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42 GenomeiwideSassociationSstudySofScirculatingSinterleukinSrSlevelsSidentifiesSnovelSlocijSHumanl
MolecularlGeneticshS2021hSolhSouoiplu 5.6 6

41 AnalysisSofStheSgeneticSvariantsSassociatedSwithScirculatingSlevelsSofSsgpmoljSResultsSfromStheS
IMPROVESstudyjSGeneslandlImmunityhS2020hSnmhSmllimlt 4.4 3

40 AssociationsSofSautozygositySwithSaSbroadSrangeSofShumanSphenotypesjSNaturelCommunicationshS
2019hSmlhSpuqs 17.4 40

39 GWASSandScolocalizationSanalysesSimplicateScarotidSintimaimediaSthicknessSandScarotidSplaqueSlociS
inScardiovascularSoutcomesjSNaturelCommunicationshS2018hSuhSqmpm 17.4 64

38 GenomeiwideSassociationSstudySwithSadditionalSgeneticSandSpostitranscriptionalSanalysesSrevealsS
novelSregulatorsSofSplasmaSfactorSXISlevelsjSHumanlMolecularlGeneticshS2017hSnrhSrosirpu 5.6 27

37 GenomeiwideSmetaianalysisSofSnpmhnqtSadultsSaccountingSforSsmokingSbehaviourSidentifiesSnovelS
lociSforSobesityStraitsjSNaturelCommunicationshS2017hSthSmpuss 17.4 105

36 AnSExpandedSGenomeiWideSAssociationSStudySofSTypeSnSDiabetesSinSEuropeansjSDiabeteshS2017hSrrhSntttinuln0.9 414

35
ImpactSofScommonSgeneticSdeterminantsSofSHemoglobinSAmcSonStypeSnSdiabetesSriskSandSdiagnosisS
inSancestrallySdiverseSpopulationsvSAStransethnicSgenomeiwideSmetaianalysisjSPLoSlMedicinehS2017hS
mphSemllnoto

11.6 223

34 FastSandSgeneralStestsSofSgeneticSinteractionSforSgenomeiwideSassociationSstudiesjSPLoSl
ComputationallBiologyhS2017hSmohSemllqqqr 5 1

33 MappingSofSsuSlociSforStoSplasmaSproteinSbiomarkersSinScardiovascularSdiseasejSPLoSlGeneticshS2017hS
mohSemllrslr 6 102

32
IdentificationSofSaSnovelSproinsuliniassociatedSSNPSandSdemonstrationSthatSproinsulinSisSunlikelyStoS
beSaScausalSfactorSinSsubclinicalSvascularSremodellingSusingSMendelianSrandomisationjS
AtherosclerosishS2017hSnrrhSmurinlp

3.1 2

31 ASmetaianalysisSofSmnlSnprSindividualsSidentifiesSmtSnewSlociSforSfibrinogenSconcentrationjSHumanl
MolecularlGeneticshS2016hSnqhSoqtisl 5.6 54

30 GeneticSlociSonSchromosomeSqSareSassociatedSwithScirculatingSlevelsSofSinterleukiniqSandSeosinophilS
countSinSaSEuropeanSpopulationSwithShighSriskSforScardiovascularSdiseasejSCytokinehS2016hStmhSmiu 4 11

29 DiscoverySandSrefinementSofSgeneticSlociSassociatedSwithScardiometabolicSriskSusingSdenseS
imputationSmapsjSNaturelGeneticshS2016hSpthSmoloimomn 36.3 51

28 SolubleSCDuoSIsSInvolvedSinSMetabolicSDysregulationSbutSDoesSNotSInfluenceSCarotidSIntimaiMediaS
ThicknessjSDiabeteshS2016hSrqhSntttiuu 0.9 6

27 AnalysisSwithStheSexomeSarraySidentifiesSmultipleSnewSindependentSvariantsSinSlipidSlocijSHumanl
MolecularlGeneticshS2016hSnqhSplupipmlr 5.6 14

26 DirectionalSdominanceSonSstatureSandScognitionSin´ diverseShumanSpopulationsjSNaturehS2015hSqnohSpquiprn50.4 119
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25 IntegratingSSequenceSEvolutionSintoSProbabilisticSOrthologySAnalysisjSSystematiclBiologyhS2015hSrphSuruitn8.4 16

24 SexiSpecificSEffectsSofSAdiponectinSonSCarotidSIntimaiMediaSThicknessSandSIncidentSCardiovascularS
DiseasejSJournalloflthelAmericanlHeartlAssociationhS2015hSphSellmtqo 6 25

23 GeneticSfineSmappingSandSgenomicSannotationSdefinesScausalSmechanismsSatStypeSnSdiabetesS
susceptibilitySlocijSNaturelGeneticshS2015hSpshSmpmqinq 36.3 292

22 HMGicoenzymeSASreductaseSinhibitionhStypeSnSdiabeteshSandSbodyweightvSevidenceSfromSgeneticS
analysisSandSrandomisedStrialsjSLancet,lThehS2015hSotqhSoqmirm 40 409

21 RareSandSlowifrequencySvariantsSandStheirSassociationSwithSplasmaSlevelsSofSfibrinogenhSFVIIhSFVIIIhS
andSvWFjSBloodhS2015hSmnrhSemuinu 2.2 45

20 TheSInfluenceSofSAgeSandSSexSonSGeneticSAssociationsSwithSAdultSBodySSizeSandSShapevSAS
LargeiScaleSGenomeiWideSInteractionSStudyjSPLoSlGeneticshS2015hSmmhSemllqost 6 220

19 DiscoveringSGeneticSInteractionsSinSLargeiScaleSAssociationSStudiesSbySStageiwiseSLikelihoodSRatioS
TestsjSPLoSlGeneticshS2015hSmmhSemllqqln 6 4

18 NewSgeneticSlociSlinkSadiposeSandSinsulinSbiologyStoSbodySfatSdistributionjSNaturehS2015hSqmthSmtsimur 50.4 920

17 LowifrequencySandSrareSexomeSchipSvariantsSassociateSwithSfastingSglucoseSandStypeSnSdiabetesS
susceptibilityjSNaturelCommunicationshS2015hSrhSqtus 17.4 147

16 PlasmaSILiqSconcentrationSandSsubclinicalScarotidSatherosclerosisjSAtherosclerosishS2015hSnouhSmnqiol 3.1 29

15 ASBayesianSmethodSforSanalyzingSlateralSgeneStransferjSSystematiclBiologyhS2014hSrohSpluinl 8.4 54

14 PlasmaSautoantibodiesSagainstSapolipoproteinSBimllSpeptideSnmlSinSsubclinicalSatherosclerosisjS
AtherosclerosishS2014hSnonhSnpnit 3.1 22

13 LowSlevelsSofSIgMSantibodiesSagainstSphosphorylcholineSareSassociatedSwithSfastScarotidSintimaS
mediaSthicknessSprogressionSandScardiovascularSriskSinSmenjSAtherosclerosishS2014hSnorhSoupiu 3.1 19

12 GenomeiwideStransiancestrySmetaianalysisSprovidesSinsightSintoStheSgeneticSarchitectureSofStypeSnS
diabetesSsusceptibilityjSNaturelGeneticshS2014hSprhSnopipp 36.3 784

11 NoSevidenceSforSgenomeiwideSinteractionsSonSplasmaSfibrinogenSbySsmokinghSalcoholSconsumptionS
andSbodySmassSindexvSresultsSfromSmetaianalysesSofStlhrlsSsubjectsjSPLoSlONEhS2014hSuhSemmmmqr 3.7 5

10 GenPhyloDatavSrealisticSsimulationSofSgeneSfamilySevolutionjSBMClBioinformaticshS2013hSmphSnlu 3.6 29

9 CausalSrelevanceSofSbloodSlipidSfractionsSinStheSdevelopmentSofScarotidSatherosclerosisvSMendelianS
randomizationSanalysisjSCirculation:lCardiovascularlGeneticshS2013hSrhSroisn 32

8 TheSinterleukinirSreceptorSasSaStargetSforSpreventionSofScoronarySheartSdiseasevSaSmendelianS
randomisationSanalysisjSLancet,lThehS2012hSosuhSmnmpinp 40 658
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7 IdentificationSofStheSBCARmiCFDPmiTMEMmslASlocusSasSaSdeterminantSofScarotidSintimaimediaS
thicknessSandScoronarySarterySdiseaseSriskjSCirculation:lCardiovascularlGeneticshS2012hSqhSrqrirq 35

6 ProbabilisticSorthologySanalysisjSSystematiclBiologyhS2009hSqthSpmminp 8.4 37

5 SimultaneousSBayesianSgeneStreeSreconstructionSandSreconciliationSanalysisjSProceedingsloflthel
NationallAcademyloflSciencesloflthelUnitedlStatesloflAmericahS2009hSmlrhSqsmpiu 11.5 130

4 primetvvSaSviewerSforSreconciledStreesjSBMClBioinformaticshS2007hSthSmpt 3.6 17

3 GeneStreeSreconstructionSandSorthologySanalysisSbasedSonSanSintegratedSmodelSforSduplicationsSandS
sequenceSevolutionS2004hS 69

2 BayesianSgenekspeciesStreeSreconciliationSandSorthologySanalysisSusingSMCMCjSBioinformaticshS2003hS
muSSupplSmhSisimq 7.2 119

1 SpeciesStreeiawareSsimultaneousSreconstructionSofSgeneSandSdomainSevolution 2
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