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Science, 2017, 49, 60-62 1.2 10
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5 transporter 12 gene (ABCA12) with pig production traits. Livestock Science, 2014, 168, 38-44 77

Variability of mRNA abundance of leukemia inhibitory factor gene (LIF) in porcine ovary, oviduct
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Lack of the associations of the polymorphisms in IGF2, MC4R and GNAS genes with reproduction
44  traitsin pigs and imprinting analysis of IGF2 gene in ovary and cornus uteri. Reproduction in 1.6 6
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