLoShONEWK2012WKfWKeccc[] 3.7 36

65 qronchoalveolarKlavageKfluidKofKlungKcancerKpatientsiKmappingKtheKunchartedKwatersKusingK
proteomicsKtechnologyYKLunghCancerWK2011WKfaWK]beXg 5.9 12

64 γroteomicKbronchiolitisKobliteransKsyndromeKriskKmonitoringKinKlungKtransplantKrecipientsYK
TransplantationWK2011WKhaWKcffXgd 1.8 11

63  icroR²pKmiRXggdXdpKtargetsKrszaKandK r dWKactivatesKpdbKandKinhibitsKproliferationKandK
survivalYKCellhDeathhandhDifferentiationWK2011WK]gWKhfcXgc 12.7 113

62 romparativeKtranscriptomeKprofilingKofKamyloidKprecursorKproteinKfamilyKmembersKinKtheKadultK
cortexYKBMChGenomicsWK2011WK]aWK]e[ 4.5 33

61 romputationalKidentificationKofKsignallingKpathwaysKinKγlasmodiumKfalciparumYKInfectionvhGeneticsh
andhEvolutionWK2011WK]]WKfddXec 4.5 13

60 wighKp–zKreceptorKtyrosineKkinaseKexpressionKsupersedesKp–zKmutationKasKaKdeterminingKfactorKofK
anKunfavorableKphenotypeKinKprimaryKneuroblastomaYKClinicalhCancerhResearchWK2011WK]fWKd[gaXha 12.9 83

59 TheK icroprrayKεualityKrontrolKS pεrTXxxKstudyKofKcommonKpracticesKforKtheKdevelopmentKandK
validationKofKmicroarrayXbasedKpredictiveKmodelsYKNaturehBiotechnologyWK2010WKagWKgafXbg 44.5 644
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58 romparisonKofKperformanceKofKoneXcolorKandKtwoXcolorKgeneXexpressionKanalysesKinKpredictingK
clinicalKendpointsKofKneuroblastomaKpatientsYKPharmacogenomicshJournalWK2010WK][WKadgXee 3.5 56

57 pnKintegratedKgenomeKresearchKnetworkKforKstudyingKtheKgeneticsKofKalcoholKaddictionYKAddictionh
BiologyWK2010WK]dWKbehXfh 4.6 49

56 γrognosticKimpactKofKgeneKexpressionXbasedKclassificationKforKneuroblastomaYKJournalhofhClinicalh
OncologyWK2010WKagWKbd[eX]d 2.2 106

55
putoantibodiesKagainstKtheKexocrineKpancreasKinKautoimmuneKpancreatitisiKgeneKandKproteinK
expressionKprofilingKandKimmunoassaysKidentifyKpancreaticKenzymesKasKaKmajorKtargetKofKtheK
inflammatoryKprocessYKAmericanhJournalhofhGastroenterologyWK2010WK][dWKa[e[Xf]

0.7 96

54 venomeXwideKassociationXWKreplicationXWKandKneuroimagingKstudyKimplicatesKwβ tR]KinKtheKetiologyK
ofKmajorKdepressionYKBiologicalhPsychiatryWK2010WKegWKdfgXgd 7.9 139

53 pccurateKoutcomeKpredictionKinKneuroblastomaKacrossKindependentKdataKsetsKusingKaKmultigeneK
signatureYKClinicalhCancerhResearchWK2010WK]eWK]dbaXc] 12.9 69

52 SeromicKprofilingKofKovarianKandKpancreaticKcancerYKProceedingshofhthehNationalhAcademyhofhSciencesh
ofhthehUnitedhStateshofhAmericaWK2010WK][fWKd[ggXhb 11.5 141

51  odellingKpXvalueKdistributionsKtoKimproveKthemeXdrivenKsurvivalKanalysisKofKcancerKtranscriptomeK
datasetsYKBMChBioinformaticsWK2010WK]]WK]h 3.6 5

50 romparisonKofKnormalizationKmethodsKforKxlluminaKqeadrhipKwumanwTX]aKvbYKBMChGenomicsWK2010WK
]]WKbch 4.5 60

49 xdentificationKofKtheKRageXdependentKgeneKregulatoryKnetworkKinKaKmouseKmodelKofKskinK
inflammationYKBMChGenomicsWK2010WK]]WKdbf 4.5 17

48 rshdXligandKonKperipheralKmyeloidKcellsKactivatesKSykKkinaseKtoKtriggerKtheirKrecruitmentKtoKtheK
inflammatoryKsiteYKImmunityWK2010WKbaWKac[Xda 32.3 101

47
qγrRKinKgastrointestinalKstromalKtumorsiKtvaluationKofKreferenceKgenesKandKexpressionKanalysisKofK
zxTKandKtheKalternativeKreceptorKtyrosineKkinasesKu–TbWKrSu]XRWKγsvuRqWK tTKandKpX–YKBMCh
MolecularhBiologyWK2010WK]]WK][[

4.5 9

46 pKsystemsKbiologyKapproachKtoKidentifyKtheKcombinationKeffectsKofKhumanKherpesvirusKgKgenesKonK
²uXkappaqKactivationYKJournalhofhVirologyWK2009WKgbWKadebXfc 6.6 43

45 xntratumoralKcytokinesKandKtumorKcellKbiologyKdetermineKspontaneousKbreastKcancerXspecificK
immuneKresponsesKandKtheirKcorrelationKtoKprognosisYKCancerhResearchWK2009WKehWKgca[Xg 10.1 53

44 siscoveryKofKtranscriptionalKprogramsKinKcerebralKischemiaKbyKinKsilicoKpromoterKanalysisYKBrainh
ResearchWK2009WK]afaWKbX]b 3.7 15

43 secreasedKcontractilityKdueKtoKenergyKdeprivationKinKaKtransgenicKratKmodelKofKhypertrophicK
cardiomyopathyYKJournalhofhMolecularhMedicineWK2009WKgfWKc]]Xaa 5.5 28

42 rr aKmediatesKdeathKsignalingKbyKtheKTrkpKreceptorKtyrosineKkinaseYKNeuronWK2009WKebWKdgdXh] 13.9 53

41  icroarrayXbasedKapproachKidentifiesKmicroR²psKandKtheirKtargetKfunctionalKpatternsKinKpolycysticK
kidneyKdiseaseYKBMChGenomicsWK2008WKhWKeac 4.5 97

(2008-2010)
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40 TemporalKtranscriptomicKanalysisKofKtheK–isteriaKmonocytogenesKtvsXeKsigmaqKregulonYKBMCh
MicrobiologyWK2008WKgWKa[ 4.5 108

39 sistinctKtranscriptionalK Yr²ZcX YrKactivitiesKareKassociatedKwithKspontaneousKregressionKorK
malignantKprogressionKinKneuroblastomasYKGenomehBiologyWK2008WKhWKR]d[ 18.3 159

38 pKcutXoffKbasedKapproachKforKgeneKexpressionKanalysisKofKformalinXfixedKandKparaffinXembeddedK
tissueKsamplesYKGenomicsWK2008WKh]WKdaaXh 4.3 13

37 βntologicalKpnalysisKandKγathwayK odellingKinKsrugKsiscoveryYKPharmaceuticalhMedicineWK2008WKaaWKhhX][d2.3 2

36 SubclassificationKandKindividualKsurvivalKtimeKpredictionKfromKgeneKexpressionKdataKofK
neuroblastomaKpatientsKbyKusingKrpSγpRYKClinicalhCancerhResearchWK2008WK]cWKedh[Xe[] 12.9 20

35
venomeXwideKtranscriptionalKanalysisKofKtheKhumanKcellKcycleKidentifiesKgenesKdifferentiallyK
regulatedKinKnormalKandKcancerKcellsYKProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedh
StateshofhAmericaWK2008WK][dWKhddXe[

11.5 134

34 veneKexpressionKpatternKinKbiomechanicallyKstretchedKcardiomyocytesiKevidenceKforKaK
stretchXspecificKgeneKprogramYKHypertensionWK2008WKd]WKb[hX]g 8.5 144

33 rrossXstudyKanalysisKofKgeneKexpressionKdataKforKintermediateKneuroblastomaKidentifiesKtwoK
biologicalKsubtypesYKBMChCancerWK2007WKfWKgh 4.8 25

32 TranslatingKexpressionKprofilingKintoKaKclinicallyKfeasibleKtestKtoKpredictKneuroblastomaKoutcomeYK
ClinicalhCancerhResearchWK2007WK]bWK]cdhXed 12.9 27

31 wumanKrestingKrscVKTKcellsKareKconstitutivelyKinhibitedKbyKTvuKbetaKunderKsteadyXstateKconditionsYK
JournalhofhImmunologyWK2007WK]fgWKehb]Xc[ 5.3 32

30 wighKSkpaKexpressionKcharacterizesKhighXriskKneuroblastomasKindependentKofK Yr²KstatusYKClinicalh
CancerhResearchWK2007WK]bWKcehdXf[b 12.9 35

29 ²ewKxnsightsKintoKtheKveneticKRegulationKofKγlasmodiumKualciparumKβbtainedKbyKqayesianK
 odelingYKGenehRegulationhandhSystemshBiologyWK2007WK]WK]]ffead[[f[[][[ 2

28 rlassificationKofKneuroblastomaKpatientsKbyKpublishedKgeneXexpressionKmarkersKrevealsKaKlowK
sensitivityKforKunfavorableKcoursesKofK Yr²KnonXamplifiedKdiseaseYKCancerhLettersWK2007WKad[WKad[Xef 9.9 22

27
βligonucleotideKarrayXbasedKcomparativeKgenomicKhybridizationKSarvwTKofKh[KneuroblastomasK
revealsKaberrationKpatternsKcloselyKassociatedKwithKrelapseKpatternKandKoutcomeYKGenesh
ChromosomeshandhCancerWK2006WKcdWK]]b[Xca

5 68

26 vroupKtestingKforKpathwayKanalysisKimprovesKcomparabilityKofKdifferentKmicroarrayKdatasetsYK
BioinformaticsWK2006WKaaWKad[[Xe 7.2 119

25 prgonauteXXaKdatabaseKforKgeneKregulationKbyKmammalianKmicroR²psYKNucleichAcidshResearchWK2006WK
bcWKs]]dXg 20.1 64

24 sifferentialKexpressionKofKneuronalKgenesKdefinesKsubtypesKofKdisseminatedKneuroblastomaKwithK
favorableKandKunfavorableKoutcomeYKClinicalhCancerhResearchWK2006WK]aWKd]]gXag 12.9 49

23 ReducedKexpressionKofKrp Tp]KcorrelatesKwithKadverseKoutcomeKinKneuroblastomaKpatientsYK
ClinicalhCancerhResearchWK2006WK]aWK]b]Xg 12.9 53
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22 veneKexpressionKsignatureKpredictingKpathologicKcompleteKresponseKwithKgemcitabineWKepirubicinWK
andKdocetaxelKinKprimaryKbreastKcancerYKJournalhofhClinicalhOncologyWK2006WKacWK]gbhXcd 2.2 129

21 rustomizedKoligonucleotideKmicroarrayKgeneKexpressionXbasedKclassificationKofKneuroblastomaK
patientsKoutperformsKcurrentKclinicalKriskKstratificationYKJournalhofhClinicalhOncologyWK2006WKacWKd[f[Xg 2.2 212

20 pKhighlyKstandardizedWKrobustWKandKcostXeffectiveKmethodKforKgenomeXwideKtranscriptomeKanalysisK
ofKperipheralKbloodKapplicableKtoKlargeXscaleKclinicalKtrialsYKGenomicsWK2006WKgfWKedbXec 4.3 59

19 TransientKcolocalizationKofKXXinactivationKcentresKaccompaniesKtheKinitiationKofKXKinactivationYK
NaturehCellhBiologyWK2006WKgWKahbXh 23.4 276

18 γromiscuousKgeneKexpressionKinKthymicKepithelialKcellsKisKregulatedKatKmultipleKlevelsYKJournalhofh
ExperimentalhMedicineWK2005WKa[aWKbbXcd 16.6 431

17 sistinctKgeneKexpressionKpatternsKassociatedKwithKu–TbXKandK²RpSXactivatingKmutationsKinKacuteK
myeloidKleukemiaKwithKnormalKkaryotypeYKOncogeneWK2005WKacWK]dg[Xg 9.2 54

16 sistinctKmolecularKphenotypeKofKmalignantKrsbcSVTKhematopoieticKstemKandKprogenitorKcellsKinK
chronicKmyelogenousKleukemiaYKOncogeneWK2005WKacWKdb]bXac 9.2 43

15 γredictionKofKclinicalKoutcomeKandKbiologicalKcharacterizationKofKneuroblastomaKbyKexpressionK
profilingYKOncogeneWK2005WKacWKfh[aX]a 9.2 100

14 rrossXplatformKanalysisKofKcancerKmicroarrayKdataKimprovesKgeneKexpressionKbasedKclassificationKofK
phenotypesYKBMChBioinformaticsWK2005WKeWKaed 3.6 146

13  edullaryKepithelialKcellsKofKtheKhumanKthymusKexpressKaKhighlyKdiverseKselectionKofKtissueXspecificK
genesKcolocalizedKinKchromosomalKclustersYKJournalhofhExperimentalhMedicineWK2004WK]hhWK]ddXee 16.6 293

12 γathwaysKofKurothelialKcancerKprogressionKsuggestedKbyKqayesianKnetworkKanalysisKofKallelotypingK
dataYKInternationalhJournalhofhCancerWK2004WK]][WKgd[Xe 7.5 27

11
pcuteKmyeloidKleukemiasKwithKreciprocalKrearrangementsKcanKbeKdistinguishedKbyKspecificKgeneK
expressionKprofilesYKProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaWK
2002WKhhWK][[[gX]b

11.5 215

10  icroarrayKdataKwarehouseKallowingKforKinclusionKofKexperimentKannotationsKinKstatisticalKanalysisYK
BioinformaticsWK2002WK]gWKcabXbb 7.2 53

9 xdentificationKofKtwoKtetranuclearKueSKclustersKonKtheKferredoxinXtypeKsubunitKofK²pswiubiquinoneK
oxidoreductaseKScomplexKxTYKBiochemistryWK2001WKc[WKe]acXb] 3.2 70

8 rharacterizationKofKtwoKnovelKredoxKgroupsKinKtheKrespiratoryK²pswiubiquinoneKoxidoreductaseK
ScomplexKxTYKBiochimicahEthBiophysicahActahxhBioenergeticsWK2000WK]cdhWKb[dXh 4.6 39

7
pKreductaseZisomeraseKsubunitKofKmitochondrialK²pswiubiquinoneKoxidoreductaseKScomplexKxTK
carriesKanK²psγwKandKisKinvolvedKinKtheKbiogenesisKofKtheKcomplexYKJournalhofhMolecularhBiologyWK
1999WKahaWKdehXg[

6.5 52

6 SearchKforKnovelKredoxKgroupsKinKmitochondrialK²pswiubiquinoneKoxidoreductaseKScomplexKxTKbyK
diodeKarrayKUVZVxSKspectroscopyYKBioFactorsWK1998WKgWK]ffXge 6.1 17

5 RedoxKcomponentsKandKstructureKofKtheKrespiratoryK²pswiubiquinoneKoxidoreductaseKScomplexKxTYK
BiochimicahEthBiophysicahActahxhBioenergeticsWK1998WK]bedWKa]dXh 4.6 35

(1998-2006)
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4  itochondrialKfattyKacidKsynthesisiKaKrelicKofKendosymbionticKoriginKandKaKspecializedKmeansKforK
respirationYKFEBShLettersWK1997WKc[fWKachXda 3.8 50

3 TwoKgenesKofKtheKputativeKmitochondrialKfattyKacidKsynthaseKinKtheKgenomeKofKSaccharomycesK
cerevisiaeYKCurrenthGeneticsWK1997WKbaWKbgcXg 2.9 65

2 TelomerewunteriKtelomereKcontentKestimationKandKcharacterizationKfromKwholeKgenomeK
sequencingKdata 11

1 prtseqKâ��KalleleKspecificKcopyKnumberKestimationKfromKwholeKgenomeKsequencing 17
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