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i Paper IF Citations

75 yxaminationLofLxYloopLregionLandLxvYLgeneLasLtoolsLforLidentifyingLhybridisationLinLalpacasL
TVicugnaLpacosULbasedLonLPolishLpopulationsaLSmallqRuminantqResearchXL2022XLeddXLdciimc 1.7 1

74 LowLdiversityLofLmitochondrialLxNuLinLfancyLpigeonsLTwolumbaLliviaULrevealedLbyLpartialLxYloopL
sequencingaLAnimalqGeneticsXL2021XLheXLfle 2.5 0

73 MicrosatelliteYvasedLGeneticLStructureLandLłybridLxetectionLinLulpacasLvredLinLPolandaLAnimalsXL
2021XLddXL 3.1 2

72 łypothalamusYpituitaryLaxisLtranscriptomicLmodificationLdependentLonLgrowthLrateLinLgeeseLTunserL
anserLdomesticusUaLAnimalqGeneticsXL2021XLheXLlfgYlgk 2.5

71 UseLofLtheLłRMLMethodLinLQuickLγdentificationLofLzecXLMutationLinLłighlyLProlificLOlkuskaLSheepaL
AnimalsXL2020XLdcXL 3.1 1

70 γdentificationLofLMolecularLMechanismsLRelatedLtoLPigLzatnessLatLtheLTranscriptomeLandL
miRNuomeLLevelsaLGenesXL2020XLddXL 4.2 3

69 yvaluationLofLSwxXLuwuwuLandLzuSNLMutationsnLyffectsLonLPorkLQualityLandLOtherLProductionL
TraitsLinLPigsLSelectedLvasedLonLRNuYSeqLResultsaLAnimalsXL2020XLdcXL 3.1 9

68 TheLSSwdhLQTLYRichLRegionLMutationsLuffectingLγntramuscularLzatLandLProductionLTraitsLinLPigsaL
AnnalsqofqAnimalqScienceXL2020XLecXLgehYggg 2 0

67 γdentificationLofLmRNuLxegradomeLVariationLxependentLonLxivergentLMuscleLMassLinLxifferentLPigL
vreedsaLAnnalsqofqAnimalqScienceXL2020XLecXLdegdYdehi 2

66 γdentificationLofLcandidateLgenesLandLregulatoryLfactorsLrelatedLtoLgrowthLrateLthroughL
hypothalamusLtranscriptomeLanalysesLinLbroilerLchickensaLBMCqGenomicsXL2020XLedXLhcm 4.5 7

65 VariabilityLofLGeneLPolymorphismsLacrossLxifferentLłorseLvreedsLwithLRegardLtoLSelectionL
PressureaLAnimalsXL2020XLdcXL 3.1 1

64 xistributionLofLtheLWarmbloodLzragileLzoalLSyndromeLTypeLdLMutationLTPLOxdLcaecfeGruULinL
xifferentLłorseLvreedsLfromLyuropeLandLtheLUnitedLStatesaLGenesXL2020XLddXL 4.2 5

63 uwTNfLgenotypeLdistributionLacrossLhorsesLrepresentingLdifferentLutilityLtypesLandLbreedsaL
MolecularqBiologyqReportsXL2019XLgiXLhkmhYhlcf 2.8 3

62 TheLuseLofLtheLSLwdiudLgeneLasLaLpotentialLmarkerLtoLpredictLraceLperformanceLinLurabianLhorsesaL
BMCqGeneticsXL2019XLecXLkf 2.6 4

61 TheLPituitaryLTranscriptionalLResponseLRelatedLtoLzeedLwonversionLinLPigsaLGenesXL2019XLdcXL 4.2 4

60 GeneticLscreeningLforLcerebellarLabiotrophyXLsevereLcombinedLimmunodeficiencyLandLlavenderLfoalL
syndromeLinLurabianLhorsesLinLPolandaLVeterinaryqJournalXL2019XLeglXLkdYkf 2.5 4

59 ussociationLofLGhrelinLGeneLPolymorphismsLwithLzatteningLTraitsLandLzeedLγntakeLinLPignLuL
PreliminaryLStudyaLAnimalsXL2019XLmXL 3.1 5
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58 GeneticLVariabilityLinLtheLLociLofLzuvPgXLPPuR˛‡LandLSwxLGenesLofLSheepLvreedsLRaisedLforL
xifferentLPurposesaLAnnalsqofqAnimalqScienceXL2019XLdmXLmfkYmhg 2 0

57 TheLexpressionLprofileLofLgenesLinvolvedLinLosteoclastogenesisLdetectedLinLwholeLbloodLofLurabianL
horsesLduringLfLyearsLofLcompetingLatLraceLtrackaLResearchqinqVeterinaryqScienceXL2019XLdefXLhmYig 2.5 3

56 SequenceLanalysisLandLexpressionLprofilingLofLtheLequineLuwTNfLgeneLduringLexerciseLinLurabianL
horsesaLGeneXL2019XLilhXLdgmYdhh 3.8 9

55 xetectionLofLgeneticLvariantsLbetweenLdifferentLPolishLLandraceLandLPu¯�awskaLpigsLbyLmeansLofL
RNuYseqLanalysisaLAnimalqGeneticsXL2018XLgmXLedhYeeh 2.5 9

54 TheLeffectLofLQTLYrichLregionLpolymorphismsLidentifiedLbyLtargetedLxNuYseqLonLpigLproductionL
traitsaLMolecularqBiologyqReportsXL2018XLghXLfidYfkd 2.8 1

53 xeepLsequencingLofLaLQTLYrichLregionLspanningLdelYdfiMbpLofLpigLchromosomeLdhaLGeneXL2018XL
igkXLeilYekh 3.8 3

52 TranscriptomicLhallmarksLofLboneLremodellingLrevealedLbyLRNuYSeqLprofilingLinLbloodLofLurabianL
horsesLduringLracingLtrainingLregimeaLGeneXL2018XLikiXLehiYeie 3.8 3

51 MolecularLcharacterizationLofLtheLapoptosisYrelatedLSłfRzdLandLSłfRzeLgenesLandLtheirL
associationLwithLexerciseLperformanceLinLurabianLhorsesaLBMCqVeterinaryqResearchXL2018XLdgXLefk 2.7 5

50 NewLPolymorphicLwhangesLinLtheLWntkuLGeneLandLTheirLyffectLonLReproductiveLTraitsLinLPigsaL
AnnalsqofqAnimalqScienceXL2018XLdlXLfkhYflh 2 3

49 ScreeningLforLcandidateLgenesLrelatedLwithLhistologicalLmicrostructureXLmeatLqualityLandLcarcassL
characteristicLinLpigLbasedLonLRNuYseqLdataaLAsian-AustralasianqJournalqofqAnimalqSciencesXL2018XLfdXLdhihYdhkg2.4 8

48 GeneticLvariabilityLinLequineLGxzmLandLvMPdhLgenesLinLurabianLandLThoroughbredLmaresaLAnnalsqofq
AnimalqScienceXL2018XLdlXLfmYhe 2 1

47 VariantLcallingLfromLRNuYseqLdataLofLtheLbrainLtranscriptomeLofLpigsLandLitsLapplicationLforL
alleleYspecificLexpressionLandLimprintingLanalysisaLGeneXL2018XLigdXLfikYfkh 3.8 7

46 TranscriptomicLwhangesLinLvroilerLwhickenLłypothalamusLduringLGrowthLandLxevelopmentaL
InternationalqJournalqofqGenomicsXL2018XLecdlXLicgmgim 2.5 5

45 uLcomprehensiveLtranscriptomeLanalysisLofLskeletalLmusclesLinLtwoLPolishLpigLbreedsLdifferingLinLfatL
andLmeatLqualityLtraitsaLGeneticsqandqMolecularqBiologyXL2018XLgdXLdehYdfi 2 16

44 yxaminingLtheLGeneticLvackgroundLofLPorcineLMuscleLGrowthLandLxevelopmentLvasedLonL
TranscriptomeLandLmiRNuomeLxataaLInternationalqJournalqofqMolecularqSciencesXL2018XLdmXL 6.3 17

43 TranscriptomicLgeneLprofilingLofLporcineLmuscleLtissueLdependingLonLhistologicalLpropertiesaL
AnimalqScienceqJournalXL2017XLllXLddklYddll 1.8 6

42 yvolutionLofLperoxisomalLtransYeYenoylYwouLreductaseLTLPywRLULasLcandidateLgeneLforLmeatLqualityaL
LivestockqScienceXL2017XLecdXLlhYmd 1.7 7

41 yxerciseYinducedLmodificationLofLtheLskeletalLmuscleLtranscriptomeLinLurabianLhorsesaLPhysiologicalq
GenomicsXL2017XLgmXLfdlYfei 3.6 17

(2017-2019)
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40 wuPNdLgeneLasLaLpotentialLmarkerLforLgrowthLperformanceLandLcarcassLcharacteristicsLinLpigsaL
AnimalqProductionqScienceXL2017XLhkXLdcdg 1.4 1

39 TranscriptomeLprofilingLofLurabianLhorseLbloodLduringLtrainingLregimensaLBMCqGeneticsXL2017XLdlXLfd 2.6 14

38 TranscriptLvariantsLofLaLregionLonLSSwdhLrichLinLQTLsLassociatedLwithLmeatLqualityLinLpigsaLAnnalsqofq
AnimalqScienceXL2017XLdkXLkcfYkdh 2 5

37 VariationLinLTvXfLGeneLRegionLinLxunLwoatLwolorLPolishLKonikLłorsesaLJournalqofqEquineqVeterinaryq
ScienceXL2017XLgmXLicYie 1.2 10

36 wonditionLofLsowsLduringLreproductiveLactivityLdependingLonLlipidLmetabolismLgeneLTxGuTdUL
polymorphismaLAnnalsqofqAnimalqScienceXL2017XLdkXLkdkYkfd 2 1

35 ussociationLofLmissenseLMTTPLgeneLpolymorphismLwithLcarcassLcharacteristicsLandLmeatLqualityL
traitsLinLpigsaLCzechqJournalqofqAnimalqScienceXL2017XLieXLmYdg 1.1

34
NutritionalLmodificationLofLRltoiRgtoSwxRltobiRgtoXLRltoiRgtouwuwuRltobiRgtoLandL
RltoiRgtoLPLRltobiRgtoLgeneLexpressionsLinLdifferentLovineLtissuesaLArchivesqAnimalqBreedingXL2017XL
icXLegfYehc

1.6 1

33 whangesLinLbodyLweightLandLfatnessLofLsowsLduringLreproductiveLactivityLdependingLonLLyPRLandL
MwgRLgenesLpolymorphismaLLivestockqScienceXL2016XLdmeXLehYfe 1.7 4

32 ussociationLofLGeneLwodingLforLMicrosomalLTriglycerideLTransferLProteinLTMTPULandLMeatLTextureL
wharacteristicLinLPigaLAnnalsqofqAnimalqScienceXL2016XLdiXLkedYkem 2 3

31 unalysisLofLpolymorphismsLinLtheLequineLMSTNLgeneLinLPolishLpopulationsLofLhorseLbreedsaL
LivestockqScienceXL2016XLdlkXLdhdYdhk 1.7 3

30 TheLGeneticLStructureLofLziveLPigLvreedsLMaintainedLinLPolandaLAnnalsqofqAnimalqScienceXL2016XLdiXLdcdmYdcek2 2

29 kaLussociationsLbetweenLPolymorphismsLinLtheLxγOfLGeneLandLReproductiveLTraitsLandLwarcassL
PerformanceLinLPigsaLAnnalsqofqAnimalqScienceXL2016XLdiXLfmmYgdf 2 2

28 GenomeYwideLRNuYSeqLanalysisLofLbreastLmusclesLofLtwoLbroilerLchickenLgroupsLdifferingLinLshearL
forceaLAnimalqGeneticsXL2016XLgkXLilYlc 2.5 29

27 TheLnormalisationLofLwuPNLgeneLexpressionLinLMaLpectoralisLsuperficialisLinLbroilerLlinesLdifferingLinL
growthLrateLandLtheirLrelationshipLtoLbreastLmuscleLtendernessaLBritishqPoultryqScienceXL2015XLhiXLgheYl 1.9 8

26 PolymorphismsLofLtheLmembraneYassociatedLringLfingerLgXLubiquitinLproteinLligaseLgeneLTMuRwłgUL
andLitsLrelationshipLwithLporcineLproductionLtraitsaLLivestockqScienceXL2015XLdklXLdlYei 1.7 7

25 WholeLtranscriptomeLanalysisLofLtheLporcineLmuscleLtissueLofLbreedsLdifferingLinLmuscularityLandL
meatLqualityLtraitsaLLivestockqScienceXL2015XLdleXLmfYdcc 1.7 6

24 yvaluationLofLminimallyLinvasiveLmuscleLbiopsyLmethodLforLgeneticLanalysisLinLhorseaLAnnalsqofq
AnimalqScienceXL2015XLdhXLiedYiek 2 5

23 womprehensiveLanalysisLofLtheLwholeLtranscriptomesLfromLtwoLdifferentLpigLbreedsLusingLRNuYSeqL
methodaLAnimalqGeneticsXL2014XLghXLikgYlg 2.5 33
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22 ussociationLofLaLnewLmobileLelementLinLpredictedLpromoterLregionLofLuTPYbindingLcassetteL
transporterLdeLgeneLTuvwudeULwithLpigLproductionLtraitsaLLivestockqScienceXL2014XLdilXLflYgg 1.7 7

21 ussociationLofLcalpastatinLgeneLpolymorphismsLandLmeatLqualityLtraitsLinLpigaLMeatqScienceXL2014XL
mkXLdgfYhc 6.4 13

20 NewLPolymorphismsLinLRegulatoryLRegionsLofLPorcineL˛…YwalpainLGeneLandLTheirLussociationLwithL
wuPNdLTranscriptLubundanceaLAnnalsqofqAnimalqScienceXL2014XLdgXLhehYhfh 2 2

19 NewLPolymorphismsLinLRegulatoryLRegionLofLwuPNfLGeneLwithLnoLyffectLonLGeneLyxpressionLinL
vreastLMuscleLofLvroilerLwhickensaLAnnalsqofqAnimalqScienceXL2014XLdgXLhddYheg 2 2

18 ussociationLbetweenLLyPRLandLMwgRLgenesLpolymorphismsLandLcompositionLofLmilkLfromLsowsLofL
damLlineaLMolecularqBiologyqReportsXL2013XLgcXLgffmYgk 2.8 5

17
ussociationLbetweenLsubcutaneousLandLintramuscularLfatLcontentLinLporcineLhamLandLloinL
dependingLonLageXLbreedLandLzuvPfLandLLyPRLgenesLtranscriptLabundanceaLMolecularqBiologyq
ReportsXL2013XLgcXLefcdYl

2.8 14

16 TheLexpressionLpatternLofLproteolyticLenzymesLofLcathepsinLfamilyLinLtwoLimportantLporcineL
skeletalLmusclesaLLivestockqScienceXL2013XLdhkXLgekYgfg 1.7 4

15 yffectLofLyGzXLuRyGLandLLγzLgenesLpolymorphismsLonLreproductiveLtraitsLinLpigsaLAnimalq
ReproductionqScienceXL2013XLdfkXLllYme 2.1 11

14
LackLofLtheLassociationsLofLtheLpolymorphismsLinLγGzeXLMwgRLandLGNuSLgenesLwithLreproductionL
traitsLinLpigsLandLimprintingLanalysisLofLγGzeLgeneLinLovaryLandLcornusLuteriaLReproductionqinq
DomesticqAnimalsXL2013XLglXLhieYl

1.6 6

13 unalysisLofLpolymorphismsLofLcathepsinLvLandLcystatinLvLimpactLonLeconomicallyLimportantLtraitsLinL
pigsLraisedLinLPolandaLLivestockqScienceXL2012XLdgiXLmmYdcg 1.7 3

12 TheLassociationLbetweenLpolymorphismsLofLthreeLcathepsinsLandLeconomicallyLimportantLtraitsLinL
pigsLraisedLinLPolandaLLivestockqScienceXL2012XLdhcXLfdiYfef 1.7 6

11 VariabilityLofLmRNuLabundanceLofLleukemiaLinhibitoryLfactorLgeneLTLγzULinLporcineLovaryXLoviductL
andLuterusLtissuesaLMolecularqBiologyqReportsXL2012XLfmXLkmihYke 2.8 7

10 łYzuvPLandLLyPRLgeneLexpressionLprofileLinLskeletalLmusclesLandLliverLduringLontogenesisLinL
variousLbreedsLofLpigsaLDomesticqAnimalqEndocrinologyXL2011XLgcXLdgkYhg 2.3 25

9 NovelLporcineLhousekeepingLgenesLforLrealYtimeLRTYPwRLexperimentsLnormalizationLinLadiposeL
tissuenLassessmentLofLleptinLmRNuLquantityLinLdifferentLpigLbreedsaLMeatqScienceXL2011XLlkXLdmdYh 6.4 20

8 zrequencyLofLxLKdLcaifmwrTLpolymorphismLandLtheLanalysisLofLMyGfbxLKdbPyGddLclusterL
expressionLinLmuscleLofLswineLraisedLinLPolandaLMeatqScienceXL2011XLllXLiekYfc 6.4 3

7 TheLexpressionLpatternLofLmyogenicLregulatoryLfactorsLMyoxXLMyfiLandLPaxkLinLpostnatalLporcineL
skeletalLmusclesaLGeneqExpressionqPatternsXL2011XLddXLkmYlf 1.5 36

6 NewLpolymorphismsLandLexpressionLofLtheLporcineLghrelinLTGłRLULgeneLinLdifferentLpigLbreedsaL
JournalqofqAnimalqandqFeedqSciencesXL2011XLecXLdliYdmm 1.5 3

5 yxpressionLofLxLKdLandLMyGfLgenesLinLporcineLtissuesLduringLpostnatalLdevelopmentaLGeneticsqandq
MolecularqBiologyXL2010XLffXLkmcYg 2 12

(2010-2014)
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4 ussociationLofLtheLmelanocortinYgLreceptorLTMwgRULwithLfeedLintakeXLgrowthXLfatnessLandLcarcassL
compositionLinLpigsLraisedLinLPolandaLMeatqScienceXL2010XLlhXLemkYfcd 6.4 30

3 yxpressionLofLγGzvPYfLandLγGzvPYhLgenesLinLmusclesLofLpigsLrepresentingLfiveLdifferentLbreedsaL
JournalqofqAnimalqandqFeedqSciencesXL2010XLdmXLhhgYhif 1.5 3

2 uLnewLsetLofLendogenousLreferenceLgenesLforLgeneLexpressionLstudiesLofLporcineLstomachaLJournalq
ofqAnimalqandqFeedqSciencesXL2010XLdmXLhkcYhki 1.5 7

1 KnownLmutationLTufckeGULinLintronLfLofLtheLγGzeLgeneLisLassociatedLwithLgrowthLandLcarcassL
compositionLinLPolishLpigLbreedsaLJournalqofqAppliedqGeneticsXL2009XLhcXLehkYm 2.5 24
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