
Isabel Garcˆ›a Fernˆ¡ndez

ListhofhPublicationshbyhYearhinh
DescendinghOrder

Source:hhttps:yyexalyxcomyauthorvpdfy448124yisabelvgarciavfernandezvpublicationsvbyvyearxpdf

Version:h2z24vz4v27h

ThishdocumenthhashbeenhgeneratedhbasedhonhthehpublicationshandhcitationshrecordedhbyhexalyxcomxhForh

thehlatesthversionhofhthishpublicationhlistuhvisiththehlinkhgivenhabovex

ThehthirdhcolumnhishthehimpacthfactorhpIFrhofhthehjournaluhandhthehfourthhcolumnhishthehnumberhofh

citationshofhtheharticlex

104
papers

2,697
citations

28
h-index

47
g-index

107
ext. papers

3,179
ext. citations

3.9
avg, IF

4.72
L-index



k Paper IF Citations

104 éatalNcasesNofNbovineNanaplasmosisNinNaNherdNinfectedNwithNdifferentNxnaplasmaNmarginaleN
genotypesNinNsouthernNSpaineNTickscandcTickrbornecDiseasescN2022cNhjcNhghomk 3.6 0

103 TheNantibodyNresponseNtoNtheNglycanN˛–dαalNcorrelatesNwithNzOVI’dhpNdiseaseNsymptomseNJournalcofc
MedicalcVirologycN2021cNpjcNigmldignl 19.7 14

102 zharacterizationNofNtheNantid˛–dαalNantibodyNprofileNinNassociationNwithNαuillaindyarrˆ'NsyndromecN
implicationsNforNtickdrelatedNallergicNreactionseNTickscandcTickrbornecDiseasescN2021cNhicNhghmlh 3.6 5

101 ’etectionNofNnewNzrimeandzongoNhaemorrhagicNfeverNvirusNgenotypesNinNticksNfeedingNonNdeerNandN
wildNboarcNSpaineNTransboundarycandcEmergingcDiseasescN2021cNmocNppjdhggg 4.2 14

100 MicrobialNcommunityNofNHyalommaNlusitanicumNisNdominatedNbyNéranciselladlikeNendosymbionteNTicksc
andcTickrbornecDiseasescN2021cNhicNhghmik 3.6 4

99 ’etectionNofNenvironmentalNSxRSdzoVdiNRNxNinNaNhighNprevalenceNsettingNinNSpaineNTransboundaryc
andcEmergingcDiseasescN2021cNmocNhkondhkpi 4.2 21

98 zharacterizationNbyNQuantitativeNSerumNProteomicsNofNImmunedRelatedNPrognosticNyiomarkersNforN
zOVI’dhpNSymptomatologyeNFrontierscincImmunologycN2021cNhicNnjgnhg 8.4 4

97 xNdatasetNforNtheNanalysisNofNantibodyNresponseNtoNglycanNalphadαalNinNindividualsNwithN
immunedmediatedNdisorderseNFvuuuResearchcN2020cNpcNhjmm 3.6 4

96 MultidlevelNanalysisNofNexposureNtoNtriazoleNfungicidesNthroughNtreatedNseedNingestionNinNtheN
reddleggedNpartridgeeNEnvironmentalcResearchcN2020cNhopcNhgppio 7.9 7

95 xNdatasetNforNtheNanalysisNofNantibodyNresponseNtoNglycanNalphadαalNinNindividualsNwithN
immunedmediatedNdisorderseNFvuuuResearchcN2020cNpcNhjmm 3.6 2

94 TickNandNHostN’erivedNzompoundsN’etectedNinNtheNzementNzomplexNSubstanceeNBiomoleculescN2020
cNhgcN 5.9 22

93 zomparativeNProteomicNxnalysisNofNsensuNlatoNVxcariqNIxodidaeWNTropicalNandNTemperateNLineagesqN
UncoveringN’ifferencesN’uringNInfectioneNFrontierscincCellularcandcInfectioncMicrobiologycN2020cNhgcNmhhhhj5.9 3

92
xNmetaproteomicsNapproachNrevealsNchangesNinNmandibularNlymphNnodeNmicrobiotaNofNwildNboarN
naturallyNexposedNtoNanNincreasingNtrendNofNMycobacteriumNtuberculosisNcomplexNinfectioneN
TuberculosiscN2019cNhhkcNhgjdhhi

2.6 2

91 MolecularNidentificationNofNspottedNfeverNgroupNRickettsiaNinNticksNcollectedNfromNdogsNandNsmallN
ruminantsNinNαreeceeNExperimentalcandcAppliedcAcarologycN2019cNnocNkihdkjg 2.1 3

90 SerumNhaptoglobinNresponseNinNredNdeerNnaturallyNinfectedNwithNtuberculosiseNComparativec
ImmunologypcMicrobiologycandcInfectiouscDiseasescN2019cNmkcNildjg 2.6 4

89 zlinicalNgamasoidosisNandNantibodyNresponseNinNtwoNpatientsNinfestedNwithNOrnithonyssusNbursaN
VxcariqNαamasidaqNMacronyssidaeWeNExperimentalcandcAppliedcAcarologycN2019cNnocNllldlmk 2.1 9

88 zharacterizationNofNtheNbacterialNmicrobiotaNinNwilddcaughtNIxodesNventalloieNTickscandcTickrbornec
DiseasescN2019cNhgcNjjmdjkj 3.6 14
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87 RedNdeerNinNIberiaqNMolecularNecologicalNstudiesNinNaNsouthernNrefugiumNandNinferencesNonNEuropeanN
postglacialNcolonizationNhistoryeNPLoScONEcN2019cNhkcNegihgioi 3.7 10

86 MolecularNidentificationNofNtickdborneNpathogensNinNticksNcollectedNfromNdogsNandNsmallNruminantsN
fromNαreeceeNExperimentalcandcAppliedcAcarologycN2018cNnkcNkkjdklj 2.1 15

85 xssessingNbatNdroppingsNandNpredatoryNbirdNpelletsNforNvectordborneNbacteriaqNmolecularNevidenceN
ofNbatdassociatedNNeorickettsiaNspeNinNEuropeeNAntoniecVancLeeuwenhoekcN2018cNhhhcNhngndhnhn 2.1 11

84 ’raftNαenomeNSequencesNofNcNcNandNIsolatesNfromN’ifferentNHostseNGenomecAnnouncementscN2018cNmcN 3

83
TickdNandNflydborneNbacteriaNinNungulatesqNtheNprevalenceNofNxnaplasmaNphagocytophilumcN
haemoplasmasNandNrickettsiaeNinNwaterNbuffaloNandNdeerNspeciesNinNzentralNEuropecNHungaryeNBMCc
VeterinarycResearchcN2018cNhkcNpo

2.7 22

82 IdentificationNandNmolecularNcharacterizationNofNspottedNfeverNgroupNrickettsiaeNinNticksNcollectedN
fromNfarmNruminantsNinNLebanoneNTickscandcTickrbornecDiseasescN2018cNpcNhgkdhgo 3.6 13

81 yioticNandNabioticNfactorsNshapeNtheNmicrobiotaNofNwilddcaughtNpopulationsNofNtheNarbovirusNvectorN
zulicoidesNimicolaeNInsectcMolecularcBiologycN2018cNincNokndomh 3.4 11

80 zombinationNofNRTdPzRNandNproteomicsNforNtheNidentificationNofNzrimeandzongoNhemorrhagicNfeverN
virusNinNtickseNHeliyoncN2017cNjcNeggjlj 3.6 9

79 MolecularNsurveyNofNRickettsialNorganismsNinNectoparasitesNfromNaNdogNshelterNinNNorthernNMexicoeN
VeterinarycParasitology:cRegionalcStudiescandcReportscN2017cNhgcNhkjdhko 1.2 2

78 MSPkNandNHSPngNProteinsNxreNInvolvedNinNInteractionsNwithNHostNzellsNduringNPathogenNInfectioneN
FrontierscincCellularcandcInfectioncMicrobiologycN2017cNncNjgn 5.9 17

77 VaccinomicsNxpproachNtoNtheNIdentificationNofNzandidateNProtectiveNxntigensNforNtheNzontrolNofN
TickNVectorNInfestationsNandNInfectioneNFrontierscincCellularcandcInfectioncMicrobiologycN2017cNncNjmg 5.9 21

76 TickdhostNconflictqNimmunoglobulinNENantibodiesNtoNtickNproteinsNinNpatientsNwithNanaphylaxisNtoNtickN
biteeNOncotargetcN2017cNocNigmjgdigmkk 3.3 39

75 EvidenceNofNcodinfectionNwithNMycobacteriumNbovisNandNtickdborneNpathogensNinNaNnaturallyNinfectedN
sheepNflockeNTickscandcTickrbornecDiseasescN2016cNncNjokdp 3.6 3

74 MolecularNidentificationNandNcharacterizationNofNxnaplasmaNplatysNandNEhrlichiaNcanisNinNdogsNinN
MexicoeNTickscandcTickrbornecDiseasescN2016cNncNinmdoj 3.6 32

73 ExpressionNofNEarlyNαrowthNResponseNαenediNandNRegulatedNzytokinesNzorrelatesNwithNRecoveryN
fromNαuillaindyarrˆ'NSyndromeeNJournalcofcImmunologycN2016cNhpmcNhhgidn 5.3 11

72 MolecularNdetectionNofNvectordborneNpathogensNinNwildNandNdomesticNcarnivoresNandNtheirNticksNatN
theNhumandwildlifeNinterfaceeNTickscandcTickrbornecDiseasescN2016cNncNiokdpg 3.6 64

71 αenotypesNofNzoxiellaNburnetiiNinNwildlifeqNdisentanglingNtheNmolecularNepidemiologyNofNaNmultidhostN
pathogeneNEnvironmentalcMicrobiologycReportscN2016cNocNngodnhk 3.7 9

70 MolecularNscreeningNforNxnaplasmataceaeNinNticksNandNtsetseNfliesNfromNEthiopiaeNActacVeterinariac
HungaricacN2016cNmkcNmldng 1 6
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69 IdentificationNandNcharacterizationNofNaNnovelNtickdborneNflavivirusNsubtypeNinNgoatsNVzapraNhircusWNinN
SpaineNJournalcofcGeneralcVirologycN2015cNpmcNhmnmdoh 4.9 13

68 zontributionsNtoNtheNmorphologyNandNphylogenyNofNtheNnewlyNdiscoveredNbatNtickNspeciescNIxodesN
ariadnaeNinNcomparisonNwithNIeNvespertilionisNandNIeNsimplexeNParasitescandcVectorscN2015cNocNkn 4 17

67 MolecularNandNimmunologicalNcharacterizationNofNthreeNstrainsNofNxnaplasmaNmarginaleNgrownNinN
culturedNtickNcellseNTickscandcTickrbornecDiseasescN2015cNmcNliidp 3.6 7

66 HighNdegreeNofNmitochondrialNgeneNheterogeneityNinNtheNbatNtickNspeciesNIxodesNvespertilioniscNIeN
ariadnaeNandNIeNsimplexNfromNEurasiaeNParasitescandcVectorscN2015cNocNkln 4 17

65 RegulationNofNtheNImmuneNResponseNtoN˛–dαalNandNVectordborneN’iseaseseNTrendscincParasitologycN
2015cNjhcNkngdknm 6.4 29

64 InfectionNandNexposureNtoNvectordborneNpathogensNinNruralNdogsNandNtheirNtickscNUgandaeNParasitesc
andcVectorscN2015cNocNjgm 4 19

63 LongdTermN’ynamicsNofNzoxiellaNburnetiiNinNéarmedNRedN’eerNVzervusNelaphusWeNFrontierscinc
VeterinarycSciencecN2015cNicNnk 3.1 7

62 PiroplasmosisNinNwildlifeqNyabesiaNandNTheileriaNaffectingNfreedrangingNungulatesNandNcarnivoresNinN
theNItalianNxlpseNParasitescandcVectorscN2014cNncNng 4 78

61 zontrolNofNtickNinfestationsNandNpathogenNprevalenceNinNcattleNandNsheepNfarmsNvaccinatedNwithNtheN
recombinantNSubolesindMajorNSurfaceNProteinNhaNchimericNantigeneNParasitescandcVectorscN2014cNncNhg 4 27

60 IsolationNandNcharacterizationNofNyabesiaNpecorumNspeNnoveNfromNfarmedNredNdeerNVzervusNelaphusWeN
VeterinarycResearchcN2014cNklcNno 3.8 5

59 UseNofNPercollNgradientsNtoNpurifyNxnaplasmaNmarginaleNVRickettsialesqNxnaplasmataceaeWNfromNtickN
cellNcultureseNTickscandcTickrbornecDiseasescN2014cNlcNlhhdl 3.6 7

58 OralNvaccinationNwithNheatNinactivatedNMycobacteriumNbovisNactivatesNtheNcomplementNsystemNtoN
protectNagainstNtuberculosiseNPLoScONEcN2014cNpcNepogko 3.7 41

57 RedemergenceNofNbovineNpiroplasmosisNinNHungaryqNhasNtheNetiologicalNroleNofNyabesiaNdivergensN
beenNtakenNoverNbyNyeNmajorNandNTheileriaNbuffeliveNParasitescandcVectorscN2014cNncNkjk 4 26

56 xNsystemsNbiologyNapproachNtoNtheNcharacterizationNofNstressNresponseNinN’ermacentorNreticulatusN
tickNunfedNlarvaeeNPLoScONEcN2014cNpcNeoplmk 3.7 33

55 LesserNproteinNdegradationNmachineryNcorrelatesNwithNhigherNyMomNtickNvaccineNefficacyNinN
RhipicephalusNannulatusNwhenNcomparedNtoNRhipicephalusNmicropluseNVaccinecN2013cNjhcNkniodjl 4.1 32

54 NondpetNdogsNasNsentinelsNandNpotentialNsynanthropicNreservoirsNofNtickdborneNandNzoonoticN
bacteriaeNVeterinarycMicrobiologycN2013cNhmncNnggdj 3.3 18

53 HighNprevalenceNofNHepatozoondinfectionNamongNshepherdNdogsNinNaNregionNconsideredNtoNbeNfreeN
ofNRhipicephalusNsanguineuseNVeterinarycParasitologycN2013cNhpmcNhopdpj 2.8 39

52 OptimizingNtheNsamplingNeffortNtoNevaluateNbodyNconditionNinNungulatesqNxNcaseNstudyNonNredNdeereN
EcologicalcIndicatorscN2013cNjgcNmldnh 5.8 18
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51 SexdrelatedNdifferencesNinNbodyNconditionNandNserumNbiochemicalNparametersNinNredNdeerNVzervusN
elaphusWNnaturallyNinfectedNwithNMycobacteriumNboviseNVeterinarycJournalcN2013cNhpocNngidm 2.5 6

50 MolecularNevidenceNofNEhrlichiaNcanisNandNRickettsiaNmassiliaeNinNixodidNticksNofNcarnivoresNfromN
SouthNHungaryeNActacVeterinariacHungaricacN2013cNmhcNkidlg 1 34

49 SynanthropicNbirdsNassociatedNwithNhighNprevalenceNofNtickdborneNrickettsiaeNandNwithNtheNfirstN
detectionNofNRickettsiaNaeschlimanniiNinNHungaryeNVectorrBornecandcZoonoticcDiseasescN2013cNhjcNnndoj 2.4 33

48 PrevalenceNofNtickdborneNpathogensNinNadultN’ermacentorNsppeNticksNfromNnineNcollectionNsitesNinN
éranceeNVectorrBornecandcZoonoticcDiseasescN2013cNhjcNiimdjm 2.4 78

47 SequencingNofNmodernNLepusNV’JNgenesNshowsNthatNtheNusageNofNVHnNgenesNhasNbeenNretainedNinN
bothNOryctolagusNandNLepusNthatNdivergedNhiNmillionNyearsNagoeNImmunogeneticscN2013cNmlcNnnndok 3.2 15

46 SpottedNfeverNgroupNrickettsiaeNinNquestingNtickscNcentralNSpaineNEmergingcInfectiouscDiseasescN2013cN
hpcNhhmjdl 10.2 20

45 UsutuNvirusNinNmigratoryNsongNthrushescNSpaineNEmergingcInfectiouscDiseasescN2013cNhpcNhhnjdl 10.2 34

44 ProteomicsNapproachNtoNtheNstudyNofNcattleNtickNadaptationNtoNwhiteNtailedNdeereNBioMedcResearchc
InternationalcN2013cNighjcNjhpohi 3 10

43 αeneticNcharacterizationNofNzoxiellaNburnetiiNinNxmblyommaNvarigatumNticksNfromNNorthdcentralN
NigeriaqNpublicNhealthNimportanceeNVeterinarycWorldcN2013cNmcNohodoii 1.7 6

42 SexdbiasedNdifferencesNinNtheNeffectsNofNhostNindividualcNhostNpopulationNandNenvironmentalNtraitsN
drivingNtickNparasitismNinNredNdeereNFrontierscincCellularcandcInfectioncMicrobiologycN2013cNjcNij 5.9 10

41 ’iagnosisNofNtuberculosisNinNcamelidsqNoldNproblemscNcurrentNsolutionsNandNfutureNchallengeseN
TransboundarycandcEmergingcDiseasescN2012cNlpcNhdhg 4.2 17

40 xNdatabaseNforNanimalNtuberculosisNVmyco’yeesWNwithinNtheNcontextNofNtheNSpanishNnationalN
programmeNforNeradicationNofNbovineNtuberculosiseNInfectionpcGeneticscandcEvolutioncN2012cNhicNonndoi 4.5 30

39 NoNevidenceNthatNwildNredNdeerNVzervusNelaphusWNonNtheNIberianNPeninsulaNareNaNreservoirNofN
MycobacteriumNaviumNsubspeciesNparatuberculosisNinfectioneNVeterinarycJournalcN2012cNhpicNlkkdm 2.5 8

38 UnexpectedNhighNresponsesNtoNtuberculinNskindtestNinNfarmedNredNdeerqNimplicationsNforNtuberculosisN
controleNPreventivecVeterinarycMedicinecN2012cNhgkcNjindjk 3.1 12

37 MolecularNidentificationNofNtickdborneNpathogensNinNNigerianNtickseNVeterinarycParasitologycN2012cN
honcNlnidn 2.8 44

36 éatalNbovineNanaplasmosisNinNaNherdNwithNnewNgenotypesNofNxnaplasmaNmarginalecNxnaplasmaNovisN
andNconcurrentNhaemoplasmosiseNResearchcincVeterinarycSciencecN2012cNpicNjgdl 2.5 28

35 NaturalNyagazaNvirusNinfectionNinNgameNbirdsNinNsouthernNSpaineNVeterinarycResearchcN2012cNkjcNml 3.8 24

34 RickettsiaNconoriiNIndianNtickNtyphusNstrainNandNReNslovacaNinNhumanscNSicilyeNEmergingcInfectiousc
DiseasescN2012cNhocNhggodhg 10.2 18
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33 LoupingNillNinNgoatscNSpaincNighheNEmergingcInfectiouscDiseasescN2012cNhocNpnmdo 10.2 27

32 éactorsNdrivingNtheNabundanceNofNixodesNricinusNticksNandNtheNprevalenceNofNzoonoticNIeNricinusdborneN
pathogensNinNnaturalNfocieNAppliedcandcEnvironmentalcMicrobiologycN2012cNnocNimmpdnm 4.8 58

31 TheNtestingNseasonNaffectsNredNdeerNskinfoldNincreaseNinNresponseNtoNphytohaemagglutinineN
PreventivecVeterinarycMedicinecN2011cNhggcNnpdoj 3.1 7

30 xssessmentNofNinNvivoNandNinNvitroNtuberculosisNdiagnosticNtestsNinNMycobacteriumNcapraeNnaturallyN
infectedNcaprineNflockseNPreventivecVeterinarycMedicinecN2011cNhggcNhondpi 3.1 14

29 éirstNmolecularNevidenceNofNxnaplasmaNovisNandNRickettsiaNsppeNinNkedsNV’ipteraqNHippoboscidaeWNofN
sheepNandNwildNruminantseNVectorrBornecandcZoonoticcDiseasescN2011cNhhcNhjhpdih 2.4 56

28 EurasianNwildNboarNresponseNtoNskindtestingNwithNmycobacterialNandNnondmycobacterialNantigenseN
PreventivecVeterinarycMedicinecN2010cNpmcNihhdn 3.1 19

27
zomparisonNofNthreeNimmunologicalNdiagnosticNtestsNforNtheNdetectionNofNavianNtuberculosisNinN
naturallyNinfectedNredNdeerNVzervusNelaphusWeNJournalcofcVeterinarycDiagnosticcInvestigationcN2009cN
ihcNhgidn

1.5 9

26 RickettsiaNmassiliaeNinNtheNzanaryNIslandseNEmergingcInfectiouscDiseasescN2009cNhlcNhompdng 10.2 22

25 éactorsNaffectingNredNdeerNskinNtestNresponsivenessNtoNbovineNandNavianNtuberculinNandNtoN
phytohaemagglutinineNPreventivecVeterinarycMedicinecN2009cNpgcNhhpdim 3.1 24

24 ReducedNmajorNhistocompatibilityNcomplexNclassNIINpolymorphismNinNaNhunterdmanagedNisolatedN
IberianNredNdeerNpopulationeNJournalcofcZoologycN2009cNinncNhlndhng 2 11

23 ImpactNofNmajorNhistocompatibilityNcomplexNclassNIINpolymorphismsNonNIberianNredNdeerNparasitismN
andNlifeNhistoryNtraitseNInfectionpcGeneticscandcEvolutioncN2009cNpcNhijidp 4.5 16

22
’ifferentialNexpressionNofNinflammatoryNandNimmuneNresponseNgenesNinNmesentericNlymphNnodesNofN
IberianNredNdeerNVzervusNelaphusNhispanicusWNnaturallyNinfectedNwithNMycobacteriumNboviseN
DevelopmentalcandcComparativecImmunologycN2008cNjicNoldph

3.2 24

21 TheNeffectsNofNsexNandNageNonNphytohaemagglutininNskindtestingNofNdeereNNewcZealandcVeterinaryc
JournalcN2008cNlmcNnhdj 1.7 12

20 EpidemiologicalNriskNfactorsNofNxujeszkyâ��sNdiseaseNinNwildNboarsNVSusNscrofaWNandNdomesticNpigsNinN
SpaineNEuropeancJournalcofcWildlifecResearchcN2008cNlkcNlkpdlll 2 25

19 SequenceNanalysisNofNtheNmspkNgeneNofNxnaplasmaNovisNstrainseNVeterinarycMicrobiologycN2007cNhhpcNjnldoh3.3 125

18 TheNimportanceNofNparasiteNlifeNhistoryNandNhostNdensityNinNpredictingNtheNimpactNofNinfectionsNinNredN
deereNOecologiacN2007cNhlicNmlldmk 2.9 48

17 RiskNfactorsNassociatedNwithNtheNprevalenceNofNtuberculosisdlikeNlesionsNinNfencedNwildNboarNandNredN
deerNinNsouthNcentralNSpaineNVeterinarycResearchcN2007cNjocNklhdmk 3.8 119

16 OptimalNdoseNandNtimingNinNphytohaemagglutininNskindtestingNofNdeereNNewcZealandcVeterinaryc
JournalcN2006cNlkcNjlndp 1.7 10

IsabeláGarcˆ›aáFernˆ¡ndez

6



15 IxodidNticksNparasitizingNIberianNredNdeerNVzervusNelaphusNhispanicusWNandNEuropeanNwildNboarNVSusN
scrofaWNfromNSpainqNgeographicalNandNtemporalNdistributioneNVeterinarycParasitologycN2006cNhkgcNhjjdki 2.8 89

14 MolecularNepidemiologyNofNhumanNandNbovineNanaplasmosisNinNsouthernNEuropeeNAnnalscofcthecNewc
YorkcAcademycofcSciencescN2006cNhgnocNpldp 6.5 28

13 EpidemiologyNandNriskNfactorsNanalysisNofNelaphostrongylosisNinNredNdeerNVzervusNelaphusWNfromN
SpaineNParasitologycResearchcN2006cNpocNnndol 2.4 22

12 EfficacyNofNindfeeddadministeredNivermectinNonNElaphostrongylusNcerviNfirstdstageNexcretionNinNredN
deerNVzervusNelaphusWeNParasitologycResearchcN2006cNpocNhnmdo 2.4 5

11 EffectsNofNparasiticNhelminthsNandNivermectinNtreatmentNonNclinicalNparametersNinNtheNEuropeanNwildN
boarNVSusNscrofaWeNParasitologycResearchcN2006cNpocNloidn 2.4 18

10 WildNboarNandNredNdeerNdisplayNhighNprevalencesNofNtuberculosisdlikeNlesionsNinNSpaineNVeterinaryc
ResearchcN2006cNjncNhgndhp 3.8 139

9 PotentialNvertebrateNreservoirNhostsNandNinvertebrateNvectorsNofNxnaplasmaNmarginaleNandNxeN
phagocytophilumNinNcentralNSpaineNVectorrBornecandcZoonoticcDiseasescN2005cNlcNjpgdkgh 2.4 103

8 αeneticNresistanceNtoNbovineNtuberculosisNinNtheNIberianNwildNboareNMolecularcEcologycN2005cNhkcNjigpdhn 5.7 103

7 SerosurveyNofNxujeszkyUsNdiseaseNvirusNinfectionNinNEuropeanNwildNboarNinNSpaineNVeterinarycRecordcN
2005cNhlmcNkgodhi 0.9 47

6 MolecularNcharacterizationNofNMycobacteriumNtuberculosisNcomplexNisolatesNfromNwildNungulatesNinN
southdcentralNSpaineNVeterinarycResearchcN2005cNjmcNkjdli 3.8 101

5 xnaplasmaNinfectionNinNfreedrangingNIberianNredNdeerNinNtheNregionNofNzastilladLaNManchacNSpaineN
VeterinarycMicrobiologycN2004cNhggcNhmjdnj 3.3 59

4 EfficacyNofNanNindfeedNpreparationNofNivermectinNagainstNhelminthsNinNtheNEuropeanNwildNboareN
ParasitologycResearchcN2004cNpicNhjjdm 2.4 13

3 WildNboarNhelminthsqNrisksNinNanimalNtranslocationseNVeterinarycParasitologycN2003cNhhlcNjjldkh 2.8 49

2 TheNantibodyNresponseNtoNtheNglycanN˛–dαalNcorrelatesNwithNzOVI’dhpNdiseaseNsymptoms 2

1 zOVI’dhpNinNaNRuralNzommunityqNOutbreakN’ynamicscNzontactNTracingNandNEnvironmentalNRNx 2
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