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n Paper IF Citations

251 TheLPaleozoicLoriginLofLenzymaticLligninLdecompositionLreconstructedLfromLfdLfungalLgenomesaL
ScienceYL2012YLffiYLdjdhZl 33.3 1129

250 zenomeLsequencingLandLanalysisLofLtheLversatileLcellLfactoryLtspergillusLnigerLvuSLhdfakkaLNaturee
BiotechnologyYL2007YLehYLeedZfd 44.5 889

249  nsightsLfromLtheLgenomeLofLtheLbiotrophicLfungalLplantLpathogenLUstilagoLmaydisaLNatureYL2006YL
gggYLljZdcd 50.4 867

248 tspergillusLenzymesLinvolvedLinLdegradationLofLplantLcellLwallLpolysaccharidesaLMicrobiologyeande
MoleculareBiologyeReviewsYL2001YLihYLgljZheeYLtableLofLcontents 13.2 679

247 zenomicLanalysisLofLtheLnecrotrophicLfungalLpathogensLSclerotiniaLsclerotiorumLandLuotrytisL
cinereaaLPLoSeGeneticsYL2011YLjYLedcceefc 6 659

246 TheLplantLcellLwallZdecomposingLmachineryLunderliesLtheLfunctionalLdiversityLofLforestLfungiaL
ScienceYL2011YLfffYLjieZh 33.3 417

245 yinishedLgenomeLofLtheLfungalLwheatLpathogenLMycosphaerellaLgraminicolaLrevealsLdispensomeL
structureYLchromosomeLplasticityYLandLstealthLpathogenesisaLPLoSeGeneticsYL2011YLjYLedccecjc 6 401

244 yungalLenzymeLsetsLforLplantLpolysaccharideLdegradationaLAppliedeMicrobiologyeandeBiotechnologyYL
2011YLldYLdgjjZle 5.7 398

243 zenomeLsequenceLofLtheLmodelLmushroomLSchizophyllumLcommuneaLNatureeBiotechnologyYL2010YL
ekYLlhjZif 44.5 381

242 vomparativeLgenomicLanalysisLofLtheLthermophilicLbiomassZdegradingLfungiLMyceliophthoraL
thermophilaLandLThielaviaLterrestrisaLNatureeBiotechnologyYL2011YLelYLleeZj 44.5 324

241 TheLtranscriptionalLactivatorLXlnRLregulatesLbothLxylanolyticLandLendoglucanaseLgeneLexpressionLinL
tspergillusLnigeraLAppliedeandeEnvironmentaleMicrobiologyYL1998YLigYLfidhZl 4.8 289

240 zenomeLsequenceLofLtheLnecrotrophicLplantLpathogenLPythiumLultimumLrevealsLoriginalL
pathogenicityLmechanismsLandLeffectorLrepertoireaLGenomeeBiologyYL2010YLddYLRjf 18.3 280

239
zenomeLsequenceLofLtheLbuttonLmushroomLtgaricusLbisporusLrevealsLmechanismsLgoverningL
adaptationLtoLaLhumicZrichLecologicalLnicheaLProceedingseofetheeNationaleAcademyeofeScienceseofethee
UnitedeStateseofeAmericaYL2012YLdclYLdjhcdZi

11.5 277

238 vomparativeLgenomicsLrevealsLhighLbiologicalLdiversityLandLspecificLadaptationsLinLtheLindustriallyL
andLmedicallyLimportantLfungalLgenusLtspergillusaLGenomeeBiologyYL2017YLdkYLek 18.3 261

237 TheLamsterdamLdeclarationLonLfungalLnomenclatureaLIMAeFungusYL2011YLeYLdchZde 6.8 260

236 PlantZpolysaccharideZdegradingLenzymesLfromLuasidiomycetesaLMicrobiologyeandeMoleculareBiologye
ReviewsYL2014YLjkYLidgZgl 13.2 242

235 TheLgenomeLsequenceLofLtheLmodelLascomyceteLfungusLPodosporaLanserinaaLGenomeeBiologyYL2008
YLlYLRjj 18.3 237
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234
vomparativeLgenomicsLofLveriporiopsisLsubvermisporaLandLPhanerochaeteLchrysosporiumLprovideL
insightLintoLselectiveLligninolysisaLProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitede
StateseofeAmericaYL2012YLdclYLhghkZif

11.5 225

233 SynergyLbetweenLenzymesLfromLtspergillusLinvolvedLinLtheLdegradationLofLplantLcellLwallL
polysaccharidesaLCarbohydrateeResearchYL2000YLfejYLgcdZdc 2.9 211

232
TheLgenomesLofLtheLfungalLplantLpathogensLvladosporiumLfulvumLandLwothistromaLseptosporumL
revealLadaptationLtoLdifferentLhostsLandLlifestylesLbutLalsoLsignaturesLofLcommonLancestryaLPLoSe
GeneticsYL2012YLkYLedccfckk

6 189

231  nsightLintoLtradeZoffLbetweenLwoodLdecayLandLparasitismLfromLtheLgenomeLofLaLfungalLforestL
pathogenaLNewePhytologistYL2012YLdlgYLdccdZdcdf 9.8 168

230 TrehaloseLisLrequiredLforLtheLacquisitionLofLtoleranceLtoLaLvarietyLofLstressesLinLtheLfilamentousL
fungusLtspergillusLnidulansaLMicrobiologyemUnitedeKingdomnYL2001YLdgjYLdkhdZdkie 2.9 167

229 vomplementaryLsymbiontLcontributionsLtoLplantLdecompositionLinLaLfungusZfarmingLtermiteaL
ProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaYL2014YLdddYLdghccZh 11.5 163

228 MannitolLisLrequiredLforLstressLtoleranceLinLtspergillusLnigerLconidiosporesaLEukaryoticeCellYL2003YLeYLilcZk 162

227 TheLsecretomeLofLtheLmaizeLpathogenLUstilagoLmaydisaLFungaleGeneticseandeBiologyYL2008YLghLSupplL
dYLSifZjc 3.9 142

226 vretLmodulatesLtheLXlnRZinducedLexpressionLonLxyloseLofLtspergillusLnigerLgenesLinvolvedLinLxylanL
degradationaLResearcheineMicrobiologyYL1999YLdhcYLekdZh 4 139

225 ResolvingLtheLpolyphyleticLnatureLofLPyriculariaLUPyriculariaceaeVaLStudieseineMycologyYL2014YLjlYLkhZdec 22.2 131

224 tLnewLblackLtspergillusLspeciesYLtaLvadensisYLisLaLpromisingLhostLforLhomologousLandLheterologousL
proteinLproductionaLAppliedeandeEnvironmentaleMicrobiologyYL2004YLjcYLflhgZl 4.8 127

223 ModernLtaxonomyLofLbiotechnologicallyLimportantLtspergillusLandLPenicilliumLspeciesaLAdvanceseine
AppliedeMicrobiologyYL2014YLkiYLdllZegl 4.9 125

222
TheLtspergillusLnigerLfaeuLgeneLencodesLaLsecondLferuloylLesteraseLinvolvedLinLpectinLandLxylanL
degradationLandLisLspecificallyLinducedLinLtheLpresenceLofLaromaticLcompoundsaLBiochemicaleJournal
YL2002YLfifYLfjjZfki

3.8 122

221 uiotechnologicalLapplicationsLandLpotentialLofLfungalLferuloylLesterasesLbasedLonLprevalenceYL
classificationLandLbiochemicalLdiversityaLBiotechnologyeLettersYL2008YLfcYLfkjZli 3 119

220 xxpansionLofLSignalLTransductionLPathwaysLinLyungiLbyLxxtensiveLzenomeLwuplicationaLCurrente
BiologyYL2016YLeiYLdhjjZdhkg 6.3 119

219 RegulatorsLofLplantLbiomassLdegradationLinLascomycetousLfungiaLBiotechnologyeforeBiofuelsYL2017YL
dcYLdhe 7.8 111

218
PostZgenomicLinsightsLintoLtheLplantLpolysaccharideLdegradationLpotentialLofLtspergillusLnidulansL
andLcomparisonLtoLtspergillusLnigerLandLtspergillusLoryzaeaLFungaleGeneticseandeBiologyYL2009YLgiL
SupplLdYLSdidZSdil

3.9 106

217  nvestigationLofLinterZLandLintraspeciesLvariationLthroughLgenomeLsequencingLofLtspergillusLsectionL
NigriaLNatureeGeneticsYL2018YLhcYLdikkZdilh 36.3 100
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216 vomparativeLgenomicsLofLtheLwhiteZrotLfungiYLPhanerochaeteLcarnosaLandLPaLchrysosporiumYLtoL
elucidateLtheLgeneticLbasisLofLtheLdistinctLwoodLtypesLtheyLcolonizeaLBMCeGenomicsYL2012YLdfYLggg 4.5 97

215 zrowingLaLcircularLeconomyLwithLfungalLbiotechnologymLaLwhiteLpaperaLFungaleBiologyeande
BiotechnologyYL2020YLjYLh 7.5 97

214 SpatialLdifferentiationLinLtheLvegetativeLmyceliumLofLtspergillusLnigeraLEukaryoticeCellYL2007YLiYLefddZee 94

213 wiversityLofLfungalLferuloylLesterasesmLupdatedLphylogeneticLclassificationYLpropertiesYLandL
industrialLapplicationsaLBiotechnologyeforeBiofuelsYL2016YLlYLefd 7.8 92

212 vonstructionLofLaLcellulaseLhyperZexpressionLsystemLinLTrichodermaLreeseiLbyLpromoterLandL
enzymeLengineeringaLMicrobialeCelleFactoriesYL2012YLddYLed 6.4 92

211 xstablishmentLofLcompatibilityLinLtheLUstilagoLmaydisbmaizeLpathosystemaLJournaleofePlante
PhysiologyYL2008YLdihYLelZgc 3.6 89

210 TranscriptomeLanalysisLofLtspergillusLnigerLgrownLonLsugarcaneLbagasseaLBiotechnologyeforeBiofuels
YL2011YLgYLgc 7.8 88

209  mprovedLenzymeLproductionLbyLcoZcultivationLofLtspergillusLnigerLandLtspergillusLoryzaeLandLwithL
otherLfungiaLInternationaleBiodeteriorationeandeBiodegradationYL2011YLihYLegkZehe 4.8 88

208 tnalysisLofLregulationLofLpentoseLutilisationLinLtspergillusLnigerLrevealsLevolutionaryLadaptationsLinL
xurotialesaLStudieseineMycologyYL2011YLilYLfdZk 22.2 87

207 varbohydrateZactiveLenzymesLfromLtheLzygomyceteLfungusLRhizopusLoryzaemLaLhighlyLspecializedL
approachLtoLcarbohydrateLdegradationLdepictedLatLgenomeLlevelaLBMCeGenomicsYL2011YLdeYLfk 4.5 86

206 vloningLandLcharacterizationLofLtspergillusLnigerLgenesLencodingLanLalphaZgalactosidaseLandLaL
betaZmannosidaseLinvolvedLinLgalactomannanLdegradationaLFEBSeJournalYL2001YLeikYLelkeZlc 83

205 RegulationLofLtheLferuloylLesteraseLUfaetVLgeneLfromLtspergillusLnigeraLAppliedeandeEnvironmentale
MicrobiologyYL1999YLihYLhhccZf 4.8 83

204 TheLecckLupdateLofLtheLtspergillusLnidulansLgenomeLannotationmLaLcommunityLeffortaLFungale
GeneticseandeBiologyYL2009YLgiLSupplLdYLSeZdf 3.9 82

203 wifferentialLexpressionLofLthreeLalphaZgalactosidaseLgenesLandLaLsingleLbetaZgalactosidaseLgeneL
fromLtspergillusLnigeraLAppliedeandeEnvironmentaleMicrobiologyYL1999YLihYLeghfZic 4.8 80

202
TheLtspergillusLnigerLfaeuLgeneLencodesLaLsecondLferuloylLesteraseLinvolvedLinLpectinLandLxylanL
degradationLandLisLspecificallyLinducedLinLtheLpresenceLofLaromaticLcompoundsaLBiochemicaleJournal
YL2002YLfifYLfjjZki

3.8 78

201 uacillusLsubtilisLattachmentLtoLtspergillusLnigerLhyphaeLresultsLinLmutuallyLalteredLmetabolismaL
EnvironmentaleMicrobiologyYL2015YLdjYLecllZddf 5.2 77

200 xxpressionLprofilingLofLpectinolyticLgenesLfromLtspergillusLnigeraLFEBSeLettersYL2002YLhfcYLgdZj 3.8 76

199 PrevalenceLofLtranscriptionLfactorsLinLascomyceteLandLbasidiomyceteLfungiaLBMCeGenomicsYL2014YL
dhYLedg 4.5 75
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198 PlantLbiomassLdegradationLbyLfungiaLFungaleGeneticseandeBiologyYL2014YLjeYLeZl 3.9 75

197  dentificationLofLgenesLencodingLmicrobialLglucuronoylLesterasesaLFEBSeLettersYL2007YLhkdYLgcelZfh 3.8 75

196 vloselyLrelatedLfungiLemployLdiverseLenzymaticLstrategiesLtoLdegradeLplantLbiomassaLBiotechnologye
foreBiofuelsYL2015YLkYLdcj 7.8 74

195 tromaticLmetabolismLofLfilamentousLfungiLinLrelationLtoLtheLpresenceLofLaromaticLcompoundsLinL
plantLbiomassaLAdvanceseineAppliedeMicrobiologyYL2015YLldYLifZdfj 4.9 70

194
wegradationLofLdifferentLpectinsLbyLfungimLcorrelationsLandLcontrastsLbetweenLtheLpectinolyticL
enzymeLsetsLidentifiedLinLgenomesLandLtheLgrowthLonLpectinsLofLdifferentLoriginaLBMCeGenomicsYL
2012YLdfYLfed

4.5 69

193 zenericLnamesLinLMagnaporthalesaLIMAeFungusYL2016YLjYLdhhZl 6.8 66

192 zenomicLandLtranscriptomicLanalysisLofLLaccariaLbicolorLvtZomeLrevealsLinsightsLintoL
polysaccharidesLremodellingLduringLsymbiosisLestablishmentaLFungaleGeneticseandeBiologyYL2014YLjeYLdikZdkd3.9 62

191 zenomicsYLLifestylesLandLyutureLProspectsLofLWoodZwecayLandLLitterZwecomposingLuasidiomycotaaL
AdvanceseineBotanicaleResearchYL2014YLjcYLfelZfjc 2.2 62

190 TheLgenomeLofLtheLwhiteZrotLfungusLPycnoporusLcinnabarinusmLaLbasidiomyceteLmodelLwithLaL
versatileLarsenalLforLlignocellulosicLbiomassLbreakdownaLBMCeGenomicsYL2014YLdhYLgki 4.5 62

189 agutYLtheLgeneLencodingLanLextracellularLalphaZglucuronidaseLfromLtspergillusLtubingensisYLisL
specificallyLinducedLonLxyloseLandLnotLonLglucuronicLacidaLJournaleofeBacteriologyYL1998YLdkcYLegfZl 3.5 62

188 SimilarLisLnotLtheLsamemLdifferencesLinLtheLfunctionLofLtheLUhemiZVcellulolyticLregulatorLXlnRL
UXlrdbXyrdVLinLfilamentousLfungiaLFungaleGeneticseandeBiologyYL2014YLjeYLjfZkd 3.9 58

187 RegulationLofLpentoseLutilisationLbyLtraRYLbutLnotLXlnRYLdiffersLinLtspergillusLnidulansLandL
tspergillusLnigeraLAppliedeMicrobiologyeandeBiotechnologyYL2011YLldYLfkjZlj 5.7 57

186
tLbroaderLroleLforLtmyRLinLtspergillusLnigermLregulationLofLtheLutilisationLofLwZglucoseLorL
wZgalactoseLcontainingLoligoZLandLpolysaccharidesaLAppliedeMicrobiologyeandeBiotechnologyYL2012YL
lfYLekhZlf

5.7 56

185 zlycerolLdehydrogenaseYLencodedLbyLglduLisLessentialLforLosmotoleranceLinLtspergillusLnidulansaL
MoleculareMicrobiologyYL2003YLglYLdfdZgd 4.1 56

184
TheLtspergillusLnigerLwZxyluloseLkinaseLgeneLisLcoZexpressedLwithLgenesLencodingLarabinanL
degradingLenzymesYLandLisLessentialLforLgrowthLonLwZxyloseLandLLZarabinoseaLFEBSeJournalYL2001YL
eikYLhgdgZef

56

183 tLcomparativeLgenomicsLstudyLofLefLtspergillusLspeciesLfromLsectionLylaviaLNatureeCommunicationsYL
2020YLddYLddci 17.4 54

182 NutritionalLphysiologyLofLaLrockZinhabitingYLmodelLmicrocolonialLfungusLfromLanLancestralLlineageL
ofLtheLvhaetothyrialesLUtscomycetesVaLFungaleGeneticseandeBiologyYL2013YLhiYLhgZii 3.9 52

181 tspergillusLvadensisYLaLnewLspeciesLofLtheLgroupLofLblackLtspergilliaLAntonieeVaneLeeuwenhoekYL
2005YLkjYLdlhZecf 2.1 52
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180 tspergillusLnigerLRhaRYLaLregulatorLinvolvedLinLLZrhamnoseLreleaseLandLcatabolismaLAppliede
MicrobiologyeandeBiotechnologyYL2014YLlkYLhhfdZgc 5.7 50

179 PhysiologicalLandLmolecularLaspectsLofLdegradationLofLplantLpolysaccharidesLbyLfungimLwhatLhaveL
weLlearnedLfromLtspergillusraLBiotechnologyeJournalYL2013YLkYLkkgZlg 5.6 50

178 ProteaseLandLlipaseLactivitiesLofLfungalLandLbacterialLstrainsLderivedLfromLanLartisanalLrawLeweTsL
milkLcheeseaLInternationaleJournaleofeFoodeMicrobiologyYL2016YLefjYLdjZej 5.8 48

177 ’eterogenicLexpressionLofLgenesLencodingLsecretedLproteinsLatLtheLperipheryLofLtspergillusLnigerL
coloniesaLEnvironmentaleMicrobiologyYL2011YLdfYLediZeeh 5.2 48

176
 solationLandLcharacterizationLofLtwoLspecificLregulatoryLtspergillusLnigerLmutantsLshowsL
antagonisticLregulationLofLarabinanLandLxylanLmetabolismaLMicrobiologyemUnitedeKingdomnYL2003YL
dglYLddkfZddld

2.9 48

175
’orizontalLgeneLtransferLandLgeneLdosageLdrivesLadaptationLtoLwoodLcolonizationLinLaLtreeL
pathogenaLProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaYL2015YL
ddeYLfghdZi

11.5 47

174
TheLinfluenceLofLtspergillusLnigerLtranscriptionLfactorsLtraRLandLXlnRLinLtheLgeneLexpressionL
duringLgrowthLinLwZxyloseYLLZarabinoseLandLsteamZexplodedLsugarcaneLbagasseaLFungaleGeneticseande
BiologyYL2013YLicYLelZgh

3.9 46

173 zrowthLandLhydrolaseLprofilesLcanLbeLusedLasLcharacteristicsLtoLdistinguishLtspergillusLnigerLandL
otherLblackLaspergilliaLStudieseineMycologyYL2011YLilYLdlZfc 22.2 46

172 TwoLglucuronoylLesterasesLofLPhanerochaeteLchrysosporiumaLArchiveseofeMicrobiologyYL2009YLdldYLdffZgc3 45

171 TheLtranscriptionalLactivatorLzaaRLofLtspergillus´ nigerLisLrequiredLforLreleaseLandLutilizationLofL
dZgalacturonicLacidLfromLpectinaLFEBSeLettersYL2016YLhlcYLdkcgZdh 3.8 44

170 SelectiveLvleavageLofLLigninL˛†ZZgLtrylLxtherLuondLbyL˛†ZxtheraseLofLtheLWhiteZRotLyungusaLACSe
SustainableeChemistryeandeEngineeringYL2018YLiYLekjkZekke 8.3 43

169 PhylogenyLofLtheLindustrialLrelevantYLthermophilicLgeneraLMyceliophthoraLandLvorynascusaLFungale
DiversityYL2012YLheYLdljZecj 17.6 43

168 RegulationLofLplantLbiomassLutilizationLinLtspergillusaLAdvanceseineAppliedeMicrobiologyYL2014YLkkYLfdZhi 4.9 39

167 xfficientLplantLbiomassLdegradationLbyLthermophilicLfungusLMyceliophthoraLheterothallicaaLAppliede
andeEnvironmentaleMicrobiologyYL2013YLjlYLdfdiZeg 4.8 39

166 OccurrenceLandLfunctionLofLenzymesLforLlignocelluloseLdegradationLinLcommercialLtgaricusL
bisporusLcultivationaLAppliedeMicrobiologyeandeBiotechnologyYL2017YLdcdYLgfifZgfil 5.7 38

165 UniqueLregulatoryLmechanismLforLwZgalactoseLutilizationLinLtspergillusLnidulansaLAppliedeande
EnvironmentaleMicrobiologyYL2011YLjjYLjckgZj 4.8 38

164 vombinatorialLcontrolLofLgeneLexpressionLinLtspergillusLnigerLgrownLonLsugarLbeetLpectinaLScientifice
ReportsYL2017YLjYLdefhi 4.9 37

163 tLcomparisonLbetweenLtheLhomocyclicLaromaticLmetabolicLpathwaysLfromLplantZderivedL
compoundsLbyLbacteriaLandLfungiaLBiotechnologyeAdvancesYL2019YLfjYLdcjfli 17.8 37
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162 UncoveringLtheLabilitiesLofLtgaricusLbisporusLtoLdegradeLplantLbiomassLthroughoutLitsLlifeLcycleaL
EnvironmentaleMicrobiologyYL2015YLdjYLfclkZdcl 5.2 37

161 xxpressionZbasedLclusteringLofLvtZymeZencodingLgenesLofLtspergillusLnigeraLBMCeGenomicsYL2017YL
dkYLlcc 4.5 36

160  nvertingLcharacterLofLalphaZglucuronidaseLtLfromLtspergillusLtubingensisaLBiochimicaeEteBiophysicae
ActaeseGeneraleSubjectsYL2000YLdgjgYLficZg 4 36

159 xxpandingLtheLferuloylLesteraseLgeneLfamilyLofLtspergillusLnigerLbyLcharacterizationLofLaLferuloylL
esteraseYLyaevaLNeweBiotechnologyYL2017YLfjYLeccZecl 6.4 35

158
TheLmolecularLresponseLofLtheLwhiteZrotLfungusLwichomitusLsqualensLtoLwoodLandLnonZwoodyL
biomassLasLexaminedLbyLtranscriptomeLandLexoproteomeLanalysesaLEnvironmentaleMicrobiologyYL
2017YLdlYLdefjZdehc

5.2 34

157 SugarLcatabolismLinLtspergillusLandLotherLfungiLrelatedLtoLtheLutilizationLofLplantLbiomassaLAdvancese
ineAppliedeMicrobiologyYL2015YLlcYLdZek 4.9 34

156 OccurrenceLofLtspergillusLallahabadiiLonLsandstoneLatLuayonLtempleYLtngkorLThomYLvambodiaaL
InternationaleBiodeteriorationeandeBiodegradationYL2013YLjiYLddeZddj 4.8 34

155
TheLinfluenceLofLpretreatmentLmethodsLonLsaccharificationLofLsugarcaneLbagasseLbyLanLenzymeL
extractLfromLvhrysoportheLcubensisLandLcommercialLcocktailsmLtLcomparativeLstudyaLBioresourcee
TechnologyYL2015YLdleYLijcZi

11 33

154 SynergisticLeffectLofLtspergillusLnigerLandLTrichodermaLreeseiLenzymeLsetsLonLtheLsaccharificationL
ofLwheatLstrawLandLsugarcaneLbagasseaLBiotechnologyeJournalYL2014YLlYLdfelZfk 5.6 33

153 TheL˛–ZglucuronidaseLtgudLfromLSchizophyllumLcommuneLisLaLmemberLofLaLnovelLglycosideL
hydrolaseLfamilyLUz’ddhVaLAppliedeMicrobiologyeandeBiotechnologyYL2011YLlcYLdfefZfe 5.7 33

152 TheLgoldZstandardLgenomeLofLNRRLLfLenablesLaLdetailedLviewLofLtheLdiversityLofLsugarLcatabolismL
inLfungiaLStudieseineMycologyYL2018YLldYLidZjk 22.2 33

151 zalXLregulatesLtheLwZgalactoseLoxidoZreductiveLpathwayLinLtspergillusLnigeraLFEBSeLettersYL2012YL
hkiYLflkcZh 3.8 31

150 zeneticL nteractionLofLtspergillusLnidulansLgalRYLxlnRLandLaraRLinLRegulatingLwZzalactoseLandL
LZtrabinoseLReleaseLandLvatabolismLzeneLxxpressionaLPLoSeONEYL2015YLdcYLecdgfecc 3.7 31

149 tLgenomicLsurveyLofLproteasesLinLtspergilliaLBMCeGenomicsYL2014YLdhYLhef 4.5 30

148 XlrdLisLinvolvedLinLtheLtranscriptionalLcontrolLofLtheLpentoseLcatabolicLpathwayYLbutLnotL
hemiZcellulolyticLenzymesLinLMagnaportheLoryzaeaLFungaleGeneticseandeBiologyYL2013YLhjYLjiZkg 3.9 30

147 MappingLtheLpolysaccharideLdegradationLpotentialLofLtspergillusLnigeraLBMCeGenomicsYL2012YLdfYLfdf 4.5 30

146 vomparativeLanalysisLofLbasidiomyceteLtranscriptomesLrevealsLaLcoreLsetLofLexpressedLgenesL
encodingLplantLbiomassLdegradingLenzymesaLFungaleGeneticseandeBiologyYL2018YLddeYLgcZgi 3.9 30

145 vharacterizationLandLbiotechnologicalLapplicationLofLrecombinantLxylanasesLfromLtspergillusL
nidulansaLInternationaleJournaleofeBiologicaleMacromoleculesYL2016YLldYLicZj 7.9 29
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144 TheLdiversityLandLevolutionLofLmicrobiotaLinLtraditionalLTurkishLwivleLvaveLcheeseLduringLripeningaL
InternationaleDairyeJournalYL2016YLhkYLhcZhf 3.5 28

143 varbohydrateZrelatedLenzymesLofLimportantLPhytophthoraLplantLpathogensaLFungaleGeneticseande
BiologyYL2014YLjeYLdleZecc 3.9 28

142 varbohydrateLutilizationLandLmetabolismLisLhighlyLdifferentiatedLinLtgaricusLbisporusaLBMCe
GenomicsYL2013YLdgYLiif 4.5 27

141 vharacterizationLofLoxylipinsLandLdioxygenaseLgenesLinLtheLasexualLfungusLtspergillusLnigeraLBMCe
MicrobiologyYL2009YLlYLhl 4.5 27

140 wevelopmentsLandLopportunitiesLinLfungalLstrainLengineeringLforLtheLproductionLofLnovelLenzymesL
andLenzymeLcocktailsLforLplantLbiomassLdegradationaLBiotechnologyeAdvancesYL2019YLfjYLdcjfid 17.8 26

139
vharacterizationLofLaLferuloylLesteraseLfromLtspergillusLterreusLfacilitatesLtheLdivisionLofLfungalL
enzymesLfromLvarbohydrateLxsteraseLfamilyLdLofLtheLcarbohydrateZactiveLenzymesLUvtZyVL
databaseaLMicrobialeBiotechnologyYL2018YLddYLkilZkkc

6.3 25

138 TheLtranscriptionalLactivatorsLtraRLandLXlnRLfromLtspergillusLnigerLregulateLexpressionLofLpentoseL
catabolicLandLpentoseLphosphateLpathwayLgenesaLResearcheineMicrobiologyYL2014YLdihYLhfdZgc 4 25

137 LocalizationLofLproteinLsecretionLinLfungalLcoloniesLusingLaLnovelLculturingLtechniquenLtheLringZplateL
systemaLJournaleofeMicrobiologicaleMethodsYL2007YLilYLfllZgcd 2.8 25

136 yungalLglucuronoylLesterasesmLzenomeLminingLbasedLenzymeLdiscoveryLandLbiochemicalL
characterizationaLNeweBiotechnologyYL2018YLgcYLekeZekj 6.4 24

135
TheLbetaZdYgZendogalactanaseLtLgeneLfromLtspergillusLnigerLisLspecificallyLinducedLonLarabinoseL
andLgalacturonicLacidLandLplaysLanLimportantLroleLinLtheLdegradationLofLpecticLhairyLregionsaLFEBSe
JournalYL2002YLeilYLglkhZlf

24

134 VolatileLcompoundLprofilingLofLTurkishLwivleLvaveLcheeseLduringLproductionLandLripeningaLJournale
ofeDairyeScienceYL2016YLllYLhdecZhdfd 4 24

133 OxalateZmetabolisingLgenesLofLtheLwhiteZrotLfungusLwichomitusLsqualensLareLdifferentiallyLinducedL
onLwoodLandLatLhighLprotonLconcentrationaLPLoSeONEYL2014YLlYLekjlhl 3.7 23

132 PenicilliumLsubrubescensLisLaLpromisingLalternativeLforLtspergillusLnigerLinLenzymaticLplantLbiomassL
saccharificationaLNeweBiotechnologyYL2016YLffYLkfgZkgd 6.4 23

131 zenomicLandLzeneticL nsightsL ntoLaLvosmopolitanLyungusYLUxurotialesVaLFrontierseineMicrobiologyYL
2018YLlYLfchk 5.7 23

130 xnhancingLsaccharificationLofLwheatLstrawLbyLmixingLenzymesLfromLgeneticallyZmodifiedL
TrichodermaLreeseiLandLtspergillusLnigeraLBiotechnologyeLettersYL2016YLfkYLihZjc 3 22

129 tnalysisLofLPutativeLSugarLTransporterLzenesLinLUsingLPhylogenyLandLvomparativeLTranscriptomicsaL
FrontierseineMicrobiologyYL2018YLlYLdcgh 5.7 22

128 TheL’ypocreaLjecorinaLUsynaLTrichodermaLreeseiVLlxrdLgeneLencodesLaLwZmannitolLdehydrogenaseL
andLisLnotLinvolvedLinLLZarabinoseLcatabolismaLFEBSeLettersYL2009YLhkfYLdfclZdf 3.8 22

127
TheLdraftLgenomeLsequenceLofLtheLascomyceteLfungusLPenicilliumLsubrubescensLrevealsLaLhighlyL
enrichedLcontentLofLplantLbiomassLrelatedLvtZymesLcomparedLtoLrelatedLfungiaLJournaleofe
BiotechnologyYL2017YLegiYLdZf

3.7 21
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126 TheLinteractionLofLinductionLandLrepressionLmechanismsLinLtheLregulationLofLgalacturonicL
acidZinducedLgenesLinLtspergillusLnigeraLFungaleGeneticseandeBiologyYL2015YLkeYLfeZge 3.9 21

125  mprovingLcellulaseLproductionLbyLtspergillusLnigerLusingLadaptiveLevolutionaLBiotechnologyeLettersYL
2016YLfkYLlilZjg 3 21

124 TechnicalLadvanceLinLfungalLbiotechnologymLdevelopmentLofLaLminiaturizedLcultureLmethodLandLanL
automatedLhighZthroughputLscreeningaLLetterseineAppliedeMicrobiologyYL2009YLglYLejkZke 2.9 21

123 TheLValueLofLzenomeLSequencesLinLtheLRapidL dentificationLofLNovelLzenesLxncodingLSpecificLPlantL
vellLWallLwegradingLxnzymesaLCurrenteGenomicsYL2005YLiYLdhjZdkj 2.6 21

122 TheLpathwayLintermediateLeZketoZfZdeoxyZLZgalactonateLmediatesLtheLinductionLofLgenesLinvolvedL
inLwZgalacturonicLacidLutilizationLinLtspergillusLnigeraLFEBSeLettersYL2017YLhldYLdgckZdgdk 3.8 20

121
vR SPRbvaslLtechnologyLenablesLtheLdevelopmentLofLtheLfilamentousLascomyceteLfungusL
PenicilliumLsubrubescensLasLaLnewLindustrialLenzymeLproduceraLEnzymeeandeMicrobialeTechnologyYL
2020YLdffYLdclgif

3.8 20

120 yungalLferuloylLesterasesmLyunctionalLvalidationLofLgenomeLminingLbasedLenzymeLdiscoveryL
includingLuncharacterizedLsubfamiliesaLNeweBiotechnologyYL2018YLgdYLlZdg 6.4 20

119 vultivationLofLPodosporaLanserinaLonLsoybeanLhullsLresultsLinLanLefficientLenzymeLcocktailLforLplantL
biomassLhydrolysisaLNeweBiotechnologyYL2017YLfjYLdieZdjd 6.4 19

118 SpatialLandLdevelopmentalLdifferentiationLofLmannitolLdehydrogenaseLandLmannitolZdZphosphateL
dehydrogenaseLinLtspergillusLnigeraLEukaryoticeCellYL2010YLlYLdflkZgce 19

117 wichomitusLsqualensLpartiallyLtailorsLitsLmolecularLresponsesLtoLtheLcompositionLofLsolidLwoodaL
EnvironmentaleMicrobiologyYL2018YLecYLgdgdZgdhi 5.2 19

116 tRtdLregulatesLnotLonlyLlZarabinoseLbutLalsoLdZgalactoseLcatabolismLinLTrichodermaLreeseiaLFEBSe
LettersYL2018YLhleYLicZjc 3.8 18

115 tnLimprovedLandLreproducibleLprotocolLforLtheLextractionLofLhighLqualityLfungalLRNtLfromLplantL
biomassLsubstratesaLFungaleGeneticseandeBiologyYL2014YLjeYLecdZeci 3.9 17

114 yungalLLigninolyticLxnzymesLandLTheirLtpplicationsaLMicrobiologyeSpectrumYL2016YLgYL 8.9 17

113 MixedLcoloniesLofLtspergillusLnigerLandLtspergillusLoryzaeLcooperativelyLdegradingLwheatLbranaL
FungaleGeneticseandeBiologyYL2017YLdceYLfdZfj 3.9 16

112 vharacterisationLofLthreeLfungalLglucuronoylLesterasesLonLglucuronicLacidLesterLmodelLcompoundsaL
AppliedeMicrobiologyeandeBiotechnologyYL2017YLdcdYLhfcdZhfdd 5.7 16

111
 nductionLofLzenesLxncodingLPlantLvellLWallZwegradingLvarbohydrateZtctiveLxnzymesLbyL
LignocelluloseZwerivedLMonosaccharidesLandLvellobioseLinLtheLWhiteZRotLyungusLwichomitusL
squalensaLAppliedeandeEnvironmentaleMicrobiologyYL2018YLkgYL

4.8 16

110 TheLdistinctiveLregulatoryLrolesLofLPrtTLinLtheLcellLmetabolismLofLPenicilliumLoxalicumaLFungale
GeneticseandeBiologyYL2014YLifYLgeZhg 3.9 16

109  nLvivoLfunctionalLanalysisLofLLZrhamnoseLmetabolicLpathwayLinLtspergillusLnigermLaLtoolLtoLidentifyL
theLpotentialLinducerLofLRhaRaLBMCeMicrobiologyYL2017YLdjYLedg 4.5 16

(2017-2015)
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108 vompostLzrownLtgaricusLbisporusLLacksLtheLtbilityLtoLwegradeLandLvonsumeL’ighlyLSubstitutedL
XylanLyragmentsaLPLoSeONEYL2015YLdcYLecdfgdil 3.7 16

107 kLwegradationLandLModificationLofLPlantLuiomassLbyLyungiL2014YLdjhZeck 16

106
vR SPRbvaslLfacilitatesLrapidLgenerationLofLconstitutiveLformsLofLtranscriptionLfactorsLinL
tspergillusLnigerLthroughLspecificLonZsiteLgenomicLmutationsLresultingLinLincreasedLsaccharificationL
ofLplantLbiomassaLEnzymeeandeMicrobialeTechnologyYL2020YLdfiYLdclhck

3.8 16

105 xvidenceLforLligninolyticLactivityLofLtheLascomyceteLfungusaLBiotechnologyeforeBiofuelsYL2020YLdfYLjh 7.8 16

104 yeruloylLxsterasesLforLuiorefineriesmLSubfamilyLvlassifiedLSpecificityLforLNaturalLSubstratesaL
FrontierseineBioengineeringeandeBiotechnologyYL2020YLkYLffe 5.8 15

103
wiscoveryLofLNovelLpZ’ydroxybenzoateZmZhydroxylaseYLProtocatechuateLfYgLRingZvleavageL
wioxygenaseYLandL’ydroxyquinolLdYeLRingZvleavageLwioxygenaseLfromLtheLyilamentousLyungusL
tspergillusLnigeraLACSeSustainableeChemistryeandeEngineeringYL2019YLjYLdlckdZdlckl

8.3 15

102 PhylogeneticLanalysisLandLsubstrateLspecificityLofLz’eL˛†ZmannosidasesLfromLtspergillusLspeciesaL
FEBSeLettersYL2013YLhkjYLfgggZl 3.8 15

101 tLnovelLLZarabinoseZresponsiveLregulatorLdiscoveredLinLtheLriceZblastLfungusLPyriculariaLoryzaeL
UMagnaportheLoryzaeVaLFEBSeLettersYL2016YLhlcYLhhcZk 3.8 15

100 TheLfungusLtspergillusLnigerLconsumesLsugarsLinLaLsequentialLmannerLthatLisLnotLmediatedLbyLtheL
carbonLcataboliteLrepressorLvretaLScientificeReportsYL2018YLkYLiihh 4.9 14

99 UPostZVgenomicsLapproachesLinLfungalLresearchaLBriefingseineFunctionaleGenomicsYL2014YLdfYLgegZfl 4.9 14

98
TemporalLtranscriptomeLanalysisLofLtheLwhiteZrotLfungusLObbaLrivulosaLshowsLexpressionLofLaL
constitutiveLsetLofLplantLcellLwallLdegradationLtargetedLgenesLduringLgrowthLonLsolidLspruceLwoodaL
FungaleGeneticseandeBiologyYL2018YLddeYLgjZhg

3.9 14

97 ’ydrolyticLpotentialLofLfiveLfungalLsupernatantsLtoLenhanceLaLcommercialLenzymeLcocktailaL
BiotechnologyeLettersYL2017YLflYLdgcfZdgdd 3 13

96 vonservedLwhiteZrotLenzymaticLmechanismLforLwoodLdecayLinLtheLuasidiomycotaLgenusL
PycnoporusaLDNAeResearchYL2020YLejYL 4.5 13

95 vinnamicLtcidLandLSorbicLacidLvonversionLtreLMediatedLbyLtheLSameLTranscriptionalLRegulatorLinaL
FrontierseineBioengineeringeandeBiotechnologyYL2019YLjYLegl 5.8 13

94 TheLpentoseLcatabolicLpathwayLofLtheLriceZblastLfungusLMagnaportheLoryzaeLinvolvesLaLnovelL
pentoseLreductaseLrestrictedLtoLfewLfungalLspeciesaLFEBSeLettersYL2013YLhkjYLdfgiZhe 3.8 13

93 zenomicLandLPostgenomicLwiversityLofLyungalLPlantLuiomassLwegradationLtpproachesaLTrendseine
MicrobiologyYL2020YLekYLgkjZgll 12.4 12

92 yunctionalLdiversityLinLmonokaryonsaLIMAeFungusYL2017YLkYLdjZeh 6.8 12

91 SpatialLdifferentiationLofLgeneLexpressionLinLtspergillusLnigerLcolonyLgrownLforLsugarLbeetLpulpL
utilizationaLScientificeReportsYL2015YLhYLdfhle 4.9 12
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90 wZzalactoseLuptakeLisLnonfunctionalLinLtheLconidiosporesLofLtspergillusLnigeraLFEMSeMicrobiologye
LettersYL2012YLfelYLdlkZecf 2.9 12

89
RecombinantLproductionLandLcharacterizationLofLsixLnovelLz’ejLandLz’fiL˛–ZgalactosidasesLfromL
PenicilliumLsubrubescensLandLtheirLsynergismLwithLaLcommercialLmannanaseLduringLtheLhydrolysisL
ofLlignocellulosicLbiomassaLBioresourceeTechnologyYL2020YLelhYLdeeehk

11 12

88 zenomicLandLexoproteomicLdiversityLinLplantLbiomassLdegradationLapproachesLamongLtspergilliaL
StudieseineMycologyYL2018YLldYLjlZll 22.2 12

87 tLcommunityZdrivenLreconstructionLofLtheLmetabolicLnetworkaLFungaleBiologyeandeBiotechnologyYL
2018YLhYLdi 7.5 12

86 SecretionLofLsmallLproteinsLisLspeciesZspecificLwithinLtspergillusLspaLMicrobialeBiotechnologyYL2017YL
dcYLfefZfel 6.3 11

85 wisruptionLofLphotoautotrophicLintertidalLmatsLbyLfilamentousLfungiaLEnvironmentaleMicrobiologyYL
2015YLdjYLeldcZed 5.2 11

84 xngineeringLofLprimaryLcarbonLmetabolismLinLfilamentousLfungiaLBiotechnologyeAdvancesYL2020YLgfYLdcjhhd17.8 11

83 ulockingLhexoseLentryLintoLglycolysisLactivatesLalternativeLmetabolicLconversionLofLtheseLsugarsL
andLupregulatesLpentoseLmetabolismLinLtspergillusLnidulansaLBMCeGenomicsYL2018YLdlYLedg 4.5 10

82 PenicilliumLsubrubescensLadaptsLitsLenzymeLproductionLtoLtheLcompositionLofLplantLbiomassaL
BioresourceeTechnologyYL2020YLfddYLdefgjj 11 10

81
yunctionalLValidationLofLTwoLyungalLSubfamiliesLinLvarbohydrateLxsteraseLyamilyLdLbyLuiochemicalL
vharacterizationLofLxsterasesLyromLUncharacterizedLuranchesaLFrontierseineBioengineeringeande
BiotechnologyYL2020YLkYLilg

5.8 10

80 zlucoseZMediatedLRepressionLofLPlantLuiomassLUtilizationLinLtheLWhiteZRotLyungusaLAppliedeande
EnvironmentaleMicrobiologyYL2019YLkhYL 4.8 10

79 TheLobligateLalkalophilicLsodaZlakeLfungusLSodiomycesLalkalinusLhasLshiftedLtoLaLproteinLdietaL
MoleculareEcologyYL2018YLejYLgkckZgkdl 5.7 10

78 OnLtheLoriginLofLvanillylLalcoholLoxidasesaLFungaleGeneticseandeBiologyYL2018YLddiYLegZfe 3.9 10

77 yluzLaffectsLsecretionLinLcoloniesLofLtspergillusLnigeraLAntonieeVaneLeeuwenhoekYL2015YLdcjYLeehZgc 2.1 9

76 wraftLzenomeLSequenceLofLtheLWhiteZRotLyungusLObbaLrivulosaLftZeaLGenomeeAnnouncementsYL
2016YLgYL 9

75 TheLSyntheticLPotentialLofLyungalLyeruloylLxsterasesmLtLvorrelationLwithLvurrentLvlassificationL
SystemsLandLPredictedLStructuralLPropertiesaLCatalystsYL2018YLkYLege 4 9

74 NZacetylglucosamineYLtheLbuildingLblockLofLchitinYLinhibitsLgrowthLofLNeurosporaLcrassaaLFungale
GeneticseandeBiologyYL2017YLdcjYLdZdd 3.9 9

73 PostZgenomicLapproachesLtoLunderstandingLinteractionsLbetweenLfungiLandLtheirLenvironmentaLIMAe
FungusYL2011YLeYLkdZi 6.8 9

(2011-2012)
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72 vontrolLandLpossibleLapplicationsLofLaLnovelLcarrotZspoilageLbasidiomyceteYLyibulorhizoctoniaL
psychrophilaaLAntonieeVaneLeeuwenhoekYL2008YLlfYLgcjZdf 2.1 9

71 TheLvurrentLuiotechnologicalLStatusLandLPotentialLofLPlantLandLtlgalLuiomassLwegradingbModifyingL
xnzymesLfromLtscomyceteLyungiaLGrandeChallengeseineBiologyeandeBiotechnologyYL2020YLkdZdec 2.4 9

70 yungalLStressLwatabaseLUySwVZZaLrepositoryLofLfungalLstressLphysiologicalLdataaLDatabase:ethee
JournaleofeBiologicaleDatabaseseandeCurationYL2018YLecdkYL 5 9

69 wraftLzenomeLSequencesLofLThreeLMonokaryoticL solatesLofLtheLWhiteZRotLuasidiomyceteLyungusL
wichomitusLsqualensaLMicrobiologyeResourceeAnnouncementsYL2019YLkYL 1.3 8

68 TalaromycesLborbonicusYLspaLnovaYLaLnovelLfungusLfromLbiodegradedLtrundoLdonaxLwithLpotentialL
abilitiesLinLlignocelluloseLconversionaLMycologiaYL2018YLddcYLfdiZfeg 2.4 8

67
TheLquestLforLfungalLstrainsLandLtheirLcoZcultureLpotentialLtoLimproveLenzymaticLdegradationLofL
vhineseLdistillersâ��LgrainLandLotherLagriculturalLwastesaLInternationaleBiodeteriorationeande
BiodegradationYL2019YLdggYLdcgjih

4.8 8

66 MacroalgaeLwerivedLyungiL’aveL’ighLtbilitiesLtoLwegradeLtlgalLPolymersaLMicroorganismsYL2019YLkYL 4.9 8

65 xnzymaticLtdaptationLofLPodosporaLanserinaLtoLwifferentLPlantLuiomassLProvidesLLeadsLtoL
OptimizedLvommercialLxnzymeLvocktailsaLBiotechnologyeJournalYL2019YLdgYLedkccdkh 5.6 8

64 wiscoveryLandLyunctionalLtnalysisLofLaLSalicylicLtcidL’ydroxylaseLfromLtspergillusLnigeraLAppliedeande
EnvironmentaleMicrobiologyYL2021YLkjYL 4.8 8

63
wuplicationsLandLlossesLofLgenesLencodingLknownLelementsLofLtheLstressLdefenceLsystemLofLtheL
tspergilliLcontributeLtoLtheLevolutionLofLtheseLfilamentousLfungiLbutLdoLnotLdirectlyLinfluenceLtheirL
environmentalLstressLtoleranceaLStudieseineMycologyYL2018YLldYLefZfi

22.2 8

62 zeneticLtransformationLofLtheLwhiteZrotLfungusLwichomitusLsqualensLusingLaLnewLcommercialL
protoplastingLcocktailaLJournaleofeMicrobiologicaleMethodsYL2017YLdgfYLfkZgf 2.8 7

61 weletionLofLeitherLtheLregulatoryLgeneLorLmetabolicLgeneLinLleadsLtoLincreasedLvtZymeLgeneL
expressionLonLcrudeLplantLbiomassaLBiotechnologyeforeBiofuelsYL2019YLdeYLkd 7.8 7

60 TheLphysiologyLofLtgaricusLbisporusLinLsemiZcommercialLcompostLcultivationLappearsLtoLbeLhighlyL
conservedLamongLunrelatedLisolatesaLFungaleGeneticseandeBiologyYL2018YLddeYLdeZec 3.9 7

59 voloniesLofLtheLfungusLtspergillusLnigerLareLhighlyLdifferentiatedLtoLadaptLtoLlocalLcarbonLsourceL
variationaLEnvironmentaleMicrobiologyYL2020YLeeYLddhgZddii 5.2 7

58 TheLpresenceLofLtraceLcomponentsLsignificantlyLbroadensLtheLmolecularLresponseLofLtspergillusL
nigerLtoLguarLgumaLNeweBiotechnologyYL2019YLhdYLhjZii 6.4 6

57  dentificationLofLaLgeneLencodingLtheLlastLstepLofLtheLLZrhamnoseLcatabolicLpathwayLinLtspergillusL
nigerLrevealedLtheLinducerLofLtheLpathwayLregulatoraLMicrobiologicaleResearchYL2020YLefgYLdeigei 5.3 6

56 ProductionLofLProtocatechuicLtcidLfromLZ’ydroxyphenylLU’VLUnitsLandLRelatedLtromaticL
vompoundsLUsingLanLtspergillusLnigerLvellLyactoryaLMBioYL2021YLdeYLeccflded 7.8 6

55  mprovedL’emicellulaseLProductionLbyLzeneticLModificationLofLvarbonLvataboliteLRepressionLandL
XylanoliticLtctivationLinLtspergillusLnigeraLCurrenteBiotechnologyYL2018YLjYLdcZdk 0.6 6
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54 PhysiologicalLbackgroundLofLtheLremarkablyLhighLvdLtoleranceLofLtheLtspergillusLfumigatusLtfelfL
strainaLJournaleofeBasiceMicrobiologyYL2018YLhkYLlhjZlij 2.7 6

53
’ighLresolutionLvisualizationLandLexoZproteomicsLrevealLtheLphysiologicalLroleLofLXlnRLandLtraRLinL
plantLbiomassLcolonizationLandLdegradationLbyLtspergillusLnigeraLEnvironmentaleMicrobiologyYL2017YL
dlYLghkjZghlk

5.2 5

52 XyrdLisLpredominantlyLinvolvedLinLxylanLdegradationLandLxyloseLcatabolismaLBiotechnologyefore
BiofuelsYL2019YLdeYLeec 7.8 5

51 tccumulationLofLrecalcitrantLxylanLinLmushroomZcompostLisLdueLtoLaLlackLofLxylanLsubstituentL
removingLenzymeLactivitiesLofLtgaricusLbisporusaLCarbohydrateePolymersYL2015YLdfeYLfhlZik 10.3 5

50 vooperationLofLtspergillusLnidulansLenzymesLincreasesLplantLpolysaccharideLsaccharificationaL
BiotechnologyeJournalYL2016YLddYLlkkZle 5.6 5

49 SexualLcrossingLofLthermophilicLfungusLMyceliophthoraLheterothallicaLimprovedLenzymaticL
degradationLofLsugarLbeetLpulpaLBiotechnologyeforeBiofuelsYL2016YLlYLgd 7.8 5

48 wisruptionLofLtheLLZarabitolLdehydrogenaseLencodingLgeneLinLtspergillusLtubingensisLresultsLinL
increasedLxylanaseLproductionaLBiotechnologyeJournalYL2013YLkYLlchZdd 5.6 5

47 tLsingleLaminoLacidLchangeLUYfdkyVLinLtheLLZarabitolLdehydrogenaseLULadtVLfromLtspergillusLnigerL
resultsLinLaLsignificantLincreaseLinLaffinityLforLwZsorbitolaLBMCeMicrobiologyYL2009YLlYLdii 4.5 5

46
TheLfaetLgeneLfromLtspergillusLnigerLencodingLaLferuloylLesteraseLwithLactivityLonLxylanLandLpectinL
isLsubjectLtoLaLcomplexLsystemLofLregulationaLJournaleofetheeScienceeofeFoodeandeAgricultureYL1999YL
jlYLggfZggi

4.3 5

45 xvolutionaryLadaptationLofLtspergillusLnigerLforLincreasedLferulicLacidLtoleranceaLJournaleofeAppliede
MicrobiologyYL2020YLdekYLjfhZjgi 4.7 5

44 RevisitingLaLTsimpleTLfungalLmetabolicLpathwayLrevealsLredundancyYLcomplexityLandLdiversityaL
MicrobialeBiotechnologyYL2021YLdgYLehehZehfj 6.3 5

43 MolecularLengineeringLtoLimproveLlignocellulosicLbiomassLbasedLapplicationsLusingLfilamentousL
fungiaLAdvanceseineAppliedeMicrobiologyYL2021YLddgYLjfZdcl 4.9 5

42 yromLlignocelluloseLtoLplasticsmLβnowledgeLtransferLonLtheLdegradationLapproachesLbyLfungiaL
BiotechnologyeAdvancesYL2021YLhcYLdcjjjc 17.8 5

41 vretZmediatedLrepressionLofLgeneLexpressionLoccursLatLlowLmonosaccharideLlevelsLduringLfungalL
plantLbiomassLconversionLinLaLtimeLandLsubstrateLdependentLmanneraLCelleSurfaceYL2021YLjYLdccchc 4.8 5

40 zenomeLSequenceLofLtheLuasidiomyceteLWhiteZRotLyungusLyuvvjfhaLGenomeeAnnouncementsYL
2017YLhYL 4

39 wraftLzenomeLSequenceLofLtheLuasidiomyceteLWhiteZRotLyungusLPhlebiaLcentrifugaaLGenomee
AnnouncementsYL2018YLiYL 4

38 tLsenescenceZdelayingLpreZcultureLmediumLforLtranscriptomicsLofLPodosporaLanserinaaLJournaleofe
MicrobiologicaleMethodsYL2018YLdgiYLffZfi 2.8 4

37 MixturesLofLaromaticLcompoundsLinduceLligninolyticLgeneLexpressionLinLtheLwoodZrottingLfungusL
wichomitusLsqualensaLJournaleofeBiotechnologyYL2020YLfckYLfhZfl 3.7 4

(2020-2018)
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36 ulockingLutilizationLofLmajorLplantLbiomassLpolysaccharidesLleadsLtspergillusLnigerLtowardsL
utilizationLofLminorLcomponentsaLMicrobialeBiotechnologyYL2021YLdgYLdikfZdilk 6.3 4

35 TranscriptomeLanalysisLofLtspergillusLnigerLxlnRLandLxkitLmutantsLgrownLonLcornLStoverLandL
soybeanLhullsLrevealsLaLhighlyLcomplexLregulatoryLnetworkaLBMCeGenomicsYL2019YLecYLkhf 4.5 4

34
OverexpressionYLpurificationLandLcharacterisationLofLhomologousL˛–ZLZarabinofuranosidaseLandL
endoZdYgZ˛†ZwZglucanaseLinLtspergillusLvadensisaLJournaleofeIndustrialeMicrobiologyeandeBiotechnology
YL2014YLgdYLdiljZjck

4.2 3

33 yungalLxylanolyticLenzymesmLwiversityLandLapplicationsaLBioresourceeTechnologyYL2022YLfggYLdeielc 11 3

32 tspergillusmLzenomicsLofLaLvosmopolitanLyungusaLSoileBiologyYL2013YLklZdei 1 2

31 yungalLLigninolyticLxnzymesLandLTheirLtpplicationsL2017YLdcglZdcid 2

30 xvolutionaryLtdaptationLasLaLToolLtoLzenerateLTargetedLMutantLStrainsLasLxvidenceLbyL ncreasedL
 nulinaseLProductionLinLtspergillusLoryzaeL2016YLdklZdli 2

29 RoleLofLMicrobialLvulturesLandLxnzymesLwuringLvheeseLProductionLandLRipeningaLAdvanceseine
MedicaleTechnologieseandeClinicalePracticeeBookeSeriesYL2018YLdkeZecf 0.3 2

28 XylitolLproductionLfromLplantLbiomassLbyLtspergillusLnigerLthroughLmetabolicLengineeringaL
BioresourceeTechnologyYL2022YLfggYLdeidll 11 2

27 vharacterizationLofLdZxyloseLreductaseYLXyruYLfromaLBiotechnologyeReportsemAmsterdamreNetherlandsn
YL2021YLfcYLeccidc 5.3 2

26 ’omologousLandL’eterologousLxxpressionLofLuasidiomyceteLzenesLRelatedLtoLPlantLuiomassL
wegradationaLFungaleBiologyYL2016YLddlZdic 2.3 2

25 lZtrabinoseLinducesLdZgalactoseLcatabolismLviaLtheLLeloirLpathwayLinLtspergillusLnidulansaLFungale
GeneticseandeBiologyYL2019YLdefYLhfZhl 3.9 2

24 zeneticLxngineeringLforLStrainL mprovementLinLyilamentousLyungiL2021YLgklZhcg 2

23 TheLchimericLzaaRZXlnRLtranscriptionLfactorLinducesLpectinolyticLactivitiesLinLtheLpresenceLofL
wZxyloseLinLtspergillusLnigeraLAppliedeMicrobiologyeandeBiotechnologyYL2021YLdchYLhhhfZhhig 5.7 2

22 TheLvultivationLMethodLtffectsLtheLTranscriptomicLResponseLofLtspergillusLnigerLtoLzrowthLonL
SugarLueetLPulpaLMicrobiologyeSpectrumYL2021YLlYLecdciged 8.9 2

21 wraftLzenomeLSequenceLofaLGenomeeAnnouncementsYL2018YLiYL 1

20 xvolutionaryLtdaptationLtoLzenerateLMutantsaLMethodseineMoleculareBiologyYL2018YLdjjhYLdffZdfj 1.4 1

19 MoldZRipenedLandLRawLMilkLvheesesmLProductionYLRisksYLandLuenefitsLtoL’umanL’ealthL2017YLfhfZfid 1
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18 vomparativeLcharacterizationLofLnineLnovelLz’hdYLz’hgLandLz’ieL˛–ZLZarabinofuranosidasesLfromL
PenicilliumLsubrubescensaaLFEBSeLettersYL2022YL 3.8 1

17 zlycosideL’ydrolaseLfamilyLfcLharborsLfungalLsubfamiliesLwithLdistinctLpolysaccharideLspecificitiesaaL
NeweBiotechnologyYL2021YLijYLfeZgd 6.4 1

16 U’emiZVvelluloseLwegradingLxnzymesLandLTheirLxncodingLzenesLfromLtspergillusLandLTrichodermaL
2011YLfgdZfhh 1

15 zeneticLbarcodesLallowLtraceabilityLofLvR SPRbvaslZderivedLtspergillusLnigerLstrainsLwithoutL
affectingLtheirLfitnessaLCurrenteGeneticsYL2021YLijYLijfZikg 2.9 1

14 ReZroutingLofLSugarLvatabolismLProvidesLaLuetterL nsightL ntoLyungalLylexibilityLinLUsingLPlantL
uiomassZwerivedLMonomersLasLSubstratesaLFrontierseineBioengineeringeandeBiotechnologyYL2021YLlYLiggedi5.8 1

13 VanillicLacidLandLmethoxyhydroquinoneLproductionLfromLguaiacylLunitsLandLrelatedLaromaticL
compoundsLusingLtspergillusLnigerLcellLfactoriesaLMicrobialeCelleFactoriesYL2021YLecYLdhd 6.4 1

12 UnravelingLtheLregulationLofLsugarLbeetLpulpLutilizationLinLtheLindustriallyLrelevantLfungusLaaLIScience
YL2022YLehYLdcgcih 6.1 1

11 MachineLlearningLpredictionLofLnovelLpectinolyticLenzymesLinLthroughLintegratingLheterogeneousL
UpostZVLgenomicsLdataaLMicrobialeGenomicsYL2021YLjYL 4.4 1

10
z’dcLandLz’ddLendoxylanasesLinLPenicilliumLsubrubescensmLvomparativeLcharacterizationLandL
synergyLwithLz’hdYLz’hgYLz’ieL˛–ZLZarabinofuranosidasesLfromLtheLsameLfungusaLNewe
BiotechnologyYL2022YLjcYLkgZle

6.4 1

9 tspergilliLandLuiomassZwegradingLyungiL2013YLifZkj 0

8 vhemicalLandLthermalLstabilityLofLferulicLacidLUferuloylVLesterasesLfromLtspergillusaLProgresseine
BiotechnologyYL1998YLgdZgi 0

7 yungalLglycosideLhydrolaseLfamilyLggLxyloglucanasesLareLrestrictedLtoLtheLphylumLuasidiomycotaL
andLshowLaLdistinctLxyloglucanLcleavageLpatternaaLIScienceYL2022YLehYLdcfiii 6.1 0

6 wetailedLanalysisLofLtheLwZgalactoseLcatabolicLpathwaysLinLtspergillusLnigerLrevealsLcomplexityLatL
bothLmetabolicLandLregulatoryLlevelaaLFungaleGeneticseandeBiologyYL2022YLdhlYLdcfijc 3.9 0

5 varbonLutilizationLandLgrowthZinhibitionLofLcitrusZcolonizingLPhyllostictaLspeciesaLFungaleBiologyYL
2021YLdehYLkdhZkeh 2.8 0

4 TemporalLmicrobiotaLandLbiochemicalLprofilesLduringLproductionLandLripeningLofLwivleLvaveLcheeseaL
InternationaleJournaleofeDairyeTechnologyYL2018YLjdYLllZdci 3.7

3  ntroductionmLOverviewLofLyungalLzenomicsaLMethodseineMoleculareBiologyYL2018YLdjjhYLdZj 1.4

2 wegradationLofL’omocyclicLtromaticLvompoundsLbyLyungiL2021YLgjjZgkk

1 uioinformaticsLtpproachesLforLyungalLuiotechnologyL2021YLhfiZhhg
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