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k Paper IF Citations

559 sourGgroupsGofGtypeGYGdiabetesGcontributeGtoGtheGetiologicalGandGclinicalGheterogeneityGinGnewlyG
diagnosedGindividualsgGnnGvzvGqvβrpTGstudyUUGCellcReportscMedicineSG2022SGZSGXWWadd 18 1

558 PolygenicGPredictionGofGTypeGYGqiabetesGinGnfricaUUGDiabetescCareSG2022SG 14.6 2

557 nnGeffectorGindexGtoGpredictGtargetGgenesGatGtWnSGlociUUGHumancGeneticsSG2022SGX 6.3 0

556 vntegrationGofGquestionnaireTbasedGriskGfactorsGimprovesGpolygenicGriskGscoresGforGhumanGcoronaryG
heartGdiseaseGandGtypeGYGdiabetesUUGCommunicationscBiologySG2022SGbSGXbe 6.7 0

555 vdentificationGofGgeneticGeffectsGunderlyingGtypeGYGdiabetesGinGSouthGnsianGandGruropeanG
populationsUUGCommunicationscBiologySG2022SGbSGZYf 6.7 2

554 zultiTancestryGgeneticGstudyGofGtypeGYGdiabetesGhighlightsGtheGpowerGofGdiverseGpopulationsGforG
discoveryGandGtranslationUUGNaturecGeneticsSG2022SG 36.3 7

553 tenomeTwideGassociationGanalysesGhighlightGetiologicalGdifferencesGunderlyingGnewlyGdefinedG
subtypesGofGdiabetesUGNaturecGeneticsSG2021SGbZSGXbZaTXbaY 36.3 7

552 βesponsibleGuseGofGpolygenicGriskGscoresGinGtheGclinicgGpotentialGbenefitsSGrisksGandGgapsUGNaturec
MedicineSG2021SGYdSGXedcTXeea 50.5 25

551 nssociationGofGteneticGVariantGatGphromosomeGXYqYZUXGWithG–europathicGPainGSusceptibilityUGJAMAc
NetworkcOpenSG2021SGaSGeYXZcbcW 10.4 0

550 ProcessesGUnderlyingGtlycemicGqeteriorationGinGTypeGYGqiabetesgGnnGvzvGqvβrpTGStudyUGDiabetesc
CareSG2021SGaaSGbXXTbXe 14.6 6

549 tenomeTWideGnssociationGStudyGofGPeripheralGnrteryGqiseaseUGCirculationcGenomiccandcPrecisionc
MedicineSG2021SGXaSGeWWYecY 5.2 3

548 vmprovingGreportingGstandardsGforGpolygenicGscoresGinGriskGpredictionGstudiesUGNatureSG2021SGbfXSGYXXTYXf50.4 70

547 nnalysisGofGoverlappingGgeneticGassociationGinGtypeGXGandGtypeGYGdiabetesUGDiabetologiaSG2021SGcaSGXZaYTXZad10.3 5

546 TheGtransTancestralGgenomicGarchitectureGofGglycemicGtraitsUGNaturecGeneticsSG2021SGbZSGeaWTecW 36.3 44

545 qeterminantsGofGpenetranceGandGvariableGexpressivityGinGmonogenicGmetabolicGconditionsGacrossG
ddSXeaGexomesUGNaturecCommunicationsSG2021SGXYSGZbWb 17.4 5

544 uvVGinfectionGandGanaemiaGdoGnotGaffectGubnGforGtheGdetectionGofGdiabetesGinGblackGSouthGnfricansgG
rvidenceGfromGtheGqurbanGqiabetesGStudyUGDiabeticcMedicineSG2021SGZeSGeXacWb 3.5 2

543 teneticGvariationGassociatedGwithGthyroidGautoimmunityGshapesGtheGsystemicGimmuneGresponseGtoG
PqTXGcheckpointGblockadeUGNaturecCommunicationsSG2021SGXYSGZZbb 17.4 5
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542
rffectsGofGapolipoproteinGoGonGlifespanGandGrisksGofGmajorGdiseasesGincludingGtypeGYGdiabetesgGaG
mendelianGrandomisationGanalysisGusingGoutcomesGinGfirstTdegreeGrelativesUGThecLancetcHealthyc
LongevitySG2021SGYSGeZXdTeZYc

9.5 7

541
ProfilesGofGtlucoseGzetabolismGinGqifferentGPrediabetesGPhenotypesSGplassifiedGbyGsastingG
tlycemiaSGYTuourG tTTSGtlycatedGuemoglobinSGandGXTuourG tTTgGnnGvzvGqvβrpTGStudyUGDiabetesSG
2021SGdWSGYWfYTYXWc

0.9 4

540 tenomeTwideGassociationGstudyGidentifiesGaeGcommonGgeneticGvariantsGassociatedGwithGhandednessUG
NaturecHumancBehaviourSG2021SGbSGbfTdW 12.8 33

539 SexGqifferencesGinGtheGβiskGofGporonaryGueartGqiseaseGnssociatedGWithGTypeGYGqiabetesgGnG
zendelianGβandomizationGnnalysisUGDiabetescCareSG2021SGaaSGbbcTbcY 14.6 4

538 tenomeTWideGnssociationGnnalysisGofGPancreaticGoetaTpellGtlucoseGSensitivityUGJournalcofcClinicalc
EndocrinologycandcMetabolismSG2021SGXWcSGeWTfW 5.6 2

537 teneticsGmeetsGproteomicsgGperspectivesGforGlargeGpopulationTbasedGstudiesUGNaturecReviewsc
GeneticsSG2021SGYYSGXfTZd 30.1 62

536 SexTdimorphicGgeneticGeffectsGandGnovelGlociGforGfastingGglucoseGandGinsulinGvariabilityUGNaturec
CommunicationsSG2021SGXYSGYa 17.4 30

535 rxploitingGtheGtTrxGresourcesGtoGdecipherGtheGmechanismsGatGtWnSGlociUGGenomecBiologySG2021SGYYSGaf 18.3 38

534 vdentificationGofGZdXGgeneticGvariantsGforGageGatGfirstGsexGandGbirthGlinkedGtoGexternalisingGbehaviourUG
NaturecHumancBehaviourSG2021SG 12.8 5

533 vdentificationGofGrareGlossGofGfunctionGgeneticGvariationGregulatingGbodyGfatGdistributionUGJournalcofc
ClinicalcEndocrinologycandcMetabolismSG2021SG 5.6 1

532 nGzultiTomicGvntegrativeGSchemeGpharacterizesGTissuesGofGnctionGatGyociGnssociatedGwithGTypeGYG
qiabetesUGAmericancJournalcofcHumancGeneticsSG2020SGXWdSGXWXXTXWYe 11 6

531 UnsupervisedGplusteringGofGzissenseGVariantsGinGu–sXnGUsingGzultidimensionalGsunctionalGqataG
nidsGplinicalGvnterpretationUGAmericancJournalcofcHumancGeneticsSG2020SGXWdSGcdWTceY 11 9

530 vdentificationGofGtypeGYGdiabetesGlociGinGaZZSbaWGrastGnsianGindividualsUGNatureSG2020SGbeYSGYaWTYab 50.4 89

529 zultifacetedGgenomeTwideGstudyGidentifiesGnovelGregulatoryGlociGinGSypYYnXXGandGZ–sabGforGbodyG
massGindexGinGvndiansUGMolecularcGeneticscandcGenomicsSG2020SGYfbSGXWXZTXWYc 3.1 1

528 zendelianGrandomizationGanalysisGdoesGnotGsupportGcausalGassociationsGofGbirthGweightGwithG
hypertensionGriskGandGbloodGpressureGinGadulthoodUGEuropeancJournalcofcEpidemiologySG2020SGZbSGcebTcfd12.1 2

527 nlteredGcortisolGmetabolismGinGindividualsGwithGu–sXnTz qYUGClinicalcEndocrinologySG2020SGfZSGYcfTYdf 3.4 3

526 βSP ZGimpactsGbodyGfatGdistributionGandGregulatesGadiposeGcellGbiologyGinGvitroUGNaturec
CommunicationsSG2020SGXXSGYdfd 17.4 15

525 PrecisionGmedicineGinGdiabetesgGaGponsensusGβeportGfromGtheGnmericanGqiabetesGnssociationGOnqnPG
andGtheGruropeanGnssociationGforGtheGStudyGofGqiabetesGOrnSqPUGDiabetologiaSG2020SGcZSGXcdXTXcfZ 10.3 33
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524 PrecisionGzedicineGinGqiabetesgGnGponsensusGβeportGsromGtheGnmericanGqiabetesGnssociationGOnqnPG
andGtheGruropeanGnssociationGforGtheGStudyGofGqiabetesGOrnSqPUGDiabetescCareSG2020SGaZSGXcXdTXcZb 14.6 75

523 PredictingGandGelucidatingGtheGetiologyGofGfattyGliverGdiseasegGnGmachineGlearningGmodelingGandG
validationGstudyGinGtheGvzvGqvβrpTGcohortsUGPLoScMedicineSG2020SGXdSGeXWWZXaf 11.6 18

522 TheGroleGofGphysicalGactivityGinGmetabolicGhomeostasisGbeforeGandGafterGtheGonsetGofGtypeGYGdiabetesgG
anGvzvGqvβrpTGstudyUGDiabetologiaSG2020SGcZSGdaaTdbc 10.3 4

521 UsingGhumanGgeneticsGtoGunderstandGtheGdiseaseGimpactsGofGtestosteroneGinGmenGandGwomenUG
NaturecMedicineSG2020SGYcSGYbYTYbe 50.5 121

520 nGzultiTtissueGTranscriptomeGnnalysisGofGuumanGzetabolitesGtuidesGvnterpretabilityGofGnssociationsG
oasedGonGzultiTS–PGzodelsGforGteneGrxpressionUGAmericancJournalcofcHumancGeneticsSG2020SGXWcSGXeeTYWX11 12

519
pommonGmaternalGandGfetalGgeneticGvariantsGshowGexpectedGpolygenicGeffectsGonGriskGofGsmallTGorG
largeTforTgestationalTageGOStnGorGytnPSGexceptGinGtheGsmallestGZLGofGbabiesUGPLoScGeneticsSG2020SG
XcSGeXWWfXfX

6 5

518 PostTloadGglucoseGsubgroupsGandGassociatedGmetabolicGtraitsGinGindividualsGwithGtypeGYGdiabetesgGnnG
vzvTqvβrpTGstudyUGPLoScONESG2020SGXbSGeWYaYZcW 3.7 2

517 qeepGlearningGmodelsGpredictGregulatoryGvariantsGinGpancreaticGisletsGandGrefineGtypeGYGdiabetesG
associationGsignalsUGELifeSG2020SGfSG 8.9 13

516 teneticGvariantGeffectsGonGgeneGexpressionGinGhumanGpancreaticGisletsGandGtheirGimplicationsGforG
TYqUGNaturecCommunicationsSG2020SGXXSGafXY 17.4 30

515
pohortGProfilegGrastGyondonGtenesGMGuealthGOrytuPSGaGcommunityTbasedGpopulationGgenomicsGandG
healthGstudyGinGoritishGoangladeshiGandGoritishGPakistaniGpeopleUGInternationalcJournalcofc
EpidemiologySG2020SGafSGYWTYXi

7.8 19

514 nGbriefGhistoryGofGhumanGdiseaseGgeneticsUGNatureSG2020SGbddSGXdfTXef 50.4 181

513 nnalysisGofGqifferentiationGProtocolsGqefinesGaGpommonGPancreaticGProgenitorGzolecularGSignatureG
andGtuidesGβefinementGofGrndocrineGqifferentiationUGStemcCellcReportsSG2020SGXaSGXZeTXbZ 8 13

512 tlutamineGyinksG besityGtoGvnflammationGinGuumanGWhiteGndiposeGTissueUGCellcMetabolismSG2020SG
ZXSGZdbTZfWUeXX 24.6 56

511 –ovelGlociGforGchildhoodGbodyGmassGindexGandGsharedGheritabilityGwithGadultGcardiometabolicGtraitsUG
PLoScGeneticsSG2020SGXcSGeXWWedXe 6 25

510 qiscoveryGofGrareGvariantsGassociatedGwithGbloodGpressureGregulationGthroughGmetaTanalysisGofGXUZG
millionGindividualsUGNaturecGeneticsSG2020SGbYSGXZXaTXZZY 36.3 26

509 WholeGbloodGcoTexpressionGmodulesGassociateGwithGmetabolicGtraitsGandGtypeGYGdiabetesgGanG
vzvTqvβrpTGstudyUGGenomecMedicineSG2020SGXYSGXWf 14.4 3

508 tenomeTwideGassociationGanalysisGofGtypeGYGdiabetesGinGtheGrPvpTvnternctGstudyUGScientificcDataSG
2020SGdSGZfZ 8.2 7

507 qietaryGmetaboliteGprofilingGbringsGnewGinsightGintoGtheGrelationshipGbetweenGnutritionGandG
metabolicGriskgGnnGvzvGqvβrpTGstudyUGEBioMedicineSG2020SGbeSGXWYfZY 8.8 2
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506 yargeTScaleGnnalysesGProvideG–oGrvidenceGforGteneTteneGvnteractionsGvnfluencingGTypeGYGqiabetesG
βiskUGDiabetesSG2020SGcfSGYbXeTYbYY 0.9 2

505 teneticGPredispositionGtoGporonaryGnrteryGqiseaseGinGTypeGYGqiabetesGzellitusUGCirculationcGenomicc
andcPrecisioncMedicineSG2020SGXZSGeWWYdcf 5.2 1

504 rndocrineTrxocrineGSignalingGqrivesG besityTnssociatedGPancreaticGquctalGndenocarcinomaUGCellSG
2020SGXeXSGeZYTeadUeXe 56.2 34

503 PredictingGandGelucidatingGtheGetiologyGofGfattyGliverGdiseasegGnGmachineGlearningGmodelingGandG
validationGstudyGinGtheGvzvGqvβrpTGcohortsG2020SGXdSGeXWWZXaf

502 PredictingGandGelucidatingGtheGetiologyGofGfattyGliverGdiseasegGnGmachineGlearningGmodelingGandG
validationGstudyGinGtheGvzvGqvβrpTGcohortsG2020SGXdSGeXWWZXaf

501 PredictingGandGelucidatingGtheGetiologyGofGfattyGliverGdiseasegGnGmachineGlearningGmodelingGandG
validationGstudyGinGtheGvzvGqvβrpTGcohortsG2020SGXdSGeXWWZXaf

500 PredictingGandGelucidatingGtheGetiologyGofGfattyGliverGdiseasegGnGmachineGlearningGmodelingGandG
validationGstudyGinGtheGvzvGqvβrpTGcohortsG2020SGXdSGeXWWZXaf

499 PredictingGandGelucidatingGtheGetiologyGofGfattyGliverGdiseasegGnGmachineGlearningGmodelingGandG
validationGstudyGinGtheGvzvGqvβrpTGcohortsG2020SGXdSGeXWWZXaf

498 tWnSGonGlongitudinalGgrowthGtraitsGrevealsGdifferentGgeneticGfactorsGinfluencingGinfantSGchildSGandG
adultGozvUGSciencecAdvancesSG2019SGbSGeaawZWfb 14.3 39

497 vntegrativeGanalysisGofGprognosticGbiomarkersGderivedGfromGmultiomicsGpanelsGhelpsGdiscriminationG
ofGchronicGkidneyGdiseaseGtrajectoriesGinGpeopleGwithGtypeGYGdiabetesUGKidneycInternationalSG2019SGfcSGXZeXTXZee9.9 15

496 VariantsGinGtheGfetalGgenomeGnearGproTinflammatoryGcytokineGgenesGonGYqXZGassociateGwithG
gestationalGdurationUGNaturecCommunicationsSG2019SGXWSGZfYd 17.4 21

495 teneticGβiskGScoresGforGqiabetesGqiagnosisGandGPrecisionGzedicineUGEndocrinecReviewsSG2019SGaWSGXbWWTXbYW27.2 94

494
qiscoveryGofGbiomarkersGforGglycaemicGdeteriorationGbeforeGandGafterGtheGonsetGofGtypeGYGdiabetesgG
descriptiveGcharacteristicsGofGtheGepidemiologicalGstudiesGwithinGtheGvzvGqvβrpTGponsortiumUG
DiabetologiaSG2019SGcYSGXcWXTXcXb

10.3 14

493 rxomeTqerivedGndiponectinTnssociatedGVariantsGvmplicateG besityGandGyipidGoiologyUGAmericanc
JournalcofcHumancGeneticsSG2019SGXWbSGXbTYe 11 12

492 rxomeGsequencingGofGYWSdfX´ casesGofGtypeGYGdiabetesGandGYaSaaW´ controlsUGNatureSG2019SGbdWSGdXTdc 50.4 129

491 tenomeTwideGassociationGstudyGofGtypeGYGdiabetesGinGnfricaUGDiabetologiaSG2019SGcYSGXYWaTXYXX 10.3 36

490 zaternalGandGfetalGgeneticGeffectsGonGbirthGweightGandGtheirGrelevanceGtoGcardioTmetabolicGriskG
factorsUGNaturecGeneticsSG2019SGbXSGeWaTeXa 36.3 181

489 TheGrarlyGtrowthGteneticsGOrttPGandGrnrlyGteneticsGandGyifecourseGrpidemiologyGOrntyrPG
consortiagGdesignSGresultsGandGfutureGprospectsUGEuropeancJournalcofcEpidemiologySG2019SGZaSGYdfTZWW 12.1 18

(2019-2020)
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488
VariationGinGtheGPlasmaGzembraneGzonoamineGTransporterGOPznTPGOrncodedGbyGPGandG rganicG
pationGTransporterGXGO pTXPGOrncodedGbyGPGandGtastrointestinalGvntoleranceGtoGzetforminGinGTypeGYG
qiabetesgGnnGvzvGqvβrpTGStudyUGDiabetescCareSG2019SGaYSGXWYdTXWZZ

14.6 20

487 TheGteneticGoasisGofGzetabolicGqiseaseUGCellSG2019SGXddSGXacTXcX 56.2 51

486 qissectingGfeaturesGofGepigeneticGvariantsGunderlyingGcardiometabolicGriskGusingGfullTresolutionG
epigenomeGprofilingGinGregulatoryGelementsUGNaturecCommunicationsSG2019SGXWSGXYWf 17.4 9

485 qevelopingGaGnetworkGviewGofGtypeGYGdiabetesGriskGpathwaysGthroughGintegrationGofGgeneticSG
genomicGandGfunctionalGdataUGGenomecMedicineSG2019SGXXSGXf 14.4 18

484 teneticGPredispositionGtoGTypeGYGqiabetesGandGβiskGofGSubclinicalGntherosclerosisGandG
pardiovascularGqiseasesGnmongGXcWSWWWGphineseGndultsUGDiabetesSG2019SGceSGYXbbTYXca 0.9 20

483 sosteringGimprovedGhumanGisletGresearchgGaGruropeanGperspectiveUGDiabetologiaSG2019SGcYSGXbXaTXbXc 10.3 9

482 nGtransTancestralGmetaTanalysisGofGgenomeTwideGassociationGstudiesGrevealsGlociGassociatedGwithG
childhoodGobesityUGHumancMolecularcGeneticsSG2019SGYeSGZZYdTZZZe 5.6 30

481
tenomeTWideGnssociationGStudyGofGqiabeticGxidneyGqiseaseGuighlightsGoiologyGvnvolvedGinG
tlomerularGoasementGzembraneGpollagenUGJournalcofcthecAmericancSocietycofcNephrology:cJASNSG
2019SGZWSGYWWWTYWXc

12.7 66

480 nssociationsGofGautozygosityGwithGaGbroadGrangeGofGhumanGphenotypesUGNaturecCommunicationsSG
2019SGXWSGafbd 17.4 40

479 yossGofGZnTeGfunctionGprotectsGagainstGdiabetesGbyGenhancedGinsulinGsecretionUGNaturecGeneticsSG
2019SGbXSGXbfcTXcWc 36.3 45

478 ProteinTcodingGvariantsGimplicateGnovelGgenesGrelatedGtoGlipidGhomeostasisGcontributingGtoGbodyTfatG
distributionUGNaturecGeneticsSG2019SGbXSGabYTacf 36.3 44

477 pausalGrelationshipsGamongGtheGgutGmicrobiomeSGshortTchainGfattyGacidsGandGmetabolicGdiseasesUG
NaturecGeneticsSG2019SGbXSGcWWTcWb 36.3 378

476 uomogeneityGinGtheGassociationGofGbodyGmassGindexGwithGtypeGYGdiabetesGacrossGtheGUxGoiobankgGnG
zendelianGrandomizationGstudyUGPLoScMedicineSG2019SGXcSGeXWWYfeY 11.6 15

475 nGnovelGrareGpUo–GvariantGandGthreeGadditionalGgenesGidentifiedGinGruropeansGwithGandGwithoutG
diabetesgGresultsGfromGanGexomeTwideGassociationGstudyGofGalbuminuriaUGDiabetologiaSG2019SGcYSGYfYTZWb 10.3 17

474 PlasmaGsucosylatedGtlycansGandGpTβeactiveGProteinGasGoiomarkersGofGu–sXnTz qYGinGYoungG
ndultT nsetG–onautoimmuneGqiabetesUGDiabetescCareSG2019SGaYSGXdTYc 14.6 23

473 zultiethnicGtenomeTWideGnssociationGStudyGofGqiabeticGβetinopathyGUsingGyiabilityGThresholdG
zodelingGofGqurationGofGqiabetesGandGtlycemicGpontrolUGDiabetesSG2019SGceSGaaXTabc 0.9 31

472 uomogeneityGinGtheGassociationGofGbodyGmassGindexGwithGtypeGYGdiabetesGacrossGtheGUxGoiobankgGnG
zendelianGrandomizationGstudyG2019SGXcSGeXWWYfeY

471 uomogeneityGinGtheGassociationGofGbodyGmassGindexGwithGtypeGYGdiabetesGacrossGtheGUxGoiobankgGnG
zendelianGrandomizationGstudyG2019SGXcSGeXWWYfeY
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470 uomogeneityGinGtheGassociationGofGbodyGmassGindexGwithGtypeGYGdiabetesGacrossGtheGUxGoiobankgGnG
zendelianGrandomizationGstudyG2019SGXcSGeXWWYfeY

469 uomogeneityGinGtheGassociationGofGbodyGmassGindexGwithGtypeGYGdiabetesGacrossGtheGUxGoiobankgGnG
zendelianGrandomizationGstudyG2019SGXcSGeXWWYfeY

468 uomogeneityGinGtheGassociationGofGbodyGmassGindexGwithGtypeGYGdiabetesGacrossGtheGUxGoiobankgGnG
zendelianGrandomizationGstudyG2019SGXcSGeXWWYfeY

467
tenomeTwideGassociationGstudyGofGoffspringGbirthGweightGinGecGbddGwomenGidentifiesGfiveGnovelGlociG
andGhighlightsGmaternalGgeneticGeffectsGthatGareGindependentGofGfetalGgeneticsUGHumancMolecularc
GeneticsSG2018SGYdSGdaYTdbc

5.6 98

466 PatternsGofGdifferentialGgeneGexpressionGinGaGcellularGmodelGofGhumanGisletGdevelopmentSGandG
relationshipGtoGtypeGYGdiabetesGpredispositionUGDiabetologiaSG2018SGcXSGXcXaTXcYY 10.3 9

465 βefiningGtheGaccuracyGofGvalidatedGtargetGidentificationGthroughGcodingGvariantGfineTmappingGinGtypeG
YGdiabetesUGNaturecGeneticsSG2018SGbWSGbbfTbdX 36.3 221

464 βegulatoryGvariantsGatGxysXaGinfluenceGtypeGYGdiabetesGriskGviaGaGfemaleTspecificGeffectGonG
adipocyteGsizeGandGbodyGcompositionUGNaturecGeneticsSG2018SGbWSGbdYTbeW 36.3 82

463 sormalisingGrecallGbyGgenotypeGasGanGefficientGapproachGtoGdetailedGphenotypingGandGcausalG
inferenceUGNaturecCommunicationsSG2018SGfSGdXX 17.4 35

462 tenomeTwideGassociationGstudyGinGdfSZccGruropeanTancestryGindividualsGinformsGtheGgeneticG
architectureGofGYbThydroxyvitaminGqGlevelsUGNaturecCommunicationsSG2018SGfSGYcW 17.4 174

461 rvaluatingGtheGcontributionGofGrareGvariantsGtoGtypeGYGdiabetesGandGrelatedGtraitsGusingGpedigreesUG
ProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaSG2018SGXXbSGZdfTZea 11.5 21

460 ToppargGanGinteractiveGbrowserGforGviewingGassociationGstudyGresultsUGBioinformaticsSG2018SGZaSGXfYYTXfYa7.2 5

459 nGtenomeTWideGnssociationGStudyGofGqiabeticGxidneyGqiseaseGinGSubjectsGWithGTypeGYGqiabetesUG
DiabetesSG2018SGcdSGXaXaTXaYd 0.9 71

458 pharacterisingGTregulatoryGvariationGinGtheGtranscriptomeGofGhistologicallyGnormalGandG
tumourTderivedGpancreaticGtissuesUGGutSG2018SGcdSGbYXTbZZ 19.2 16

457 zetaboliteGratiosGasGpotentialGbiomarkersGforGtypeGYGdiabetesgGaGqvβrpTGstudyUGDiabetologiaSG2018SG
cXSGXXdTXYf 10.3 21

456 nssociationGofGvitaminGqGwithGriskGofGtypeGYGdiabetesgGnGzendelianGrandomisationGstudyGinGruropeanG
andGphineseGadultsUGPLoScMedicineSG2018SGXbSGeXWWYbcc 11.6 48

455 TypeGYGdiabetesGriskGallelesGinGPnzGimpactGinsulinGreleaseGfromGhumanGpancreaticG˛†TcellsUGNaturec
GeneticsSG2018SGbWSGXXYYTXXZX 36.3 35

454 UnderstandingGhumanGfetalGpancreasGdevelopmentGusingGsubpopulationGsortingSGβ–nGsequencingG
andGsingleTcellGprofilingUGDevelopmentclCambridgemSG2018SGXabSG 6.6 42

453 ValidationGofGPlasmaGoiomarkerGpandidatesGforGtheGPredictionGofGetsβGqeclineGinGPatientsGWithG
TypeGYGqiabetesUGDiabetescCareSG2018SGaXSGXfadTXfba 14.6 25

(2018-2019)
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452 –xXcUXGinducedGpluripotentGstemGcellGreporterGlinesGforGisolationGandGanalysisGofGfunctionallyG
relevantGneuronalGandGpancreasGpopulationsUGStemcCellcResearchSG2018SGYfSGYYWTYZX 1.6 14

451 teneticGinactivationGofGn–tPTyaGimprovesGglucoseGhomeostasisGandGisGassociatedGwithGreducedGriskG
ofGdiabetesUGNaturecCommunicationsSG2018SGfSGYYbY 17.4 71

450 uumanGteneticsGofG besityGandGTypeGYGqiabetesGzellitusgGPastSGPresentSGandGsutureUGCirculationc
GenomiccandcPrecisioncMedicineSG2018SGXXSGeWWYWfW 5.2 41

449 zaturityGonsetGdiabetesGofGtheGyoungGdueGtoGvariantsGinGproatiaUGBiochemiacMedicaSG2018SGYeSGWYWdWZ 2.5 12

448 q y βiskgGstudyGprotocolGforGaGmultiTcentreGobservationalGstudyGtoGunderstandGtheGriskGfactorsGandG
determinantsGofGneuropathicGpainUGWellcomecOpencResearchSG2018SGZSGcZ 4.8 12

447 q y βiskgGstudyGprotocolGforGaGmultiTcentreGobservationalGstudyGtoGunderstandGtheGriskGfactorsGandG
determinantsGofGneuropathicGpainUGWellcomecOpencResearchSG2018SGZSGcZ 4.8 11

446 vntegrativeGnetworkGanalysisGhighlightsGbiologicalGprocessesGunderlyingGtyPTXGstimulatedGinsulinG
secretiongGnGqvβrpTGstudyUGPLoScONESG2018SGXZSGeWXefeec 3.7 5

445 ProteinTalteringGvariantsGassociatedGwithGbodyGmassGindexGimplicateGpathwaysGthatGcontrolGenergyG
intakeGandGexpenditureGinGobesityUGNaturecGeneticsSG2018SGbWSGYcTaX 36.3 186

444 yargeTscaleGgenomeTwideGmetaTanalysisGofGpolycysticGovaryGsyndromeGsuggestsGsharedGgeneticG
architectureGforGdifferentGdiagnosisGcriteriaUGPLoScGeneticsSG2018SGXaSGeXWWdeXZ 6 166

443 nGvariantGwithinGtheGsT GconfersGsusceptibilityGtoGdiabeticGnephropathyGinGwapaneseGpatientsGwithG
typeGYGdiabetesUGPLoScONESG2018SGXZSGeWYWecba 3.7 12

442 sineTmappingGtypeGYGdiabetesGlociGtoGsingleTvariantGresolutionGusingGhighTdensityGimputationGandG
isletTspecificGepigenomeGmapsUGNaturecGeneticsSG2018SGbWSGXbWbTXbXZ 36.3 675

441 nGtlobalG verviewGofGPrecisionGzedicineGinGTypeGYGqiabetesUGDiabetesSG2018SGcdSGXfXXTXfYY 0.9 52

440 nGgenomeTwideGassociationGstudyGsuggestsGnewGevidenceGforGanGassociationGofGtheG–nqPuG xidaseG
aGO– XaPGgeneGwithGsevereGdiabeticGretinopathyGinGtypeGYGdiabetesUGActacOphthalmologicaSG2018SGfcSGeeXXTeeXf3.7 36

439
nssociationGofGteneticallyGrnhancedGyipoproteinGyipaseTzediatedGyipolysisGandGyowTqensityG
yipoproteinGpholesterolTyoweringGnllelesGWithGβiskGofGporonaryGqiseaseGandGTypeGYGqiabetesUGJAMAc
CardiologySG2018SGZSGfbdTfcc

16.2 30

438 qerivationGandGmolecularGcharacterizationGofGpancreaticGdifferentiatedGz qYXTiPSpsUGStemcCellc
ResearchSG2018SGZXSGXcTYc 1.6 13

437 vntegrationGofGhumanGpancreaticGisletGgenomicGdataGrefinesGregulatoryGmechanismsGatGTypeGYG
qiabetesGsusceptibilityGlociUGELifeSG2018SGdSG 8.9 70

436 UsingGanGatlasGofGgeneGregulationGacrossGaaGhumanGtissuesGtoGinformGcomplexGdiseaseTGandG
traitTassociatedGvariationUGNaturecGeneticsSG2018SGbWSGfbcTfcd 36.3 239

435 βareGandGlowTfrequencyGcodingGvariantsGalterGhumanGadultGheightUGNatureSG2017SGbaYSGXecTXfW 50.4 412
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434 qecreasedGSTnβqXWGrxpressionGvsGnssociatedGwithGqefectiveGvnsulinGSecretionGinGuumansGandGziceUG
AmericancJournalcofcHumancGeneticsSG2017SGXWWSGYZeTYbc 11 50

433 PaintingGaGnewGpictureGofGpersonalisedGmedicineGforGdiabetesUGDiabetologiaSG2017SGcWSGdfZTdff 10.3 102

432 SystematicGrvaluationGofGPleiotropyGvdentifiesGcGsurtherGyociGnssociatedGWith´ poronaryG
nrtery´ qiseaseUGJournalcofcthecAmericancCollegecofcCardiologySG2017SGcfSGeYZTeZc 15.1 146

431 tenomicGanalysesGidentifyGhundredsGofGvariantsGassociatedGwithGageGatGmenarcheGandGsupportGaGroleG
forGpubertyGtimingGinGcancerGriskUGNaturecGeneticsSG2017SGafSGeZaTeaX 36.3 257

430 nGtenomeTWideGnssociationGStudyGofGvVtTTToasedGzeasuresGofGsirstTPhaseGvnsulinGSecretionG
βefinesGtheGUnderlyingGPhysiologyGofGTypeGYGqiabetesGVariantsUGDiabetesSG2017SGccSGYYfcTYZWf 0.9 69

429 tenomeTwideGmetaTanalysisGofGYaXSYbeGadultsGaccountingGforGsmokingGbehaviourGidentifiesGnovelG
lociGforGobesityGtraitsUGNaturecCommunicationsSG2017SGeSGXafdd 17.4 105

428 WholeTtenomeGSequencingGpoupledGtoGvmputationGqiscoversGteneticGSignalsGforGnnthropometricG
TraitsUGAmericancJournalcofcHumancGeneticsSG2017SGXWWSGecbTeea 11 74

427 nnGrxpandedGtenomeTWideGnssociationGStudyGofGTypeGYGqiabetesGinGruropeansUGDiabetesSG2017SGccSGYeeeTYfWY0.9 414

426 uowGpanGteneticGStudiesGuelpGUsGtoGUnderstandGyinksGoetweenGoirthGWeightGandGTypeGYGqiabeteslUG
CurrentcDiabetescReportsSG2017SGXdSGYY 5.6 23

425 teneticsGofGTYqzGinGYWXcgGoiologicalGandGtranslationalGinsightsGfromGTYqzGgeneticsUGNaturec
ReviewscEndocrinologySG2017SGXZSGdXTdY 15.2 8

424 rpigenomeTwideGassociationGstudyGofGbodyGmassGindexSGandGtheGadverseGoutcomesGofGadiposityUG
NatureSG2017SGbaXSGeXTec 50.4 511

423 rxomeTwideGassociationGstudyGofGplasmaGlipidsGinGkZWWSWWWGindividualsUGNaturecGeneticsSG2017SGafSGXdbeTXdcc36.3 310

422 –ewGoloodGPressureTnssociatedGyociGvdentifiedGinGzetaTnnalysesGofGadbGWWWGvndividualsUGCirculation:c
CardiovascularcGeneticsSG2017SGXWSG 33

421
vmpactGofGcommonGgeneticGdeterminantsGofGuemoglobinGnXcGonGtypeGYGdiabetesGriskGandGdiagnosisG
inGancestrallyGdiverseGpopulationsgGnGtransethnicGgenomeTwideGmetaTanalysisUGPLoScMedicineSG2017SG
XaSGeXWWYZeZ

11.6 223

420 tenesGnssociatedGwithGPancreasGqevelopmentGandGsunctionGzaintainG penGphromatinGinGiPSpsG
teneratedGfromGuumanGPancreaticGoetaGpellsUGStemcCellcReportsSG2017SGfSGXZfbTXaWb 8 10

419 yargeTscaleGtWnSGidentifiesGmultipleGlociGforGhandGgripGstrengthGprovidingGbiologicalGinsightsGintoG
muscularGfitnessUGNaturecCommunicationsSG2017SGeSGXcWXb 17.4 80

418 XWGYearsGofGtWnSGqiscoverygGoiologySGsunctionSGandGTranslationUGAmericancJournalcofcHumanc
GeneticsSG2017SGXWXSGbTYY 11 1651

417 vntegrativeGgenomicGanalysisGimplicatesGlimitedGperipheralGadiposeGstorageGcapacityGinGtheG
pathogenesisGofGhumanGinsulinGresistanceUGNaturecGeneticsSG2017SGafSGXdTYc 36.3 312

(2017-2017)
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416 TheGteneticGyandscapeGofGβenalGpomplicationsGinGTypeGXGqiabetesUGJournalcofcthecAmericancSocietyc
ofcNephrology:cJASNSG2017SGYeSGbbdTbda 12.7 69

415 SequenceGdataGandGassociationGstatisticsGfromGXYSfaWGtypeGYGdiabetesGcasesGandGcontrolsUGScientificc
DataSG2017SGaSGXdWXdf 8.2 22

414
TransTethnicGmetaTregressionGofGgenomeTwideGassociationGstudiesGaccountingGforGancestryG
increasesGpowerGforGdiscoveryGandGimprovesGfineTmappingGresolutionUGHumancMolecularcGeneticsSG
2017SGYcSGZcZfTZcbW

5.6 67

413 ooneGmineralGdensityGandGriskGofGtypeGYGdiabetesGandGcoronaryGheartGdiseasegGnGzendelianG
randomizationGstudyUGWellcomecOpencResearchSG2017SGYSGce 4.8 17

412 tenomeTwideGphysicalGactivityGinteractionsGinGadiposityGTGnGmetaTanalysisGofGYWWSabYGadultsUGPLoSc
GeneticsSG2017SGXZSGeXWWcbYe 6 103

411 nGreferenceGpanelGofGcaSfdcGhaplotypesGforGgenotypeGimputationUGNaturecGeneticsSG2016SGaeSGXYdfTeZ 36.3 1447

410 SystematicGsunctionalGpharacterizationGofGpandidateGpausalGtenesGforGTypeGYGqiabetesGβiskG
VariantsUGDiabetesSG2016SGcbSGZeWbTZeXX 0.9 61

409 nnalysisGofGproteinTcodingGgeneticGvariationGinGcWSdWcGhumansUGNatureSG2016SGbZcSGYebTfX 50.4 6940

408 nGprincipalGcomponentGmetaTanalysisGonGmultipleGanthropometricGtraitsGidentifiesGnovelGlociGforG
bodyGshapeUGNaturecCommunicationsSG2016SGdSGXZZbd 17.4 46

407 TransTancestryGmetaTanalysesGidentifyGrareGandGcommonGvariantsGassociatedGwithGbloodGpressureG
andGhypertensionUGNaturecGeneticsSG2016SGaeSGXXbXTXXcX 36.3 181

406 TheGgeneticsGofGbloodGpressureGregulationGandGitsGtargetGorgansGfromGassociationGstudiesGinGZaYSaXbG
individualsUGNaturecGeneticsSG2016SGaeSGXXdXTXXea 36.3 251

405 qiabetesGandGpauseTSpecificGzortalityGinGzexicoGpityUGNewcEnglandcJournalcofcMedicineSG2016SGZdbSGXfcXTXfdX59.2 144

404 nGgenomicGapproachGtoGtherapeuticGtargetGvalidationGidentifiesGaGglucoseTloweringGtyPXβGvariantG
protectiveGforGcoronaryGheartGdiseaseUGSciencecTranslationalcMedicineSG2016SGeSGZaXradc 17.5 77

403 TransTethnicGstudyGdesignGapproachesGforGfineTmappingUGEuropeancJournalcofcHumancGeneticsSG2016SG
YaSGXZZWTc 5.3 48

402 nGnullGmutationGinGn–tPTyeGdoesGnotGassociateGwithGeitherGplasmaGglucoseGorGtypeGYGdiabetesGinG
humansUGBMCcEndocrinecDisordersSG2016SGXcSGd 3.3 8

401 vnsightsGintoGisletGdevelopmentGandGbiologyGthroughGcharacterizationGofGaGhumanGiPSpTderivedG
endocrineGpancreasGmodelUGIsletsSG2016SGeSGeZTfb 2 18

400 –ewGlociGforGbodyGfatGpercentageGrevealGlinkGbetweenGadiposityGandGcardiometabolicGdiseaseGriskUG
NaturecCommunicationsSG2016SGdSGXWafb 17.4 180

399 TransancestralGfineTmappingGofGfourGtypeGYGdiabetesGsusceptibilityGlociGhighlightsGpotentialGcausalG
regulatoryGmechanismsUGHumancMolecularcGeneticsSG2016SGYbSGYWdWTYWeX 5.6 20
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398 teneticGrvidenceGforGpausalGβelationshipsGoetweenGzaternalG besityTβelatedGTraitsGandGoirthG
WeightUGJAMAcrcJournalcofcthecAmericancMedicalcAssociationSG2016SGZXbSGXXYfTaW 27.4 149

397 yossTofTsunctionGzutationsGinGtheGpellTpycleGpontrolGteneGpqx–YnGvmpactGonGtlucoseGuomeostasisG
inGuumansUGDiabetesSG2016SGcbSGbYdTZZ 0.9 28

396 uarmonisingGandGlinkingGbiomedicalGandGclinicalGdataGacrossGdisparateGdataGarchivesGtoGenableG
integrativeGcrossTbiobankGresearchUGEuropeancJournalcofcHumancGeneticsSG2016SGYaSGbYXTe 5.3 19

395 tenomeTwideGassociationGanalysisGidentifiesGthreeGnewGsusceptibilityGlociGforGchildhoodGbodyGmassG
indexUGHumancMolecularcGeneticsSG2016SGYbSGZefTaWZ 5.6 202

394 teneticGPredispositionGtoGanGvmpairedGzetabolismGofGtheGoranchedTphainGnminoGncidsGandGβiskGofG
TypeGYGqiabetesgGnGzendelianGβandomisationGnnalysisUGPLoScMedicineSG2016SGXZSGeXWWYXdf 11.6 214

393 ourdenGofGqiabetesGandGsirstGrvidenceGforGtheGUtilityGofGubnXcGforGqiagnosisGandGqetectionGofG
qiabetesGinGUrbanGolackGSouthGnfricansgGTheGqurbanGqiabetesGStudyUGPLoScONESG2016SGXXSGeWXcXfcc 3.7 25

392 TheGvmportanceGofGpontextgGUncoveringGSpeciesTGandGTissueTSpecificGrffectsGofGteneticGβiskG
VariantsGforGTypeGYGqiabetesUGFrontierscincEndocrinologySG2016SGdSGXXY 5.7 2

391 nGProteinGqomainGandGsamilyGoasedGnpproachGtoGβareGVariantGnssociationGnnalysisUGPLoScONESG2016SG
XXSGeWXbZeWZ 3.7 5

390 TheGgeneticGarchitectureGofGtypeGYGdiabetesUGNatureSG2016SGbZcSGaXTad 50.4 704

389 uigherGchylomicronGremnantsGandGyqyGparticleGnumbersGassociateGwithGpqZcGS–PsGandGq–nG
methylationGsitesGthatGreduceGpqZcUGJournalcofcLipidcResearchSG2016SGbdSGYXdcTYXea 6.3 20

388 podingGVariationGinGn–tPTyaSGyPySGandGSVrPXGandGtheGβiskGofGporonaryGqiseaseUGNewcEnglandc
JournalcofcMedicineSG2016SGZdaSGXXZaTaa 59.2 325

387 rvaluationGofGtypeGYGdiabetesGgeneticGriskGvariantsGinGphineseGadultsgGfindingsGfromGfZSWWWG
individualsGfromGtheGphinaGxadoorieGoiobankUGDiabetologiaSG2016SGbfSGXaacTXabd 10.3 37

386 qetectionGofGhumanGadaptationGduringGtheGpastGYWWWGyearsUGScienceSG2016SGZbaSGdcWTdca 33.3 224

385 tenomeTwideGassociationsGforGbirthGweightGandGcorrelationsGwithGadultGdiseaseUGNatureSG2016SGbZeSGYaeTYbY50.4 266

384 nssociationGoetweenGyowTqensityGyipoproteinGpholesterolTyoweringGteneticGVariantsGandGβiskGofG
TypeGYGqiabetesgGnGzetaTanalysisUGJAMAcrcJournalcofcthecAmericancMedicalcAssociationSG2016SGZXcSGXZeZTXZfX27.4 225

383 rxposingGtheGexposuresGresponsibleGforGtypeGYGdiabetesGandGobesityUGScienceSG2016SGZbaSGcfTdZ 33.3 138

382 TensorGdecompositionGforGmultipleTtissueGgeneGexpressionGexperimentsUGNaturecGeneticsSG2016SGaeSGXWfaTXWW36.3 87

381 TheGpommonGpUβXXaWGu–sanGzutationGpausesGaGqistinctGplinicalGSubtypeGofGzonogenicGqiabetesUG
DiabetesSG2016SGcbSGZYXYTd 0.9 29

(2016-2016)
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380 nnalysisGwithGtheGexomeGarrayGidentifiesGmultipleGnewGindependentGvariantsGinGlipidGlociUGHumanc
MolecularcGeneticsSG2016SGYbSGaWfaTaXWc 5.6 14

379 VariationGinGtheGglucoseGtransporterGgeneGSypYnYGisGassociatedGwithGglycemicGresponseGtoG
metforminUGNaturecGeneticsSG2016SGaeSGXWbbTXWbf 36.3 108

378 ngeTGandGsexTspecificGcausalGeffectsGofGadiposityGonGcardiovascularGriskGfactorsUGDiabetesSG2015SGcaSGXeaXTbY0.9 50

377 miβTZdbGgeneGdosageGinGpancreaticG˛†TcellsgGimplicationsGforGregulationGofG˛†TcellGmassGandGbiomarkerG
developmentUGJournalcofcMolecularcMedicineSG2015SGfZSGXXbfTcf 5.5 90

376
rpigenomeTwideGassociationGofGq–nGmethylationGmarkersGinGperipheralGbloodGfromGvndianGnsiansG
andGruropeansGwithGincidentGtypeGYGdiabetesgGaGnestedGcaseTcontrolGstudyUGLancetcDiabetescandc
EndocrinologyptheSG2015SGZSGbYcTbZa

18.1 277

375 StructuralGformsGofGtheGhumanGamylaseGlocusGandGtheirGrelationshipsGtoGS–PsSGhaplotypesGandG
obesityUGNaturecGeneticsSG2015SGadSGfYXTb 36.3 92

374 TheGpowerGofGgeneTbasedGrareGvariantGmethodsGtoGdetectGdiseaseTassociatedGvariationGandGtestG
hypothesesGaboutGcomplexGdiseaseUGPLoScGeneticsSG2015SGXXSGeXWWbXcb 6 98

373 vdentificationGandGfunctionalGcharacterizationGofGtcPpYGcodingGvariantsGinfluencingGglycemicGtraitsG
defineGanGeffectorGtranscriptGatGtheGtcPpYTnopoXXGlocusUGPLoScGeneticsSG2015SGXXSGeXWWaedc 6 76

372 nssociationGanalysisGofGYfSfbcGindividualsGconfirmsGthatGaGlowTfrequencyGvariantGatGpp–qYGhalvesG
theGriskGofGtypeGYGdiabetesGbyGenhancingGinsulinGsecretionUGDiabetesSG2015SGcaSGYYdfTeb 0.9 20

371 nGcoherentGapproachGforGanalysisGofGtheGvlluminaGuumanzethylationabWGoeadphipGimprovesGdataG
qualityGandGperformanceGinGepigenomeTwideGassociationGstudiesUGGenomecBiologySG2015SGXcSGZd 18.3 186

370 TheGimpactGofGlowTfrequencyGandGrareGvariantsGonGlipidGlevelsUGNaturecGeneticsSG2015SGadSGbefTfd 36.3 229

369 uumanGgenomicsUGTheGtenotypeTTissueGrxpressionGOtTrxPGpilotGanalysisgGmultitissueGgeneG
regulationGinGhumansUGScienceSG2015SGZaeSGcaeTcW 33.3 3242

368 uumanGgenomicsUGrffectGofGpredictedGproteinTtruncatingGgeneticGvariantsGonGtheGhumanG
transcriptomeUGScienceSG2015SGZaeSGcccTf 33.3 170

367 TheGgeneticsGofGdiabeticGcomplicationsUGNaturecReviewscNephrologySG2015SGXXSGYddTed 14.9 99

366 nssessingGalleleTspecificGexpressionGacrossGmultipleGtissuesGfromGβ–nTseqGreadGdataUGBioinformaticsSG
2015SGZXSGYafdTbWa 7.2 48

365 WholeTgenomeGsequencingGtoGunderstandGtheGgeneticGarchitectureGofGcommonGgeneGexpressionG
andGbiomarkerGphenotypesUGHumancMolecularcGeneticsSG2015SGYaSGXbWaTXY 5.6 7

364
pontributionGofGcommonGnonTsynonymousGvariantsGinGPpSxXGtoGbodyGmassGindexGvariationGandGriskG
ofGobesitygGaGsystematicGreviewGandGmetaTanalysisGwithGevidenceGfromGupGtoGZZXGXdbGindividualsUG
HumancMolecularcGeneticsSG2015SGYaSGZbeYTfa

5.6 34

363 tenomicGmedicineGatGtheGheartGofGdiabetesGmanagementUGDiabetologiaSG2015SGbeSGXdYbTf 10.3 15
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362
–ovelGinsightsGintoGtheGgeneticsGofGsmokingGbehaviourSGlungGfunctionSGandGchronicGobstructiveG
pulmonaryGdiseaseGOUxGoiyrVrPgGaGgeneticGassociationGstudyGinGUxGoiobankUGLancetcRespiratoryc
MedicineptheSG2015SGZSGdcfTeX

35.1 245

361 TransTancestryGgenomeTwideGassociationGstudyGidentifiesGXYGgeneticGlociGinfluencingGbloodGpressureG
andGimplicatesGaGroleGforGq–nGmethylationUGNaturecGeneticsSG2015SGadSGXYeYTXYfZ 36.3 223

360 tenomeTwideGassociationGofGpolycysticGovaryGsyndromeGimplicatesGalterationsGinGgonadotropinG
secretionGinGruropeanGancestryGpopulationsUGNaturecCommunicationsSG2015SGcSGdbWY 17.4 214

359 teneticGfineGmappingGandGgenomicGannotationGdefinesGcausalGmechanismsGatGtypeGYGdiabetesG
susceptibilityGlociUGNaturecGeneticsSG2015SGadSGXaXbTYb 36.3 292

358 nGnovelGcommonGvariantGinGqpSTYGisGassociatedGwithGlengthGinGearlyGlifeGandGheightGinGadulthoodUG
HumancMolecularcGeneticsSG2015SGYaSGXXbbTce 5.6 77

357 phildhoodGcognitiveGabilityGmoderatesGlaterTlifeGmanifestationGofGtypeGYGdiabetesGgeneticGriskUG
HealthcPsychologySG2015SGZaSGfXbTf 5 7

356 PopulationGwholeTgenomeGbisulfiteGsequencingGacrossGtwoGtissuesGhighlightsGtheGenvironmentGasG
theGprincipalGsourceGofGhumanGmethylomeGvariationUGGenomecBiologySG2015SGXcSGYfW 18.3 70

355 TheGvnfluenceGofGngeGandGSexGonGteneticGnssociationsGwithGndultGoodyGSizeGandGShapegGnG
yargeTScaleGtenomeTWideGvnteractionGStudyUGPLoScGeneticsSG2015SGXXSGeXWWbZde 6 220

354 qiscoveryGandGsineTzappingGofGtlycaemicGandG besityTβelatedGTraitGyociGUsingGuighTqensityG
vmputationUGPLoScGeneticsSG2015SGXXSGeXWWbYZW 6 59

353
TranscriptGrxpressionGqataGfromGuumanGvsletsGyinksGβegulatoryGSignalsGfromGtenomeTWideG
nssociationGStudiesGforGTypeGYGqiabetesGandGtlycemicGTraitsGtoGTheirGqownstreamGrffectorsUGPLoSc
GeneticsSG2015SGXXSGeXWWbcfa

6 138

352 ndiposityGasGaGcauseGofGcardiovascularGdiseasegGaGzendelianGrandomizationGstudyUGInternationalc
JournalcofcEpidemiologySG2015SGaaSGbdeTec 7.8 97

351 pharacterizationGofGfunctionalGmethylomesGbyGnextTgenerationGcaptureGsequencingGidentifiesGnovelG
diseaseTassociatedGvariantsUGNaturecCommunicationsSG2015SGcSGdYXX 17.4 66

350 uumanGisletGfunctionGfollowingGYWGyearsGofGcryogenicGbiobankingUGDiabetologiaSG2015SGbeSGXbWZTXY 10.3 35

349 tenomeTwideGassociationGstudyGidentifiesGnovelGgeneticGvariantsGcontributingGtoGvariationGinGbloodG
metaboliteGlevelsUGNaturecCommunicationsSG2015SGcSGdYWe 17.4 126

348 –ewGgeneticGlociGlinkGadiposeGandGinsulinGbiologyGtoGbodyGfatGdistributionUGNatureSG2015SGbXeSGXedTXfc 50.4 920

347 teneticGstudiesGofGbodyGmassGindexGyieldGnewGinsightsGforGobesityGbiologyUGNatureSG2015SGbXeSGXfdTYWc 50.4 2687

346 yβPbGregulatesGhumanGbodyGfatGdistributionGbyGmodulatingGadiposeGprogenitorGbiologyGinGaGdoseTG
andGdepotTspecificGfashionUGCellcMetabolismSG2015SGYXSGYcYTYdZ 24.6 60

345 zouseThumanGexperimentalGepigeneticGanalysisGunmasksGdietaryGtargetsGandGgeneticGliabilityGforG
diabeticGphenotypesUGCellcMetabolismSG2015SGYXSGXZeTaf 24.6 76
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344 rvaluatingGtheGPerformanceGofGsineTzappingGStrategiesGatGpommonGVariantGtWnSGyociUGPLoSc
GeneticsSG2015SGXXSGeXWWbbZb 6 49

343 WholeTexomeGsequencingGidentifiesGrareGandGlowTfrequencyGcodingGvariantsGassociatedGwithGyqyG
cholesterolUGAmericancJournalcofcHumancGeneticsSG2014SGfaSGYZZTab 11 170

342 PancreaticGisletGenhancerGclustersGenrichedGinGtypeGYGdiabetesGriskTassociatedGvariantsUGNaturec
GeneticsSG2014SGacSGXZcTXaZ 36.3 366

341 βevisitingGtheGthriftyGgeneGhypothesisGviaGcbGlociGassociatedGwithGsusceptibilityGtoGtypeGYGdiabetesUG
AmericancJournalcofcHumancGeneticsSG2014SGfaSGXdcTeb 11 59

340 β–nGsequencingGidentifiesGdysregulationGofGtheGhumanGpancreaticGisletGtranscriptomeGbyGtheG
saturatedGfattyGacidGpalmitateUGDiabetesSG2014SGcZSGXfdeTfZ 0.9 174

339 tenomeTwideGassociationGstudyGofGsexualGmaturationGinGmalesGandGfemalesGhighlightsGaGroleGforG
bodyGmassGandGmenarcheGlociGinGmaleGpubertyUGHumancMolecularcGeneticsSG2014SGYZSGaabYTca 5.6 66

338 βesearchGcapacityUGrnablingGtheGgenomicGrevolutionGinGnfricaUGScienceSG2014SGZaaSGXZacTe 33.3 256

337 ParentTofToriginTspecificGallelicGassociationsGamongGXWcGgenomicGlociGforGageGatGmenarcheUGNatureSG
2014SGbXaSGfYTfd 50.4 401

336 qefiningGtheGroleGofGcommonGvariationGinGtheGgenomicGandGbiologicalGarchitectureGofGadultGhumanG
heightUGNaturecGeneticsSG2014SGacSGXXdZTec 36.3 1339

335 nssociationGofGvitaminGqGstatusGwithGarterialGbloodGpressureGandGhypertensionGriskgGaGmendelianG
randomisationGstudyUGLancetcDiabetescandcEndocrinologyptheSG2014SGYSGdXfTYf 18.1 250

334 qistinctGdevelopmentalGprofileGofGlowerTbodyGadiposeGtissueGdefinesGresistanceGagainstG
obesityTassociatedGmetabolicGcomplicationsUGDiabetesSG2014SGcZSGZdebTfd 0.9 107

333 tenomeTwideGtransTancestryGmetaTanalysisGprovidesGinsightGintoGtheGgeneticGarchitectureGofGtypeGYG
diabetesGsusceptibilityUGNaturecGeneticsSG2014SGacSGYZaTaa 36.3 784

332 yossTofTfunctionGmutationsGinGSypZWneGprotectGagainstGtypeGYGdiabetesUGNaturecGeneticsSG2014SGacSGZbdTcZ36.3 351

331 pommonGgeneticGvariantsGhighlightGtheGroleGofGinsulinGresistanceGandGbodyGfatGdistributionGinGtypeGYG
diabetesSGindependentGofGobesityUGDiabetesSG2014SGcZSGaZdeTaZed 0.9 127

330 rxpressionGofGphosphofructokinaseGinGskeletalGmuscleGisGinfluencedGbyGgeneticGvariationGandG
associatedGwithGinsulinGsensitivityUGDiabetesSG2014SGcZSGXXbaTcb 0.9 25

329 ozvTassociatedGallelesGdoGnotGconstituteGriskGallelesGforGpolycysticGovaryGsyndromeGindependentlyGofG
ozvgGaGcaseTcontrolGstudyUGPLoScONESG2014SGfSGeedZZb 3.7 13

328 rvaluationGofGcommonGtypeGYGdiabetesGriskGvariantsGinGaGSouthGnsianGpopulationGofGSriGyankanG
descentUGPLoScONESG2014SGfSGefecWe 3.7 6

327 vmpactGofGtypeGYGdiabetesGsusceptibilityGvariantsGonGquantitativeGglycemicGtraitsGrevealsGmechanisticG
heterogeneityUGDiabetesSG2014SGcZSGYXbeTdX 0.9 235
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326 qataGsharingGinGlargeGresearchGconsortiagGexperiencesGandGrecommendationsGfromGr–tntrUG
EuropeancJournalcofcHumancGeneticsSG2014SGYYSGZXdTYX 5.3 39

325 nnGintegratedGepigenomicGanalysisGforGtypeGYGdiabetesGsusceptibilityGlociGinGmonozygoticGtwinsUG
NaturecCommunicationsSG2014SGbSGbdXf 17.4 85

324 teneTlifestyleGinteractionGandGtypeGYGdiabetesgGtheGrPvpGinteractGcaseTcohortGstudyUGPLoScMedicineSG
2014SGXXSGeXWWXcad 11.6 149

323 PharmacogeneticGmetaTanalysisGofGgenomeTwideGassociationGstudiesGofGyqyGcholesterolGresponseGtoG
statinsUGNaturecCommunicationsSG2014SGbSGbWce 17.4 160

322 nGcentralGroleGforGtβoXWGinGregulationGofGisletGfunctionGinGmanUGPLoScGeneticsSG2014SGXWSGeXWWaYZb 6 124

321 qistributionGandGmedicalGimpactGofGlossTofTfunctionGvariantsGinGtheGsinnishGfounderGpopulationUGPLoSc
GeneticsSG2014SGXWSGeXWWaafa 6 243

320 vnsightsGintoGlTpellGoiologyGandGTypeGYGqiabetesGPathogenesisGfromGStudiesGofGtheGvsletG
TranscriptomeUGFrontierscincDiabetesSG2014SGXXXTXYX 0.6

319 tenomeTWideGnssociationGStudiesGinGTypeGYGqiabetesUGFrontierscincDiabetesSG2014SGXTXZ 0.6

318 tenomeTWideGnssociationGStudiesGofG besityG2014SGZZTbZ 2

317 ngeTrelatedGclonalGhematopoiesisGassociatedGwithGadverseGoutcomesUGNewcEnglandcJournalcofc
MedicineSG2014SGZdXSGYaeeTfe 59.2 2314

316 βeTsequencingGexpandsGourGunderstandingGofGtheGphenotypicGimpactGofGvariantsGatGtWnSGlociUGPLoSc
GeneticsSG2014SGXWSGeXWWaXad 6 42

315 ueritabilityGofGvariationGinGglycaemicGresponseGtoGmetformingGaGgenomeTwideGcomplexGtraitGanalysisUG
LancetcDiabetescandcEndocrinologyptheSG2014SGYSGaeXTd 18.1 76

314 TheGSouthGnsianGgenomeUGPLoScONESG2014SGfSGeXWYcab 3.7 32

313
rthnicGvariationGinGtheGactivityGofGlipidGdesaturasesGandGtheirGrelationshipsGwithGcardiovascularGriskG
factorsGinGcontrolGwomenGandGanGatTriskGgroupGwithGpreviousGgestationalGdiabetesGmellitusgGaG
crossTsectionalGstudyUGLipidscincHealthcandcDiseaseSG2013SGXYSGYb

4.4 11

312 tenomeTwideGassociationGanalysisGidentifiesGXZGnewGriskGlociGforGschizophreniaUGNaturecGeneticsSG
2013SGabSGXXbWTf 36.3 1153

311 qiscoveryGandGrefinementGofGlociGassociatedGwithGlipidGlevelsUGNaturecGeneticsSG2013SGabSGXYdaTXYeZ 36.3 1904

310 pommonGvariantsGassociatedGwithGplasmaGtriglyceridesGandGriskGforGcoronaryGarteryGdiseaseUGNaturec
GeneticsSG2013SGabSGXZabTbY 36.3 597

309 tenomeTwideGassociationGandGlongitudinalGanalysesGrevealGgeneticGlociGlinkingGpubertalGheightG
growthSGpubertalGtimingGandGchildhoodGadiposityUGHumancMolecularcGeneticsSG2013SGYYSGYdZbTad 5.6 138
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308 TranscriptomeGandGgenomeGsequencingGuncoversGfunctionalGvariationGinGhumansUGNatureSG2013SGbWXSGbWcTXX50.4 1323

307 yargeTscaleGassociationGanalysisGidentifiesGnewGriskGlociGforGcoronaryGarteryGdiseaseUGNaturecGeneticsSG
2013SGabSGYbTZZ 36.3 1172

306 zosaicGPPzXqGmutationsGareGassociatedGwithGpredispositionGtoGbreastGandGovarianGcancerUGNatureSG
2013SGafZSGaWcTXW 50.4 191

305
zetaTanalysisGinvestigatingGassociationsGbetweenGhealthyGdietGandGfastingGglucoseGandGinsulinGlevelsG
andGmodificationGbyGlociGassociatedGwithGglucoseGhomeostasisGinGdataGfromGXbGcohortsUGAmericanc
JournalcofcEpidemiologySG2013SGXddSGXWZTXb

3.8 63

304 TpsdyYGandGdiabetesgGaGtaleGofGtwoGtissuesSGandGofGtwoGspeciesUGCellcMetabolismSG2013SGXdSGXbdTf 24.6 20

303
tlobalGanalysisGofGq–nGmethylationGvariationGinGadiposeGtissueGfromGtwinsGrevealsGlinksGtoG
diseaseTassociatedGvariantsGinGdistalGregulatoryGelementsUGAmericancJournalcofcHumancGeneticsSG2013
SGfZSGedcTfW

11 269

302
tlobalGnnalysisGofGq–nGzethylationGVariationGinGndiposeGTissueGfromGTwinsGβevealsGyinksGtoG
qiseaseTnssociatedGVariantsGinGqistalGβegulatoryGrlementsUGAmericancJournalcofcHumancGeneticsSG
2013SGfZSGXXbe

11 6

301 vmprovedGdetectionGofGcommonGvariantsGassociatedGwithGschizophreniaGbyGleveragingGpleiotropyG
withGcardiovascularTdiseaseGriskGfactorsUGAmericancJournalcofcHumancGeneticsSG2013SGfYSGXfdTYWf 11 293

300 βecentGqevelopmentsGinGtheGteneticGandGtenomicGoasisGofGTypeGYGqiabetesUGCurrentcCardiovascularc
RiskcReportsSG2013SGdSGccTdY 0.9

299 TheGgeneticsGofGtypeGYGdiabetesGandGitsGclinicalGrelevanceUGClinicalcGeneticsSG2013SGeZSGYfdTZWc 4 37

298 tenomeTwideGassociationGstudyGidentifiesGaGnovelGlocusGcontributingGtoGtypeGYGdiabetesG
susceptibilityGinGSikhsGofGPunjabiGoriginGfromGvndiaUGDiabetesSG2013SGcYSGXdacTbb 0.9 129

297 zutationsGinGu–sXnGresultGinGmarkedGalterationsGofGplasmaGglycanGprofileUGDiabetesSG2013SGcYSGXZYfTZd 0.9 74

296 vdentificationGofGsevenGlociGaffectingGmeanGtelomereGlengthGandGtheirGassociationGwithGdiseaseUG
NaturecGeneticsSG2013SGabSGaYYTdSGaYdeXTY 36.3 624

295 tenomeTwideGmetaTanalysisGidentifiesGXXGnewGlociGforGanthropometricGtraitsGandGprovidesGinsightsG
intoGgeneticGarchitectureUGNaturecGeneticsSG2013SGabSGbWXTXY 36.3 437

294 vnsightsGintoGtheGmolecularGmechanismGforGtypeGYGdiabetesGsusceptibilityGatGtheGxp–₁XGlocusGfromG
temporalGchangesGinGimprintingGstatusGinGhumanGisletsUGDiabetesSG2013SGcYSGfedTfY 0.9 87

293 tenomeTwideGassociationGstudyGforGtypeGYGdiabetesGinGvndiansGidentifiesGaGnewGsusceptibilityGlocusG
atGYqYXUGDiabetesSG2013SGcYSGfddTec 0.9 132

292 pausalGrelationshipGbetweenGobesityGandGvitaminGqGstatusgGbiTdirectionalGzendelianGrandomizationG
analysisGofGmultipleGcohortsUGPLoScMedicineSG2013SGXWSGeXWWXZeZ 11.6 592

291 SexTstratifiedGgenomeTwideGassociationGstudiesGincludingGYdWSWWWGindividualsGshowGsexualG
dimorphismGinGgeneticGlociGforGanthropometricGtraitsUGPLoScGeneticsSG2013SGfSGeXWWZbWW 6 277
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290 TheGroleGofGadiposityGinGcardiometabolicGtraitsgGaGzendelianGrandomizationGanalysisUGPLoScMedicineSG
2013SGXWSGeXWWXada 11.6 144

289 nssessingGassociationGbetweenGproteinGtruncatingGvariantsGandGquantitativeGtraitsUGBioinformaticsSG
2013SGYfSGYaXfTYc 7.2 9

288 SilencingGofGntpYbXGincreasesGbloodGpressureGthroughGvasoconstrictionUGJournalcofcHypertensionSG
2013SGZXSGXbdbTeZ 1.9 21

287
uigherGmagnesiumGintakeGisGassociatedGwithGlowerGfastingGglucoseGandGinsulinSGwithGnoGevidenceGofG
interactionGwithGselectGgeneticGlociSGinGaGmetaTanalysisGofGXbGpunβtrGponsortiumGStudiesUGJournalcofc
NutritionSG2013SGXaZSGZabTbZ

4.1 39

286 teneGexpressionGchangesGwithGageGinGskinSGadiposeGtissueSGbloodGandGbrainUGGenomecBiologySG2013SG
XaSGβdb 18.3 185

285 TheGpresenceGofGmethylationGquantitativeGtraitGlociGindicatesGaGdirectGgeneticGinfluenceGonGtheGlevelG
ofGq–nGmethylationGinGadiposeGtissueUGPLoScONESG2013SGeSGebbfYZ 3.7 71

284 zendelianGrandomizationGstudiesGdoGnotGsupportGaGcausalGroleGforGreducedGcirculatingGadiponectinG
levelsGinGinsulinGresistanceGandGtypeGYGdiabetesUGDiabetesSG2013SGcYSGZbefTfe 0.9 95

283 –ewGlociGassociatedGwithGbirthGweightGidentifyGgeneticGlinksGbetweenGintrauterineGgrowthGandGadultG
heightGandGmetabolismUGNaturecGeneticsSG2013SGabSGdcTeY 36.3 232

282 TheGtenotypeTTissueGrxpressionGOtTrxPGprojectUGNaturecGeneticsSG2013SGabSGbeWTb 36.3 4179

281 pontributionGofGZYGtWnSTidentifiedGcommonGvariantsGtoGsevereGobesityGinGruropeanGadultsGreferredG
forGbariatricGsurgeryUGPLoScONESG2013SGeSGedWdZb 3.7 34

280 TheGmiβ–nGprofileGofGhumanGpancreaticGisletsGandGbetaTcellsGandGrelationshipGtoGtypeGYGdiabetesG
pathogenesisUGPLoScONESG2013SGeSGebbYdY 3.7 146

279 tlycosylationGofGimmunoglobulinGggGroleGofGgeneticGandGepigeneticGinfluencesUGPLoScONESG2013SGeSGeeYbbe3.7 70

278 βeducedGinsulinGexocytosisGinGhumanGpancreaticG˛†TcellsGwithGgeneGvariantsGlinkedGtoGtypeGYGdiabetesUG
DiabetesSG2012SGcXSGXdYcTZZ 0.9 174

277
SystematicGassessmentGofGetiologyGinGadultsGwithGaGclinicalGdiagnosisGofGyoungTonsetGtypeGYGdiabetesG
isGaGsuccessfulGstrategyGforGidentifyingGmaturityTonsetGdiabetesGofGtheGyoungUGDiabetescCareSG2012SG
ZbSGXYWcTXY

14.6 122

276 yargeTscaleGassociationGanalysisGprovidesGinsightsGintoGtheGgeneticGarchitectureGandGpathophysiologyG
ofGtypeGYGdiabetesUGNaturecGeneticsSG2012SGaaSGfeXTfW 36.3 1482

275 nGgenomeTwideGassociationGmetaTanalysisGidentifiesGnewGchildhoodGobesityGlociUGNaturecGeneticsSG
2012SGaaSGbYcTZX 36.3 292

274 ponditionalGandGjointGmultipleTS–PGanalysisGofGtWnSGsummaryGstatisticsGidentifiesGadditionalG
variantsGinfluencingGcomplexGtraitsUGNaturecGeneticsSG2012SGaaSGZcfTdbSGSXTZ 36.3 813

273 tenomeTwideGassociationGstudyGidentifiesGmultipleGlociGinfluencingGhumanGserumGmetaboliteGlevelsUG
NaturecGeneticsSG2012SGaaSGYcfTdc 36.3 441
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272 rpigenomeTwideGscansGidentifyGdifferentiallyGmethylatedGregionsGforGageGandGageTrelatedG
phenotypesGinGaGhealthyGageingGpopulationUGPLoScGeneticsSG2012SGeSGeXWWYcYf 6 501

271 TheGgeneticGandGepigeneticGbasisGofGtypeGYGdiabetesGandGobesityUGClinicalcPharmacologycandc
TherapeuticsSG2012SGfYSGdWdTXb 6.1 162

270 sT GgenotypeGisGassociatedGwithGphenotypicGvariabilityGofGbodyGmassGindexUGNatureSG2012SGafWSGYcdTdY 50.4 304

269 zetabolicGprofilingGinGzaturityTonsetGdiabetesGofGtheGyoungGOz qYPGandGyoungGonsetGtypeGYG
diabetesGfailsGtoGdetectGrobustGurinaryGbiomarkersUGPLoScONESG2012SGdSGeaWfcY 3.7 13

268 TheGhumanGpancreaticGisletGtranscriptomegGexpressionGofGcandidateGgenesGforGtypeGXGdiabetesGandG
theGimpactGofGproTinflammatoryGcytokinesUGPLoScGeneticsSG2012SGeSGeXWWYbbY 6 313

267 poexpressionGnetworkGanalysisGinGabdominalGandGglutealGadiposeGtissueGrevealsGregulatoryGgeneticG
lociGforGmetabolicGsyndromeGandGrelatedGphenotypesUGPLoScGeneticsSG2012SGeSGeXWWYbWb 6 52

266 –onfastingGglucoseSGischemicGheartGdiseaseSGandGmyocardialGinfarctiongGaGzendelianGrandomizationG
studyUGJournalcofcthecAmericancCollegecofcCardiologySG2012SGbfSGYZbcTcb 15.1 50

265 uumanG˛†GcellGtranscriptomeGanalysisGuncoversGlncβ–nsGthatGareGtissueTspecificSGdynamicallyG
regulatedSGandGabnormallyGexpressedGinGtypeGYGdiabetesUGCellcMetabolismSG2012SGXcSGaZbTae 24.6 345

264 zappingGcisTGandGtransTregulatoryGeffectsGacrossGmultipleGtissuesGinGtwinsUGNaturecGeneticsSG2012SGaaSGXWeaTf36.3 572

263 βareGzT–βXoGvariantsGimpairingGmelatoninGreceptorGXoGfunctionGcontributeGtoGtypeGYGdiabetesUG
NaturecGeneticsSG2012SGaaSGYfdTZWX 36.3 279

262 nGgenomeTwideGassociationGsearchGforGtypeGYGdiabetesGgenesGinGnfricanGnmericansUGPLoScONESG2012SG
dSGeYfYWY 3.7 138

261 ParadoxicalGlowerGserumGtriglycerideGlevelsGandGhigherGtypeGYGdiabetesGmellitusGsusceptibilityGinG
obeseGindividualsGwithGtheGP–PynZGXaezGvariantUGPLoScONESG2012SGdSGeZfZcY 3.7 66

260 nGgenomeTwideGapproachGaccountingGforGbodyGmassGindexGidentifiesGgeneticGvariantsGinfluencingG
fastingGglycemicGtraitsGandGinsulinGresistanceUGNaturecGeneticsSG2012SGaaSGcbfTcf 36.3 615

259 siveGyearsGofGtWnSGdiscoveryUGAmericancJournalcofcHumancGeneticsSG2012SGfWSGdTYa 11 1635

258 yargeTscaleGgeneTcentricGmetaTanalysisGacrossGZfGstudiesGidentifiesGtypeGYGdiabetesGlociUGAmericanc
JournalcofcHumancGeneticsSG2012SGfWSGaXWTYb 11 214

257 yargeTScaleGteneTpentricGzetaTnnalysisGacrossGZfGStudiesGvdentifiesGTypeGYGqiabetesGyociUGAmericanc
JournalcofcHumancGeneticsSG2012SGfWSGdbZ 11 4

256 nGgenomeTwideGassociationGmetaTanalysisGofGcirculatingGsexGhormoneTbindingGglobulinGrevealsG
multipleGyociGimplicatedGinGsexGsteroidGhormoneGregulationUGPLoScGeneticsSG2012SGeSGeXWWYeWb 6 116

255 rvidenceGofGinbreedingGdepressionGonGhumanGheightUGPLoScGeneticsSG2012SGeSGeXWWYcbb 6 62
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254 rxtentSGcausesSGandGconsequencesGofGsmallGβ–nGexpressionGvariationGinGhumanGadiposeGtissueUGPLoSc
GeneticsSG2012SGeSGeXWWYdWa 6 43

253 TheGmetabochipSGaGcustomGgenotypingGarrayGforGgeneticGstudiesGofGmetabolicSGcardiovascularSGandG
anthropometricGtraitsUGPLoScGeneticsSG2012SGeSGeXWWYdfZ 6 395

252 StratifyingGtypeGYGdiabetesGcasesGbyGozvGidentifiesGgeneticGriskGvariantsGinGynznXGandGenrichmentG
forGriskGvariantsGinGleanGcomparedGtoGobeseGcasesUGPLoScGeneticsSG2012SGeSGeXWWYdaX 6 162

251 rpigeneticGsilencingGofGu–sXnGassociatesGwithGchangesGinGtheGcompositionGofGtheGhumanGplasmaG
–TglycomeUGEpigeneticsSG2012SGdSGXcaTdY 5.7 31

250 SexTbiasedGgeneticGeffectsGonGgeneGregulationGinGhumansUGGenomecResearchSG2012SGYYSGYZceTdb 9.7 68

249 oayesianGrefinementGofGassociationGsignalsGforGXaGlociGinGZGcommonGdiseasesUGNaturecGeneticsSG2012SG
aaSGXYfaTZWX 36.3 347

248 yargeTscaleGassociationGanalysesGidentifyGnewGlociGinfluencingGglycemicGtraitsGandGprovideGinsightG
intoGtheGunderlyingGbiologicalGpathwaysUGNaturecGeneticsSG2012SGaaSGffXTXWWb 36.3 621

247 pommonGvariantsGatGcqYYGandGXdqYXGareGassociatedGwithGintracranialGvolumeUGNaturecGeneticsSG2012
SGaaSGbZfTaa 36.3 104

246 pommonGvariantsGatGXYqXbGandGXYqYaGareGassociatedGwithGinfantGheadGcircumferenceUGNaturec
GeneticsSG2012SGaaSGbZYTbZe 36.3 94

245 porrelationGofGrareGcodingGvariantsGinGtheGgeneGencodingGhumanGglucokinaseGregulatoryGproteinG
withGphenotypicSGcellularSGandGkineticGoutcomesUGJournalcofcClinicalcInvestigationSG2012SGXYYSGYWbTXd 15.9 31

244 nmerindGancestrySGsocioeconomicGstatusGandGtheGgeneticsGofGtypeGYGdiabetesGinGaGpolombianG
populationUGPLoScONESG2012SGdSGeZZbdW 3.7 40

243 nssociationGofGtheGpptGmethylationGpatternGofGtheGproximalGinsulinGgeneGpromoterGwithGtypeGXG
diabetesUGPLoScONESG2012SGdSGeZcYde 3.7 71

242 zetaTanalysisGofGgenomeTwideGassociationGstudiesGidentifiesGeightGnewGlociGforGtypeGYGdiabetesGinG
eastGnsiansUGNaturecGeneticsSG2011SGaaSGcdTdY 36.3 475

241 tenomeTwideGassociationGstudyGinGindividualsGofGSouthGnsianGancestryGidentifiesGsixGnewGtypeGYG
diabetesGsusceptibilityGlociUGNaturecGeneticsSG2011SGaZSGfeaTf 36.3 406

240 zirrorGextremeGozvGphenotypesGassociatedGwithGgeneGdosageGatGtheGchromosomeGXcpXXUYGlocusUG
NatureSG2011SGadeSGfdTXWY 50.4 322

239 tenomeTwideGassociationGstudyGidentifiesGlociGinfluencingGconcentrationsGofGliverGenzymesGinG
plasmaUGNaturecGeneticsSG2011SGaZSGXXZXTe 36.3 415

238 zetabolicGandGreproductiveGcharacteristicsGofGfirstTdegreeGrelativesGofGwomenGwithGselfTreportedG
oligoTamenorrhoeaGandGhirsutismUGGynecologicalcEndocrinologySG2011SGYdSGcZWTb 2.4 5

237 tenomeTwideGassociationGidentifiesGnineGcommonGvariantsGassociatedGwithGfastingGproinsulinGlevelsG
andGprovidesGnewGinsightsGintoGtheGpathophysiologyGofGtypeGYGdiabetesUGDiabetesSG2011SGcWSGYcYaTZa 0.9 285
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236 TheGimportanceGofGglobalGstudiesGofGtheGgeneticsGofGtypeGYGdiabetesUGDiabetescandcMetabolismc
JournalSG2011SGZbSGfXTXWW 5 12

235 zicroβ–nGexpressionGinGabdominalGandGglutealGadiposeGtissueGisGassociatedGwithGmβ–nGexpressionG
levelsGandGpartlyGgeneticallyGdrivenUGPLoScONESG2011SGcSGeYdZZe 3.7 39

234 qorothyGuodgkinGyectureGYWXWUGsromGhypeGtoGhopelGnGjourneyGthroughGtheGgeneticsGofGTypeGYG
diabetesUGDiabeticcMedicineSG2011SGYeSGXZYTaW 3.5 14

233 qeterminantsGofGdyslipidaemiaGinGprobandsGwithGpolycysticGovaryGsyndromeGandGtheirGsistersUG
ClinicalcEndocrinologySG2011SGdaSGdXaTf 3.4 13

232 tenomeTwideGassociationGscanGallowingGforGepistasisGinGtypeGYGdiabetesUGAnnalscofcHumancGeneticsSG
2011SGdbSGXWTf 2.2 29

231 pommonGvariantsGnearGnTzGareGassociatedGwithGglycemicGresponseGtoGmetforminGinGtypeGYGdiabetesUG
NaturecGeneticsSG2011SGaZSGXXdTYW 36.3 319

230 vdentificationGofGanGimprintedGmasterGtransGregulatorGatGtheGxysXaGlocusGrelatedGtoGmultipleG
metabolicGphenotypesUGNaturecGeneticsSG2011SGaZSGbcXTa 36.3 253

229 pomprehensiveGhumanGadiposeGtissueGmβ–nGandGmicroβ–nGendogenousGcontrolGselectionGforG
quantitativeGrealTtimeTPpβGnormalizationUGObesitySG2011SGXfSGeeeTfY 8 89

228 teneticGarchitectureGofGcirculatingGlipidGlevelsUGEuropeancJournalcofcHumancGeneticsSG2011SGXfSGeXZTf 5.3 19

227 tenomicGinflationGfactorsGunderGpolygenicGinheritanceUGEuropeancJournalcofcHumancGeneticsSG2011SG
XfSGeWdTXY 5.3 335

226 vnteractionGbetweenGrβnPXGandGuynToYdGinGankylosingGspondylitisGimplicatesGpeptideGhandlingGinG
theGmechanismGforGuynToYdGinGdiseaseGsusceptibilityUGNaturecGeneticsSG2011SGaZSGdcXTd 36.3 646

225
StudyingGgeneGandGgeneTenvironmentGeffectsGofGuncommonGandGcommonGvariantsGonGcontinuousG
traitsgGaGmarkerTsetGapproachGusingGgeneTtraitGsimilarityGregressionUGAmericancJournalcofcHumanc
GeneticsSG2011SGefSGYddTee

11 60

224 TypeGYGdiabetesGandGobesitygGgenomicsGandGtheGclinicUGHumancGeneticsSG2011SGXZWSGaXTbe 6.3 62

223 nGroleGforGcodingGfunctionalGvariantsGinGu–sanGinGtypeGYGdiabetesGsusceptibilityUGDiabetologiaSG2011SG
baSGXXXTf 10.3 24

222 βapidGtestingGofGgeneTgeneGinteractionsGinGgenomeTwideGassociationGstudiesGofGbinaryGandG
quantitativeGphenotypesUGGeneticcEpidemiologySG2011SGZbSGeWWTe 2.6 9

221 SnvyTTaGsoftwareGsystemGforGsampleGandGphenotypeGavailabilityGacrossGbiobanksGandGcohortsUG
BioinformaticsSG2011SGYdSGbefTfX 7.2 12

220 nGbivariateGgenomeTwideGapproachGtoGmetabolicGsyndromegGSTnzPrrqGconsortiumUGDiabetesSG2011SG
cWSGXZYfTZf 0.9 194

219 qissectionGofGtheGgeneticsGofGParkinsonNsGdiseaseGidentifiesGanGadditionalGassociationGbNGofGS–pnGandG
multipleGassociatedGhaplotypesGatGXdqYXUGHumancMolecularcGeneticsSG2011SGYWSGZabTbZ 5.6 178
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218 nssociationGofGgeneticGyociGwithGglucoseGlevelsGinGchildhoodGandGadolescencegGaGmetaTanalysisGofG
overGcSWWWGchildrenUGDiabetesSG2011SGcWSGXeWbTXY 0.9 83

217 zendelianGrandomizationGstudiesGdoGnotGsupportGaGroleGforGraisedGcirculatingGtriglycerideGlevelsG
influencingGtypeGYGdiabetesSGglucoseGlevelsSGorGinsulinGresistanceUGDiabetesSG2011SGcWSGXWWeTXe 0.9 60

216
tenomeTwideGassociationGandGgeneticGfunctionalGstudiesGidentifyGautismGsusceptibilityGcandidateGYG
geneGOnUTSYPGinGtheGregulationGofGalcoholGconsumptionUGProceedingscofcthecNationalcAcademycofc
SciencescofcthecUnitedcStatescofcAmericaSG2011SGXWeSGdXXfTYa

11.5 218

215 TotalGzincGintakeGmayGmodifyGtheGglucoseTraisingGeffectGofGaGzincGtransporterGOSypZWnePGvariantgGaG
XaTcohortGmetaTanalysisUGDiabetesSG2011SGcWSGYaWdTXc 0.9 81

214 uumanGmetabolicGprofilesGareGstablyGcontrolledGbyGgeneticGandGenvironmentalGvariationUGMolecularc
SystemscBiologySG2011SGdSGbYb 12.2 119

213
nssociationGbetweenGcommonGvariationGatGtheGsT GlocusGandGchangesGinGbodyGmassGindexGfromG
infancyGtoGlateGchildhoodgGtheGcomplexGnatureGofGgeneticGassociationGthroughGgrowthGandG
developmentUGPLoScGeneticsSG2011SGdSGeXWWXZWd

6 141

212 TheGarchitectureGofGgeneGregulatoryGvariationGacrossGmultipleGhumanGtissuesgGtheGzuTurβGstudyUG
PLoScGeneticsSG2011SGdSGeXWWYWWZ 6 336

211 nGgenomeTwideGscreenGforGinteractionsGrevealsGaGnewGlocusGonGapXbGmodifyingGtheGeffectGofG
waistTtoThipGratioGonGtotalGcholesterolUGPLoScGeneticsSG2011SGdSGeXWWYZZZ 6 25

210 nGgenomeTwideGmetabolicG₁TyGanalysisGinGruropeansGimplicatesGtwoGlociGshapedGbyGrecentGpositiveG
selectionUGPLoScGeneticsSG2011SGdSGeXWWYYdW 6 109

209 nssociationGofGsT GvariantsGwithGozvGandGfatGmassGinGtheGselfTcontainedGpopulationGofGSorbsGinG
termanyUGEuropeancJournalcofcHumancGeneticsSG2010SGXeSGXWaTXW 5.3 71

208 βeplyGtoGqlouhaGetGalUGEuropeancJournalcofcHumancGeneticsSG2010SGXeSGXYdbTXYdb 5.3 78

207 tenomeTwideGassociationGstudyGofGp–VsGinGXcSWWWGcasesGofGeightGcommonGdiseasesGandGZSWWWG
sharedGcontrolsUGNatureSG2010SGacaSGdXZTYW 50.4 639

206 oiologicalSGclinicalGandGpopulationGrelevanceGofGfbGlociGforGbloodGlipidsUGNatureSG2010SGaccSGdWdTXZ 50.4 2742

205 uundredsGofGvariantsGclusteredGinGgenomicGlociGandGbiologicalGpathwaysGaffectGhumanGheightUG
NatureSG2010SGacdSGeZYTe 50.4 1514

204 teneticGvariationGinGtvPβGinfluencesGtheGglucoseGandGinsulinGresponsesGtoGanGoralGglucoseGchallengeUG
NaturecGeneticsSG2010SGaYSGXaYTe 36.3 527

203 teneticGlociGinfluencingGkidneyGfunctionGandGchronicGkidneyGdiseaseUGNaturecGeneticsSG2010SGaYSGZdZTb 36.3 205

202 VariantsGinGnqpYbGandGnearGpp–yXGareGassociatedGwithGfetalGgrowthGandGbirthGweightUGNaturec
GeneticsSG2010SGaYSGaZWTb 36.3 184

201 SequenceGvariantsGatGpuβ–oZTpuβ–ncGandGpYPYncGaffectGsmokingGbehaviorUGNaturecGeneticsSG2010
SGaYSGaaeTbZ 36.3 582
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200 TwelveGtypeGYGdiabetesGsusceptibilityGlociGidentifiedGthroughGlargeTscaleGassociationGanalysisUGNaturec
GeneticsSG2010SGaYSGbdfTef 36.3 1449

199 zetaTanalysisGidentifiesGXZGnewGlociGassociatedGwithGwaistThipGratioGandGrevealsGsexualGdimorphismG
inGtheGgeneticGbasisGofGfatGdistributionUGNaturecGeneticsSG2010SGaYSGfafTcW 36.3 724

198 nssociationGanalysesGofGYafSdfcGindividualsGrevealGXeGnewGlociGassociatedGwithGbodyGmassGindexUG
NaturecGeneticsSG2010SGaYSGfZdTae 36.3 2267

197 vntegratedGgeneticGandGepigeneticGanalysisGidentifiesGhaplotypeTspecificGmethylationGinGtheGsT G
typeGYGdiabetesGandGobesityGsusceptibilityGlocusUGPLoScONESG2010SGbSGeXaWaW 3.7 193

196 teneticGevidenceGthatGraisedGsexGhormoneGbindingGglobulinGOSuotPGlevelsGreduceGtheGriskGofGtypeGYG
diabetesUGHumancMolecularcGeneticsSG2010SGXfSGbZbTaa 5.6 150

195 ruropeanGlactaseGpersistenceGgenotypeGshowsGevidenceGofGassociationGwithGincreaseGinGbodyGmassG
indexUGHumancMolecularcGeneticsSG2010SGXfSGXXYfTZc 5.6 50

194 rvaluationGofGserumGXSbGanhydroglucitolGlevelsGasGaGclinicalGtestGtoGdifferentiateGsubtypesGofG
diabetesUGDiabetescCareSG2010SGZZSGYbYTd 14.6 33

193 qetailedGphysiologicGcharacterizationGrevealsGdiverseGmechanismsGforGnovelGgeneticGyociGregulatingG
glucoseGandGinsulinGmetabolismGinGhumansUGDiabetesSG2010SGbfSGXYccTdb 0.9 211

192 qetailedGinvestigationGofGtheGroleGofGcommonGandGlowTfrequencyGWsSXGvariantsGinGtypeGYGdiabetesG
riskUGDiabetesSG2010SGbfSGdaXTc 0.9 27

191 pommonGvariantsGatGXWGgenomicGlociGinfluenceGhemoglobinGnâ��OpPGlevelsGviaGglycemicGandG
nonglycemicGpathwaysUGDiabetesSG2010SGbfSGZYYfTZf 0.9 314

190 tenomeTwideGassociationGstudyGrevealsGmultipleGlociGassociatedGwithGprimaryGtoothGdevelopmentG
duringGinfancyUGPLoScGeneticsSG2010SGcSGeXWWWebc 6 50

189 TwoGnewGyociGforGbodyTweightGregulationGidentifiedGinGaGjointGanalysisGofGgenomeTwideGassociationG
studiesGforGearlyTonsetGextremeGobesityGinGsrenchGandGgermanGstudyGgroupsUGPLoScGeneticsSG2010SGcSGeXWWWfXc6 250

188 zetaTanalysisGandGfunctionalGeffectsGofGtheGSypZWneGrsXZYcccZaGpolymorphismGonGisolatedGhumanG
pancreaticGisletsUGMolecularcGeneticscandcMetabolismSG2010SGXWWSGddTeY 3.7 83

187 pommonGgeneticGdeterminantsGofGvitaminGqGinsufficiencygGaGgenomeTwideGassociationGstudyUGLancetpc
TheSG2010SGZdcSGXeWTe 40 1183

186 tenomicsSGtypeGYGdiabetesSGandGobesityUGNewcEnglandcJournalcofcMedicineSG2010SGZcZSGYZZfTbW 59.2 696

185
yifeTcourseGanalysisGofGaGfatGmassGandGobesityTassociatedGOsT PGgeneGvariantGandGbodyGmassGindexGinG
theG–orthernGsinlandGoirthGpohortGXfccGusingGstructuralGequationGmodelingUGAmericancJournalcofc
EpidemiologySG2010SGXdYSGcbZTcb

3.8 28

184 nssessmentGofGhighTsensitivityGpTreactiveGproteinGlevelsGasGdiagnosticGdiscriminatorGofG
maturityTonsetGdiabetesGofGtheGyoungGdueGtoGu–sXnGmutationsUGDiabetescCareSG2010SGZZSGXfXfTYa 14.6 89

183 PatternsGofGovarianGmorphologyGinGpolycysticGovaryGsyndromegGaGstudyGutilisingGmagneticGresonanceG
imagingUGEuropeancRadiologySG2010SGYWSGXYWdTXZ 8 30
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182 qistinctGvariantsGatGyv–YeoGinfluenceGgrowthGinGheightGfromGbirthGtoGadulthoodUGAmericancJournalcofc
HumancGeneticsSG2010SGecSGddZTeY 11 68

181 VariabilityGofGgeneGexpressionGprofilesGinGhumanGbloodGandGlymphoblastoidGcellGlinesUGBMCcGenomicsSG
2010SGXXSGfc 4.5 64

180 nGpowerfulGapproachGtoGsubTphenotypeGanalysisGinGpopulationTbasedGgeneticGassociationGstudiesUG
GeneticcEpidemiologySG2010SGZaSGZZbTaZ 2.6 39

179 yargeTscaleGassociationGanalysisGofGT–sVyTnGgeneGregionGpolymorphismsGinGtypeGYGdiabetesUGBMCc
MedicalcGeneticsSG2010SGXXSGcf 2.1 34

178 rvaluationGofGassociationGofGu–sXoGvariantsGwithGdiverseGcancersgGcollaborativeGanalysisGofGdataG
fromGXfGgenomeTwideGassociationGstudiesUGPLoScONESG2010SGbSGeXWebe 3.7 24

177 tenomeTwideGassociationGscanGmetaTanalysisGidentifiesGthreeGyociGinfluencingGadiposityGandGfatG
distributionUGPLoScGeneticsSG2009SGbSGeXWWWbWe 6 393

176 vnterrogatingGtypeGYGdiabetesGgenomeTwideGassociationGdataGusingGaGbiologicalGpathwayTbasedG
approachUGDiabetesSG2009SGbeSGXacZTd 0.9 87

175 βeducedTfunctionGSypYYnXGpolymorphismsGencodingGorganicGcationGtransporterGXGandGglycemicG
responseGtoGmetformingGaGtoqnβTSGstudyUGDiabetesSG2009SGbeSGXaZaTf 0.9 132

174
pommonGgeneticGvariationGnearGmelatoninGreceptorGzT–βXoGcontributesGtoGraisedGplasmaGglucoseG
andGincreasedGriskGofGtypeGYGdiabetesGamongGvndianGnsiansGandGruropeanGpaucasiansUGDiabetesSG2009
SGbeSGYdWZTe

0.9 80

173 UnderlyingGgeneticGmodelsGofGinheritanceGinGestablishedGtypeGYGdiabetesGassociationsUGAmericanc
JournalcofcEpidemiologySG2009SGXdWSGbZdTab 3.8 60

172 nGSystemGforGvnformationGzanagementGinGoiozedicalGStudiesTTSvzoiozSUGBioinformaticsSG2009SGYbSGYdceTf7.2 23

171 unfXalphaGOz qYZPGcontrolsGtissueTspecificGtranscriptionalGprogramsGandGexertsGopposedGeffectsG
onGcellGgrowthGinGpancreaticGisletsGandGliverUGMolecularcandcCellularcBiologySG2009SGYfSGYfabTbf 4.8 92

170 ndiposityTrelatedGheterogeneityGinGpatternsGofGtypeGYGdiabetesGsusceptibilityGobservedGinG
genomeTwideGassociationGdataUGDiabetesSG2009SGbeSGbWbTXW 0.9 98

169 yinkageGdisequilibriumGmappingGofGtheGreplicatedGtypeGYGdiabetesGlinkageGsignalGonGchromosomeGXqUG
DiabetesSG2009SGbeSGXdWaTf 0.9 23

168 WhatGwillGgenomeTwideGassociationGstudiesGmeanGtoGtheGclinicalGendocrinologistlUGJournalcofcClinicalc
EndocrinologycandcMetabolismSG2009SGfaSGYYabTc 5.6 5

167 vncreasedGbGalphaTreductaseGactivityGandGadrenocorticalGdriveGinGwomenGwithGpolycysticGovaryG
syndromeUGJournalcofcClinicalcEndocrinologycandcMetabolismSG2009SGfaSGZbbeTcc 5.6 86

166 teneticGyociGassociatedGwithGpTreactiveGproteinGlevelsGandGriskGofGcoronaryGheartGdiseaseUGJAMAcrc
JournalcofcthecAmericancMedicalcAssociationSG2009SGZWYSGZdTae 27.4 459

165 zetaTanalysisGofGtheGv–SvtYGassociationGwithGobesityGincludingGdaSZabGindividualsgGdoesG
heterogeneityGofGestimatesGrelateGtoGstudyGdesignlUGPLoScGeneticsSG2009SGbSGeXWWWcfa 6 54

(2009-2010)
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164 teneticGdeterminantsGofGheightGgrowthGassessedGlongitudinallyGfromGinfancyGtoGadulthoodGinGtheG
northernGsinlandGbirthGcohortGXfccUGPLoScGeneticsSG2009SGbSGeXWWWaWf 6 113

163 zetaTanalysisGofGYeSXaXGindividualsGidentifiesGcommonGvariantsGwithinGfiveGnewGlociGthatGinfluenceG
uricGacidGconcentrationsUGPLoScGeneticsSG2009SGbSGeXWWWbWa 6 495

162 ndolescentGmanifestationsGofGmetabolicGsyndromeGamongGchildrenGbornGtoGwomenGwithGgestationalG
diabetesGinGaGgeneralTpopulationGbirthGcohortUGAmericancJournalcofcEpidemiologySG2009SGXcfSGXYWfTXb 3.8 97

161 TypeGYGdiabetesGriskGallelesGareGassociatedGwithGreducedGsizeGatGbirthUGDiabetesSG2009SGbeSGXaYeTZZ 0.9 117

160 tenomeTwideGassociationGstudiesGinGtypeGYGdiabetesUGCurrentcDiabetescReportsSG2009SGfSGXcaTdX 5.6 174

159 TypeGXGandGtypeGYGdiabetesTchalkGandGcheeselUGDiabetologiaSG2009SGbYSGXfeZTc 10.3 2

158 zicroβ–nTXYbaGisGoverTexpressedGinGinsulinGtargetGtissuesGinGaGspontaneousGratGmodelGofGTypeGYG
qiabetesUGBMCcMedicalcGenomicsSG2009SGYSGba 3.7 96

157 sindingGtheGmissingGheritabilityGofGcomplexGdiseasesUGNatureSG2009SGacXSGdadTbZ 50.4 6084

156 yociGinfluencingGlipidGlevelsGandGcoronaryGheartGdiseaseGriskGinGXcGruropeanGpopulationGcohortsUG
NaturecGeneticsSG2009SGaXSGadTbb 36.3 708

155 tenomeTwideGassociationGanalysisGofGmetabolicGtraitsGinGaGbirthGcohortGfromGaGfounderGpopulationUG
NaturecGeneticsSG2009SGaXSGZbTac 36.3 588

154 SixGnewGlociGassociatedGwithGbodyGmassGindexGhighlightGaGneuronalGinfluenceGonGbodyGweightG
regulationUGNaturecGeneticsSG2009SGaXSGYbTZa 36.3 1368

153 VariantsGinGzT–βXoGinfluenceGfastingGglucoseGlevelsUGNaturecGeneticsSG2009SGaXSGddTeX 36.3 584

152 tenomeTwideGassociationGstudyGforGearlyTonsetGandGmorbidGadultGobesityGidentifiesGthreeGnewGriskG
lociGinGruropeanGpopulationsUGNaturecGeneticsSG2009SGaXSGXbdTf 36.3 521

151 nGlargeTscaleGgenomeTwideGassociationGstudyGofGnsianGpopulationsGuncoversGgeneticGfactorsG
influencingGeightGquantitativeGtraitsUGNaturecGeneticsSG2009SGaXSGbYdTZa 36.3 822

150 tenomeTwideGassociationGstudyGidentifiesGeightGlociGassociatedGwithGbloodGpressureUGNaturec
GeneticsSG2009SGaXSGcccTdc 36.3 970

149 tenomeTwideGassociationGstudyGidentifiesGvariantsGinGTzPβSScGassociatedGwithGhemoglobinGlevelsUG
NaturecGeneticsSG2009SGaXSGXXdWTY 36.3 179

148 tenomeTwideGassociationGstudyGofGulcerativeGcolitisGidentifiesGthreeGnewGsusceptibilityGlociSG
includingGtheGu–sanGregionUGNaturecGeneticsSG2009SGaXSGXZZWTa 36.3 411

147 samilyTbasedGanalysisGofGtumorGnecrosisGfactorGandGlymphotoxinTalphaGtagGpolymorphismsGwithGtypeG
XGdiabetesGinGtheGpopulationGofGSouthGproatiaUGHumancImmunologySG2009SGdWSGXfbTf 2.3 12
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146 rxploringGtheGunknowngGassumptionsGaboutGallelicGarchitectureGandGstrategiesGforGsusceptibilityG
variantGdiscoveryUGGenomecMedicineSG2009SGXSGcc 14.4 21

145 yowGfrequencyGvariantsGinGtheGexonsGonlyGencodingGisoformGnGofGu–sXnGdoGnotGcontributeGtoG
susceptibilityGtoGtypeGYGdiabetesUGPLoScONESG2009SGaSGeccXb 3.7 4

144 tenomeTwideGassociationGanalysisGidentifiesGYWGlociGthatGinfluenceGadultGheightUGNaturecGeneticsSG
2008SGaWSGbdbTeZ 36.3 654

143 pommonGvariantsGnearGzpaβGareGassociatedGwithGfatGmassSGweightGandGriskGofGobesityUGNaturec
GeneticsSG2008SGaWSGdceTdb 36.3 1048

142 tenomeTwideGassociationGstudiesGforGcomplexGtraitsgGconsensusSGuncertaintyGandGchallengesUGNaturec
ReviewscGeneticsSG2008SGfSGZbcTcf 30.1 2126

141 TypeGYGdiabetesgGnewGgenesSGnewGunderstandingUGTrendscincGeneticsSG2008SGYaSGcXZTYX 8.5 204

140 ponceptSGdesignGandGimplementationGofGaGcardiovascularGgeneTcentricGbWGkGS–PGarrayGforGlargeTscaleG
genomicGassociationGstudiesUGPLoScONESG2008SGZSGeZbeZ 3.7 321

139 yearningGfromGmolecularGgeneticsgGnovelGinsightsGarisingGfromGtheGdefinitionGofGgenesGforG
monogenicGandGtypeGYGdiabetesUGDiabetesSG2008SGbdSGYeefTfe 0.9 96

138 nssessingGtheGcombinedGimpactGofGXeGcommonGgeneticGvariantsGofGmodestGeffectGsizesGonGtypeGYG
diabetesGriskUGDiabetesSG2008SGbdSGZXYfTZb 0.9 245

137 nssessmentGofGcumulativeGevidenceGonGgeneticGassociationsgGinterimGguidelinesUGInternationalc
JournalcofcEpidemiologySG2008SGZdSGXYWTZY 7.8 451

136 zetaTanalysisGofGgenomeTwideGassociationGdataGandGlargeTscaleGreplicationGidentifiesGadditionalG
susceptibilityGlociGforGtypeGYGdiabetesUGNaturecGeneticsSG2008SGaWSGcZeTab 36.3 1496

135 teneticsGofGtypeGYGdiabetesGmellitusGandGobesityTTaGreviewUGAnnalscofcMedicineSG2008SGaWSGYTXW 1.5 24

134 zechanismsGofGdiseasegGgeneticGinsightsGintoGtheGetiologyGofGtypeGYGdiabetesGandGobesityUGNaturec
ClinicalcPracticecEndocrinologycandcMetabolismSG2008SGaSGXbcTcZ 36

133 tenomeTwideGassociationGstudiesgGpotentialGnextGstepsGonGaGgeneticGjourneyUGHumancMolecularc
GeneticsSG2008SGXdSGβXbcTcb 5.6 263

132 threlinGlevelsGareGsuppressedGandGshowGaGbluntedGresponseGtoGoralGglucoseGinGwomenGwithG
polycysticGovaryGsyndromeUGEuropeancJournalcofcEndocrinologySG2008SGXbeSGbXXTc 6.5 38

131  varianGmorphologyGisGaGmarkerGofGheritableGbiochemicalGtraitsGinGsistersGwithGpolycysticGovariesUG
JournalcofcClinicalcEndocrinologycandcMetabolismSG2008SGfZSGZZfcTaWY 5.6 55

130 pommonGvariationGinGtheGsT GgeneGaltersGdiabetesTrelatedGmetabolicGtraitsGtoGtheGextentGexpectedG
givenGitsGeffectGonGozvUGDiabetesSG2008SGbdSGXaXfTYc 0.9 260

129 PopulationTspecificGriskGofGtypeGYGdiabetesGconferredGbyGu–sanGPYGpromoterGvariantsgGaGlessonGforG
replicationGstudiesUGDiabetesSG2008SGbdSGZXcXTb 0.9 33

(2008-2009)
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128 βegulationGofGstoVstmGgeneGexpressionGinGmiceGandGhumansUGAmericancJournalcofcPhysiologycrc
RegulatorycIntegrativecandcComparativecPhysiologySG2008SGYfaSGβXXebTfc 3.2 238

127 rxploringGtheGdevelopmentalGovernutritionGhypothesisGusingGparentalToffspringGassociationsGandG
sT GasGanGinstrumentalGvariableUGPLoScMedicineSG2008SGbSGeZZ 11.6 139

126
SerumGlevelsGofGretinolTbindingGproteinGaGandGadiponectinGinGwomenGwithGpolycysticGovaryG
syndromegGassociationsGwithGvisceralGfatGbutGnoGevidenceGforGfatGmassTindependentGeffectsGonG
pathogenesisGinGthisGconditionUGJournalcofcClinicalcEndocrinologycandcMetabolismSG2008SGfZSGYebfTcb

5.6 38

125 tlobalGadiposityGratherGthanGabnormalGregionalGfatGdistributionGcharacterizesGwomenGwithG
polycysticGovaryGsyndromeUGJournalcofcClinicalcEndocrinologycandcMetabolismSG2008SGfZSGfffTXWWa 5.6 129

124 –oGevidenceGthatGestablishedGtypeGYGdiabetesGsusceptibilityGvariantsGinGtheGPPnβtGandGxp–wXXG
genesGhaveGpleiotropicGeffectsGonGearlyGgrowthUGDiabetologiaSG2008SGbXSGeYTb 10.3 13

123
panGsurgeonsGassessGpTGsuitabilityGforGendovascularGrepairGOrVnβPGinGrupturedGabdominalGaorticG
aneurysmlGvmplicationsGforGaGrupturedGrVnβGtrialUGCardioVascularcandcInterventionalcRadiologySG2008
SGZXSGecbTf

2.7 6

122 nGgenomeTwideGassociationGstudyGidentifiesGproteinGquantitativeGtraitGlociGOp₁TysPUGPLoScGeneticsSG
2008SGaSGeXWWWWdY 6 331

121
 ptimizationGofGhumanGplasmaGXuG–zβGspectroscopicGdataGprocessingGforGhighTthroughputG
metabolicGphenotypingGstudiesGandGdetectionGofGinsulinGresistanceGrelatedGtoGtypeGYGdiabetesUG
AnalyticalcChemistrySG2008SGeWSGdZbaTcY

7.8 48

120
pomparisonGofGmetabolicGandGinflammatoryGoutcomesGinGwomenGwhoGusedGoralGcontraceptivesGandG
theGlevonorgestrelTreleasingGintrauterineGdeviceGinGaGgeneralGpopulationUGAmericancJournalcofc
ObstetricscandcGynecologySG2008SGXffSGbYfUeXTbYfUeXW

6.4 47

119 rvaluationGofGcommonGvariantsGinGtheGsixGknownGmaturityTonsetGdiabetesGofGtheGyoungGOz qYPG
genesGforGassociationGwithGtypeGYGdiabetesUGDiabetesSG2007SGbcSGcebTfZ 0.9 160

118
rxaminingGtheGcandidacyGofGghrelinGasGaGgeneGresponsibleGforGvariationGinGadultGstatureGinGaGUnitedG
xingdomGpopulationGwithGtypeGYGdiabetesUGJournalcofcClinicalcEndocrinologycandcMetabolismSG2007SG
fYSGYYWXTa

5.6 7

117 nssociationGscanGofGXaSbWWGnonsynonymousGS–PsGinGfourGdiseasesGidentifiesGautoimmunityGvariantsUG
NaturecGeneticsSG2007SGZfSGXZYfTZd 36.3 1130

116 pommonGvariantsGinGWsSXGconferGriskGofGtypeGYGdiabetesUGNaturecGeneticsSG2007SGZfSGfbXTZ 36.3 296

115 nGcommonGvariantGofGuztnYGisGassociatedGwithGadultGandGchildhoodGheightGinGtheGgeneralG
populationUGNaturecGeneticsSG2007SGZfSGXYabTbW 36.3 330

114 βelationshipGbetweenGrYZxGOanGestablishedGtypeGvvGdiabetesTsusceptibilityGvariantGwithinGxp–wXXPSG
polycysticGovaryGsyndromeGandGandrogenGlevelsUGEuropeancJournalcofcHumancGeneticsSG2007SGXbSGcdfTea 5.3 17

113
zetabolicGcharacteristicsGofGwomenGwithGpolycysticGovariesGandGoligoTamenorrhoeaGbutGnormalG
androgenGlevelsgGimplicationsGforGtheGmanagementGofGpolycysticGovaryGsyndromeUGClinicalc
EndocrinologySG2007SGccSGbXZTd

3.4 120

112 PnSSvzTTanGopenGsourceGsoftwareGsystemGforGmanagingGinformationGinGbiomedicalGstudiesUGBMCc
BioinformaticsSG2007SGeSGbY 3.6 17

111 teneticGstudiesGofGdiabetesGfollowingGtheGadventGofGtheGgenomeTwideGassociationGstudygGwhereGdoG
weGgoGfromGherelUGDiabetologiaSG2007SGbWSGYYYfTZZ 10.3 25

MarkuMcCarthy

26



110 TpsdyYgGtheGbiggestGstoryGinGdiabetesGgeneticsGsinceGuynlUGDiabetologiaSG2007SGbWSGXTa 10.3 98

109 VariationGinGTpsdyYGinfluencesGtherapeuticGresponseGtoGsulfonylureasgGaGtoqnβTsGstudyUGDiabetesSG
2007SGbcSGYXdeTeY 0.9 251

108 pommonGvariantsGofGtheGnovelGtypeGYGdiabetesGgenesGpqxnyXGandGuurXVvqrGareGassociatedGwithG
decreasedGpancreaticGbetaTcellGfunctionUGDiabetesSG2007SGbcSGZXWXTa 0.9 203

107 nctivatingGtranscriptionGfactorGcGOnTscPGsequenceGpolymorphismsGinGtypeGYGdiabetesGandG
preTdiabeticGtraitsUGDiabetesSG2007SGbcSGebcTcY 0.9 28

106 nssociationGbetweenGtheGTTZeXpGpolymorphismGofGtheGbrainGnatriureticGpeptideGgeneGandGriskGofG
typeGYGdiabetesGinGhumanGpopulationsUGHumancMolecularcGeneticsSG2007SGXcSGXZaZTbW 5.6 64

105
qetailedGanalysisGofGvariationGatGandGaroundGmitochondrialGpositionGXcXefGinGaGlargeGsinnishGcohortG
revealsGnoGsignificantGassociationsGwithGearlyGgrowthGorGmetabolicGphenotypesGatGageGZXGyearsUG
JournalcofcClinicalcEndocrinologycandcMetabolismSG2007SGfYSGZYXfTYZ

5.6 15

104 pommonGvariationGinGtheGyz–nGgeneGOencodingGlaminGnVpPGandGtypeGYGdiabetesgGassociationG
analysesGinGfSbXeGsubjectsUGDiabetesSG2007SGbcSGedfTeZ 0.9 27

103 tenomeTwideGassociationGscansGforGTypeGYGdiabetesgGnewGinsightsGintoGbiologyGandGtherapyUGTrendsc
incPharmacologicalcSciencesSG2007SGYeSGbfeTcWX 13.2 20

102 teneticsGofGtypeGYGdiabetesUGCurrentcOpinioncincGeneticscandcDevelopmentSG2007SGXdSGYZfTaa 4.9 64

101 TypeGYGdiabetesGTpsdyYGriskGgenotypesGalterGbirthGweightgGaGstudyGofGYaSWbZGindividualsUGAmericanc
JournalcofcHumancGeneticsSG2007SGeWSGXXbWTcX 11 100

100 nGcommonGvariantGinGtheGsT GgeneGisGassociatedGwithGbodyGmassGindexGandGpredisposesGtoG
childhoodGandGadultGobesityUGScienceSG2007SGZXcSGeefTfa 33.3 3294

99 βeplicationGofGgenomeTwideGassociationGsignalsGinGUxGsamplesGrevealsGriskGlociGforGtypeGYGdiabetesUG
ScienceSG2007SGZXcSGXZZcTaX 33.3 1823

98 ParaoxonaseGYGOP –YPGpolymorphismsGandGdevelopmentGofGrenalGdysfunctionGinGtypeGYGdiabetesgG
UxPqSGdcUGDiabetologiaSG2006SGafSGYefYTf 10.3 14

97 teneticsGofGtypeGYGdiabetesUGCurrentcDiabetescReportsSG2006SGcSGXadTba 5.6 16

96 pombiningGinformationGfromGcommonGtypeGYGdiabetesGriskGpolymorphismsGimprovesGdiseaseG
predictionUGPLoScMedicineSG2006SGZSGeZda 11.6 214

95
SustainedGendogenousGglucoseGproductionSGdiminishedGlipolysisGandGnonTesterifiedGfattyGacidG
appearanceGandGoxidationGinGnonTobeseGwomenGatGhighGriskGofGtypeGYGdiabetesUGEuropeancJournalcofc
EndocrinologySG2006SGXbbSGacfTdc

6.5 8

94 SignificantGlinkageGofGozvGtoGchromosomeGXWpGinGtheGUUxUGpopulationGandGevaluationGofGtnqYGasGaG
positionalGcandidateUGDiabetesSG2006SGbbSGXeeaTf 0.9 22

93
VariationGwithinGtheGgeneGencodingGtheGupstreamGstimulatoryGfactorGXGdoesGnotGinfluenceG
susceptibilityGtoGtypeGYGdiabetesGinGsamplesGfromGpopulationsGwithGreplicatedGevidenceGofGlinkageGtoG
chromosomeGXqUGDiabetesSG2006SGbbSGYbaXTe

0.9 33

(2006-2007)
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92 PolymorphismsGinGtheGglucokinaseTassociatedSGdualTspecificityGphosphataseGXYGOqUSPXYPGgeneG
underGchromosomeGXqYXGlinkageGpeakGareGassociatedGwithGtypeGYGdiabetesUGDiabetesSG2006SGbbSGYcZXTf 0.9 23

91
nssessmentGofGtheGroleGofGcommonGgeneticGvariationGinGtheGtransientGneonatalGdiabetesGmellitusG
OT–qzPGregionGinGtypeGYGdiabetesgGaGcomparativeGgenomicGandGtaggingGsingleGnucleotideG
polymorphismGapproachUGDiabetesSG2006SGbbSGYYdYTc

0.9 10

90 TheGvariableGnumberGofGtandemGrepeatsGupstreamGofGtheGinsulinGgeneGisGaGsusceptibilityGlocusGforG
latentGautoimmuneGdiabetesGinGadultsUGDiabetesSG2006SGbbSGXefWTa 0.9 40

89 –oGevidenceGofGassociationGofGr–PPXGvariantsGwithGtypeGYGdiabetesGorGobesityGinGaGstudyGofGeSWefG
UUxUGpaucasiansUGDiabetesSG2006SGbbSGZXdbTf 0.9 75

88 nssociationGanalysisGofGcSdZcGUUxUGsubjectsGprovidesGreplicationGandGconfirmsGTpsdyYGasGaGtypeGYG
diabetesGsusceptibilityGgeneGwithGaGsubstantialGeffectGonGindividualGriskUGDiabetesSG2006SGbbSGYcaWTa 0.9 222

87
zetabolicGprofilingGrevealsGaGcontributionGofGgutGmicrobiotaGtoGfattyGliverGphenotypeGinG
insulinTresistantGmiceUGProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofc
AmericaSG2006SGXWZSGXYbXXTc

11.5 854

86 TheGfunctionalGIxyTVSIGvariantGofGxy Tu GisGnotGassociatedGwithGtypeGYGdiabetesGinGbWYeGUxG
paucasiansUGBMCcMedicalcGeneticsSG2006SGdSGbX 2.1 15

85 rpistasisGbetweenGtypeGYGdiabetesGsusceptibilityGyociGonGchromosomesGXqYXTYbGandGXWqYZTYcGinG
northernGruropeansUGAnnalscofcHumancGeneticsSG2006SGdWSGdYcTZd 2.2 16

84 VariantsGimplicatedGinGcortisoneGreductaseGdeficiencyGdoGnotGcontributeGtoGsusceptibilityGtoGcommonG
formsGofGpolycysticGovaryGsyndromeUGClinicalcEndocrinologySG2006SGcbSGcaTdW 3.4 25

83 qevelopmentGofGpolycysticGovaryGsyndromegGinvolvementGofGgeneticGandGenvironmentalGfactorsUG
JournalcofcDevelopmentalcandcPhysicalcDisabilitiesSG2006SGYfSGYdeTebhGdiscussionGYecTfW 184

82 uighTdensityGhaplotypeGstructureGandGassociationGtestingGofGtheGinsulinTdegradingGenzymeGOvqrPG
geneGwithGtypeGYGdiabetesGinGaSYWcGpeopleUGDiabetesSG2006SGbbSGXYeTZb 0.9 13

81 WhatGmakesGaGgoodGgeneticGassociationGstudylUGLancetpcTheSG2005SGZccSGXZXbTYZ 40 408

80 rxaminingGtheGrelationshipsGbetweenGtheGProXYnlaGvariantGinGPPnβtGandGTypeGYGdiabetesTrelatedG
traitsGinGUxGsamplesUGDiabeticcMedicineSG2005SGYYSGXcfcTdWW 3.5 19

79 nnGevaluationGofGuapzapGsampleGsizeGandGtaggingGS–PGperformanceGinGlargeTscaleGempiricalGandG
simulatedGdataGsetsUGNaturecGeneticsSG2005SGZdSGXZYWTY 36.3 88

78
uowGusefulGisGtheGfineTscaleGmappingGofGcomplexGtraitGlinkageGpeakslGrvaluatingGtheGimpactGofG
additionalGmicrosatelliteGgenotypingGonGtheGposteriorGprobabilityGofGlinkageUGGeneticcEpidemiologySG
2005SGYeSGXTXW

2.6 12

77 –oGassociationGbetweenGinsulinGgeneGvariationGandGadultGmetabolicGphenotypesGinGaGlargeGsinnishG
birthGcohortUGDiabetologiaSG2005SGaeSGeecTfX 10.3 18

76 zakingGtheGrightGassociationsUGDiabetologiaSG2005SGaeSGXYaXTZ 10.3 8

75 yargeTscaleGstudiesGofGtheGassociationGbetweenGvariationGatGtheGT–sVyTnGlocusGandGsusceptibilityGtoG
typeGYGdiabetesUGDiabetologiaSG2005SGaeSGYWXZTd 10.3 40
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74 teneticGvariationsGinGtheGgeneGencodingGTsnPYoGareGassociatedGwithGtypeGYGdiabetesGmellitusUG
JournalcofcHumancGeneticsSG2005SGbWSGYeZTYfY 4.3 63

73 WillGtheGrealGdiseaseGgeneGpleaseGstandGuplUGBMCcGeneticsSG2005SGcGSupplGXSGScc 2.6 8

72 nGlargeTscaleGassociationGanalysisGofGcommonGvariationGofGtheGu–sXalphaGgeneGwithGtypeGYGdiabetesG
inGtheGUUxUGpaucasianGpopulationUGDiabetesSG2005SGbaSGYaedTfX 0.9 47

71
nnalysisGofGmultipleGdataGsetsGrevealsGnoGassociationGbetweenGtheGinsulinGgeneGvariableGnumberG
tandemGrepeatGelementGandGpolycysticGovaryGsyndromeGorGrelatedGtraitsUGJournalcofcClinicalc
EndocrinologycandcMetabolismSG2005SGfWSGYfeeTfZ

5.6 62

70
zetabolicGcardiovascularGdiseaseGriskGfactorsGinGwomenGwithGselfTreportedGsymptomsGofG
oligomenorrheaGandVorGhirsutismgG–orthernGsinlandGoirthGpohortGXfccGStudyUGJournalcofcClinicalc
EndocrinologycandcMetabolismSG2004SGefSGYXXaTe

5.6 78

69 rarlyGlifeGfactorsGandGbloodGpressureGatGageGZXGyearsGinGtheGXfccGnorthernGsinlandGbirthGcohortUG
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