
Ekta Khurana

ListgofgPublicationsgbygYearging
DescendinggOrder

Source:ghttps:xxexalyvcomxauthorupdfx4479347xektaukhuranaupublicationsubyuyearvpdf

Version:g2y24uy4u26g

ThisgdocumentghasgbeenggeneratedgbasedgongthegpublicationsgandgcitationsgrecordedgbygexalyvcomvgForg

theglatestgversiongofgthisgpublicationglisttgvisitgtheglinkggivengabovev

ThegthirdgcolumngisgthegimpactgfactorgoIFpgofgthegjournaltgandgthegfourthgcolumngisgthegnumbergofg

citationsgofgthegarticlev

33
papers

6,366
citations

20
h-index

47
g-index

47
ext. papers

8,418
ext. citations

25.9
avg, IF

4.74
L-index



j Paper IF Citations

33 CNCDatabaseuRaRdatabaseRofRnongcodingRcancerRdrivershRNucleicuAcidsuResearchfR2021fRotfRDlktogDllkl 20.1 4

32 WholeggenomeRcharacterizationRofRlungRadenocarcinomasRlackingRtheRRTKiRASiRAFRpathwayhRCellu
ReportsfR2021fRnofRlksrkr 10.6 7

31 DevelopmentalRchromatinRprogramsRdetermineRoncogenicRcompetenceRinRmelanomahRSciencefR2021fR
nrnfReabclkos 33.3 13

30 SystemsRbiologyRanalysisRofRhumanRgenomesRpointsRtoRkeyRpathwaysRconferringRspinaRbifidaRriskhhR
ProceedingsuofutheuNationaluAcademyuofuSciencesuofutheuUniteduStatesuofuAmericafR2021fRllsfR 11.5 3

29 LineageRReversionRDrivesRWNTRIndependenceRinRIntestinalRCancerhRCanceruDiscoveryfR2020fRlkfRlptkglqkt24.4 16

28 PassengerRMutationsRinRMoreRThanRmfpkkRCancerRGenomesuROverallRMolecularRFunctionalRImpactR
andRConsequenceshRCellfR2020fRlskfRtlpgtmrhelq 56.2 38

27 PathwayRandRnetworkRanalysisRofRmoreRthanRmpkkRwholeRcancerRgenomeshRNatureuCommunicationsfR
2020fRllfRrmt 17.4 38

26 PatternsRofRsomaticRstructuralRvariationRinRhumanRcancerRgenomeshRNaturefR2020fRprsfRllmglml 50.4 232

25 AnalysesRofRnongcodingRsomaticRdriversRinRmfqps´ cancerRwholeRgenomeshRNaturefR2020fRprsfRlkmglll 50.4 220

24 DeepMILOuRaRdeepRlearningRapproachRtoRpredictRtheRimpactRofRnongcodingRsequenceRvariantsRonRnDR
chromatinRstructurehRGenomeuBiologyfR2020fRmlfRrt 18.3 11

23 LossgofgfunctionRtoleranceRofRenhancersRinRtheRhumanRgenomehRPLoSuGeneticsfR2020fRlqfRelkksqqn 6 4

22 IdentificationRofRCancerRDriversRatRCTCFRInsulatorsRinRlftqmRWholeRGenomeshRCelluSystemsfR2019fRsfRooqgopphes10.6 29

21 ComprehensiveRCharacterizationRofRCancerRDriverRGenesRandRMutationshRCellfR2018fRlrnfRnrlgnsphels 56.2 854

20 FUNgLDAuRARLatentRDirichletRAllocationRModelRforRPredictingRTissuegSpecificRFunctionalREffectsRofR
NoncodingRVariationuRMethodsRandRApplicationshRAmericanuJournaluofuHumanuGeneticsfR2018fRlkmfRtmkgtom11 49

19 MYBLlRrearrangementsRandRMYBRamplificationRinRbreastRadenoidRcysticRcarcinomasRlackingRtheR
MYBgNFIBRfusionRgenehRJournaluofuPathologyfR2018fRmoofRlonglpk 9.4 46

18 NongcodingRgeneticRvariationRinRcancerhRCurrentuOpinionuinuSystemsuBiologyfR2017fRlfRtglp 3.2 23

17 UsingRFunSeqmRforRCodingRandRNongCodingRVariantRAnnotationRandRPrioritizationhRCurrentuProtocolsu
inuBioinformaticsfR2017fRprfRlphllhlglphllhlr 24.2 2

Ekta Khurana

2



16 RecurrentRnoncodingRregulatoryRmutationsRinRpancreaticRductalRadenocarcinomahRNatureuGeneticsfR
2017fRotfRsmpgsnn 36.3 41

15
IdentificationRofRnovelRprostateRcancerRdriversRusingRRegNetDriveruRaRframeworkRforRintegrationRofR
geneticRandRepigeneticRalterationsRwithRtissuegspecificRregulatoryRnetworkhRGenomeuBiologyfR2017fR
lsfRlol

18.3 20

14 InheritedRdeterminantsRofRearlyRrecurrentRsomaticRmutationsRinRprostateRcancerhRNatureu
CommunicationsfR2017fRsfRos 17.4 16

13 RoleRofRnongcodingRsequenceRvariantsRinRcancerhRNatureuReviewsuGeneticsfR2016fRlrfRtnglks 30.1 301

12 CancerRgenomicsuRHardgtogreachRrepairshRNaturefR2016fRpnmfRlslgm 50.4 4

11 TheRMolecularRTaxonomyRofRPrimaryRProstateRCancerhRCellfR2015fRlqnfRlkllgmp 56.2 1713

10 LARVAuRanRintegrativeRframeworkRforRlargegscaleRanalysisRofRrecurrentRvariantsRinRnoncodingR
annotationshRNucleicuAcidsuResearchfR2015fRonfRslmngno 20.1 48

9 FunSeqmuRaRframeworkRforRprioritizingRnoncodingRregulatoryRvariantsRinRcancerhRGenomeuBiologyfR
2014fRlpfRosk 18.3 209

8 IntegrativeRannotationRofRvariantsRfromRlktmRhumansuRapplicationRtoRcancerRgenomicshRSciencefR2013
fRnomfRlmnppsr 33.3 281

7 InterpretationRofRgenomicRvariantsRusingRaRunifiedRbiologicalRnetworkRapproachhRPLoSu
ComputationaluBiologyfR2013fRtfRelkkmssq 5 116

6 ArchitectureRofRtheRhumanRregulatoryRnetworkRderivedRfromRENCODERdatahRNaturefR2012fRostfRtlglkk 50.4 1104

5 ARsystematicRsurveyRofRlossgofgfunctionRvariantsRinRhumanRproteingcodingRgeneshRSciencefR2012fRnnpfRsmngs33.3 880

4 SegmentalRduplicationsRinRtheRhumanRgenomeRrevealRdetailsRofRpseudogeneRformationhRNucleicu
AcidsuResearchfR2010fRnsfRqttrgrkkr 20.1 21

3 DiscoveryRandRcharacterizationRofRcodingRandRnongcodingRdriverRmutationsRinRmoreRthanRmfpkkR
wholeRcancerRgenomes 12

2 PassengerRmutationsRinRmpkkRcancerRgenomesuROverallRmolecularRfunctionalRimpactRandRconsequences 4

1 PathwayRandRnetworkRanalysisRofRmoreRthanRmfpkkRwholeRcancerRgenomes 4

List of Publications

3


