
Eliana G Stehling

ListkofkPublicationskbykCitations

Source:khttps://exaly.com/author-pdf/4484339/eliana-g-stehling-publications-by-citations.pdf

Version:k2024-04-28k

Thiskdocumentkhaskbeenkgeneratedkbasedkonkthekpublicationskandkcitationskrecordedkbykexaly.com.kFork

theklatestkversionkofkthiskpublicationklistykvisitktheklinkkgivenkabove.

ThekthirdkcolumnkiskthekimpactkfactorktIFukofkthekjournalykandkthekfourthkcolumnkisktheknumberkofk

citationskofkthekarticle.

99
papers

949
citations

16
h-index

24
g-index

104
ext. papers

1,258
ext. citations

3.7
avg, IF

4.76
L-index



n Paper IF Citations

99 wharacterizationNofNαcmzNofNtheNtypeNVαNsecretionNsystemNinNanNavianNpathogenicNyscherichiaNcoliN
VuPywWNstrainbNMicrobiologyclUnitedcKingdommZN2011ZNeikZNfmihafmjf 2.9 58

98 uquaticNenvironmentsNpollutedNwithNantibioticsNandNheavyNmetalsnNaNhumanNhealthNhazardbN
EnvironmentalcSciencecandcPollutioncResearchZN2014ZNfeZNilkgal 5.1 54

97
StudyNofNbiologicalNcharacteristicsNofNPseudomonasNaeruginosaNstrainsNisolatedNfromNpatientsNwithN
cysticNfibrosisNandNfromNpatientsNwithNextraapulmonaryNinfectionsbNBraziliancJournalcofcInfectiousc
DiseasesZN2008ZNefZNljal

2.8 34

96 VirulenceNfactorsNofNavianNpathogenicNyscherichiaNcoliNVuPywWbNPesquisacVeterinariacBrasileiraZN2009ZN
fmZNhkmahlj 0.4 32

95 TranscriptionNprofileNofNTrichophytonNrubrumNconidiaNgrownNonNkeratinNrevealsNtheNinductionNofNanN
adhesinalikeNproteinNgeneNwithNaNtandemNrepeatNpatternbNBMCcGenomicsZN2016ZNekZNfhm 4.5 31

94 SubpathotypesNofNuvianNPathogenicNyscherichiaNcoliNVuPywWNyxistNasNxefinedNbyNtheirNSyndromesNandN
VirulenceNTraitsbNOpencMicrobiologycJournalZN2011ZNiZNiiajh 0.8 27

93
MutationsNinNNalwNinduceNMexuvaOprMNoverexpressionNresultingNinNhighNlevelNofNaztreonamN
resistanceNinNenvironmentalNisolatesNofNPseudomonasNaeruginosabNFEMScMicrobiologycLettersZN2016ZN
gjgZN

2.9 24

92 udhesionNpropertiesZNfimbrialNexpressionNandNPwRNdetectionNofNadhesinarelatedNgenesNofNavianN
yscherichiaNcoliNstrainsbNVeterinarycMicrobiologyZN2005ZNedjZNfkiali 3.3 23

91 αsolationNofNaNpolyethyleneNdegradingNPaenibacillusNspbNfromNaNlandfillNinNvrazilbNArchivescofc
MicrobiologyZN2019ZNfdeZNjmmakdh 3 22

90 uNminiareviewnNcurrentNadvancesNinNpolyethyleneNbiodegradationbNWorldcJournalcofcMicrobiologycandc
BiotechnologyZN2020ZNgjZNgf 4.4 22

89 xegradationNofNatrazineNbyNPseudomonasNspbNandNuchromobacterNspbNisolatedNfromNvrazilianN
agriculturalNsoilbNInternationalcBiodeteriorationcandcBiodegradationZN2018ZNegdZNekaff 4.8 22

88 PathogenicNpotentialNandNgeneticNdiversityNofNenvironmentalNandNclinicalNisolatesNofNPseudomonasN
aeruginosabNApmisZN2014ZNeffZNmfaedd 3.4 22

87 αsolationNandNcharacterizationNofNaNPseudomonasNaeruginosaNfromNaNvirginNvrazilianNumazonNregionN
withNpotentialNtoNdegradeNatrazinebNEnvironmentalcSciencecandcPollutioncResearchZN2014ZNfeZNegmkhal 5.1 21

86 ResistanceNtoNgentamicinNandNrelatedNaminoglycosidesNinNStaphylococcusNaureusNisolatedNinNvrazilbN
LetterscincAppliedcMicrobiologyZN1999ZNfmZNemkafde 2.9 21

85
PrevalenceNofNgyruNMutationsNinNNalidixicNucidaResistantNStrainsNofNSalmonellaNynteritidisNαsolatedN
fromNãumansZNzoodZNwhickensZNandNtheNzarmNynvironmentNinNvrazilbNMicrobialcDrugcResistanceZN2017ZN
fgZNhfeahfl

2.9 18

84 ãighNlevelNofNresistanceNtoNaztreonamNandNticarcillinNinNPseudomonasNaeruginosaNisolatedNfromNsoilN
ofNdifferentNcropsNinNvrazilbNSciencecofcthecTotalcEnvironmentZN2014ZNhkgahkhZNeiial 10.2 17

83 MolecularNtypingNandNbiologicalNcharacteristicsNofNPseudomonasNaeruginosaNisolatedNfromNcysticN
fibrosisNpatientsNinNvrazilbNBraziliancJournalcofcInfectiouscDiseasesZN2010ZNehZNhjfahjk 2.8 16

Eliana G Stehling

2



82 uNzatalNvacteremiaNwausedNbyNãypermucousviscousNKPwafNProducingNyxtensivelyNxrugaResistantN
KjhaSTeeNinNvrazilbNFrontierscincMedicineZN2018ZNiZNfji 4.9 16

81 ulternativeNbiodegradationNpathwayNofNtheNherbicideNdiuronbNInternationalcBiodeteriorationcandc
BiodegradationZN2019ZNehgZNedhkej 4.8 15

80
xetectionNofNdifferentN˛†alactamasesNencodingNgenesZNincludingNblaZNandNplasmidamediatedN
quinoloneNresistanceNgenesNinNdifferentNwaterNsourcesNfromNvrazilbNEnvironmentalcMonitoringcandc
AssessmentZN2018ZNemdZNhdk

3.1 15

79 wharacterizationNofNaNplasmidaencodedNadhesinNofNanNavianNpathogenicNyscherichiaNcoliNVuPywWNstrainN
isolatedNfromNaNcaseNofNswollenNheadNsyndromeNVSãSWbNVeterinarycMicrobiologyZN2003ZNmiZNeeeafd 3.3 15

78 ãeavyNmetalNresistanceNandNvirulenceNprofileNinNPseudomonasNaeruginosaNisolatedNfromNvrazilianN
soilsbNApmisZN2016ZNefhZNjleal 3.4 15

77 SpreadNofNmultidrugaresistantNhighariskNKlebsiellaNpneumoniaeNclonesNinNaNtertiaryNhospitalNfromN
southernNvrazilbNInfectionpcGeneticscandcEvolutionZN2017ZNijZNeak 4.5 14

76 yvaluationNofNdifferentNmolecularNandNphenotypicNmethodsNforNidentificationNofNenvironmentalN
vurkholderiaNcepaciaNcomplexbNWorldcJournalcofcMicrobiologycandcBiotechnologyZN2019ZNgiZNgm 4.4 14

75 OccurrenceNandNabundanceNofNclinicallyNrelevantNantimicrobialNresistanceNgenesNinNenvironmentalN
samplesNafterNtheNvrumadinhoNdamNdisasterZNvrazilbNSciencecofcthecTotalcEnvironmentZN2020ZNkfjZNegledd 10.2 14

74 xeterminationNofNtheNclonalNstructureNofNavianNyscherichiaNcoliNstrainsNbyNisoenzymeNandNribotypingN
analysisbNZoonosescandcPubliccHealthZN2003ZNidZNjgam 14

73
xetectionNofNvirulenceNandN˛†alactamaseNencodingNgenesNinNynterobacterNaerogenesNandN
ynterobacterNcloacaeNclinicalNisolatesNfromNvrazilbNBraziliancJournalcofcMicrobiologyZN2018ZNhmNSupplN
eZNffhaffl

2.2 14

72
MolecularNtypingNofNmethicillinaresistantNStaphylococcusNaureusNVMRSuWNstrainsNisolatedNinNtwoN
metropolitanNareasNofNSˆ£oNPauloNStateZNsoutheastNvrazilbNBraziliancJournalcofcInfectiouscDiseasesZN
2009ZNegZNejiam

2.8 13

71 GenomicNinsightsNintoNmultidrugaresistantNandNhypervirulentNKlebsiellaNpneumoniaeNcoaharboringN
metalNresistanceNgenesNinNaquaticNenvironmentsbNEcotoxicologycandcEnvironmentalcSafetyZN2020ZNfdeZNeedklf7 11

70 xetectionNofN˛†alactamaseNencodingNgenesNinNfecesZNsoilNandNwaterNfromNaNvrazilianNpigNfarmbN
EnvironmentalcMonitoringcandcAssessmentZN2018ZNemdZNkj 3.1 11

69 LookingNoverNtoxinaKVYWNchannelNinteractionsbNwluesNfromNtheNstructuralNandNfunctionalN
characterizationNofN˛–aKTxNtoxinNTcgfZNaNKvebgNchannelNblockerbNBiochemistryZN2012ZNieZNelliamh 3.2 11

68 untimicrobialNresistanceZNplasmidsNandNclassNeNandNfNintegronsNoccurringNinNPseudomonasN
aeruginosaNisolatedNfromNvrazilianNaquaticNenvironmentsbNWatercSciencecandcTechnologyZN2013ZNjkZNeehham2.2 11

67 αmpactNofNutrazineNyxposureNonNtheNMicrobialNwommunityNStructureNinNaNvrazilianNTropicalNLatosolN
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isolatedNfromNvrazilianNsoilsbNJournalcofcAppliedcMicrobiologyZN2018ZNefiZNidjaief 4.7 7

51 LuwTOvuwαLLUSNuwαxOPãαLUSNxywRyuSySNSuLMONyLLuNTYPãαMURαUMNαNVuSαONNαNNVαVObN
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VLoxodontaNafricanaWbNVeterinarycMicrobiologyZN2020ZNfieZNedlmdm

3.3 5

43 PresenceNofNwolistinNResistanceNmcrahNGeneNandNwlinicallyNRelevantNuntimicrobialNResistanceNGenesN
inNSandNSamplesNfromNaNPublicNveachbNWaterpcAirpcandcSoilcPollutionZN2020ZNfgeZNe 2.6 5

42 zirstNreportNofNtheNblaVαMNgeneNinNenvironmentalNisolatesNofNvuttiauxellaNspbNApmisZN2015ZNefgZNgfjam 3.4 5

41 MolecularNepidemiologyNofNShigellaNsppNstrainsNisolatedNinNtwoNdifferentNmetropolitamNareasNofN
southeastNvrazilbNBraziliancJournalcofcMicrobiologyZN2009ZNhdZNjliajmf 2.2 5
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