
Matthew H Law

ListiofiPublicationsibyiCitations

Source:ihttps:yyexalyxcomyauthorwpdfy4456395ymatthewwhwlawwpublicationswbywcitationsxpdf

Version:i2024w04w28i

ThisidocumentihasibeenigeneratedibasedionitheipublicationsiandicitationsirecordedibyiexalyxcomxiFori

theilatestiversioniofithisipublicationilistvivisititheilinkigiveniabovex

TheithirdicolumniisitheiimpactifactorirIFsiofitheijournalvianditheifourthicolumniisitheinumberiofi

citationsiofitheiarticlex

83
papers

2,363
citations

25
h-index

47
g-index

103
ext. papers

3,196
ext. citations

9.1
avg, IF

4.56
L-index



l Paper IF Citations

83 vMnovelMrecurrentMmutationMinMMIT–MpredisposesMtoMfamilialMandMsporadicMmelanomabMNatureYM2011YM
hmdYMnnaedg 50.4 335

82 vssociationMwetweenMTelomereMLengthMandMRiskMofMxancerMandMNonaNeoplasticMyiseasesoMvM
MendelianMRandomizationMStudybMJAMAiOncologyYM2017YMgYMkgkakie 13.4 236

81  enomeawideMmetaaanalysisMidentifiesMfiveMnewMsusceptibilityMlociMforMcutaneousMmalignantM
melanomabMNatureiGeneticsYM2015YMhlYMnmlanni 36.3 162

80 xommonMvariantsMnearMvwxveYMv–vPeMandM MySMconferMriskMofMprimaryMopenaangleMglaucomabM
NatureiGeneticsYM2014YMhkYMeefdaeefi 36.3 141

79 TheMeffectMonMmelanomaMriskMofMgenesMpreviouslyMassociatedMwithMtelomereMlengthbMJournaliofithei
NationaliCanceriInstituteYM2014YMedkYM 9.7 97

78 vMvariantMinM–TOMshowsMassociationMwithMmelanomaMriskMnotMdueMtoMwMIbMNatureiGeneticsYM2013YMhiYM
hfmagfYMhgfee 36.3 95

77  enomeawideMassociationMstudyMofMintraocularMpressureMuncoversMnewMpathwaysMtoMglaucomabM
NatureiGeneticsYM2018YMidYMedklaedle 36.3 86

76 xardiometabolicMeffectsMofMgeneticMupregulationMofMtheMinterleukinMeMreceptorMantagonistoMaM
MendelianMrandomisationManalysisbMLancetiDiabetesiandiEndocrinologyytheYM2015YMgYMfhgaig 18.1 81

75 MultitraitManalysisMofMglaucomaMidentifiesMnewMriskMlociMandMenablesMpolygenicMpredictionMofMdiseaseM
susceptibilityMandMprogressionbMNatureiGeneticsYM2020YMifYMekdaekk 36.3 78

74 MelanomaMgeneticsoMrecentMfindingsMtakeMusMbeyondMwellatraveledMpathwaysbMJournaliofiInvestigativei
DermatologyYM2012YMegfYMelkgalh 4.3 65

73 TheMroleMofMphospholipasesMvfMinMschizophreniabMMoleculariPsychiatryYM2006YMeeYMihlaik 15.1 54

72 NovelMpleiotropicMriskMlociMforMmelanomaMandMnevusMdensityMimplicateMmultipleMbiologicalMpathwaysbM
NatureiCommunicationsYM2018YMnYMhllh 17.4 47

71  enomeawideMassociationMmetaaanalysesMcombiningMmultipleMriskMphenotypesMprovideMinsightsMintoM
theMgeneticMarchitectureMofMcutaneousMmelanomaMsusceptibilitybMNatureiGeneticsYM2020YMifYMhnhaidh 36.3 39

70
vwxweMUMyReVMpolymorphismsMandMovarianMcancerMprogressionMandMsurvivaloMaMcomprehensiveM
analysisMfromMtheMOvarianMxancerMvssociationMxonsortiumMandMTheMxancerM enomeMvtlasbM
GynecologiciOncologyYM2013YMegeYMmaeh

4.9 39

69 IdentificationMofMaMmelanomaMsusceptibilityMlocusMandMsomaticMmutationMinMTzTfbMCarcinogenesisYM
2014YMgiYMfdnlaede 4.6 38

68 MetaaanalysisMcombiningMnewMandMexistingMdataMsetsMconfirmsMthatMtheMTzRTaxLPTMeLMlocusM
influencesMmelanomaMriskbMJournaliofiInvestigativeiDermatologyYM2012YMegfYMhmial 4.3 38

67 vssessingMtheMIncrementalMxontributionMofMxommonM enomicMVariantsMtoMMelanomaMRiskMPredictionM
inMTwoMPopulationawasedMStudiesbMJournaliofiInvestigativeiDermatologyYM2018YMegmYMfkelafkfh 4.3 36
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66 vMcommonMintronicMvariantMofMPvRPeMconfersMmelanomaMriskMandMmediatesMmelanocyteMgrowthMviaM
regulationMofMMIT–bMNatureiGeneticsYM2017YMhnYMegfkaeggi 36.3 36

65
vMPilotMRandomizedMxontrolledMTrialMofMtheM–easibilityYMvcceptabilityYMandMImpactMofM ivingM
InformationMonMPersonalizedM enomicMRiskMofMMelanomaMtoMtheMPublicbMCanceriEpidemiologyi
BiomarkersiandiPreventionYM2017YMfkYMfefaffe

4 33

64 xellatypeaspecificMeQTLMofMprimaryMmelanocytesMfacilitatesMidentificationMofMmelanomaMsusceptibilityM
genesbMGenomeiResearchYM2018YMfmYMekfeaekgi 9.7 33

63 vssessmentMofMpolygenicMarchitectureMandMriskMpredictionMbasedMonMcommonMvariantsMacrossM
fourteenMcancersbMNatureiCommunicationsYM2020YMeeYMggig 17.4 32

62 VitaminMyMandMoverallMcancerMriskMandMcancerMmortalityoMaMMendelianMrandomizationMstudybMHumani
MoleculariGeneticsYM2018YMflYMhgeiahgff 5.6 32

61  enomeaWideMvssociationMShowsMthat´ PigmentationM enesMPlayMaMRoleMinMSkin´ vgingbMJournaliofi
InvestigativeiDermatologyYM2017YMeglYMemmlaemnh 4.3 30

60 vMstudyMofMcirculatingMgliadinMantibodiesMinMschizophreniaMamongMaMxhineseMpopulationbM
SchizophreniaiBulletinYM2012YMgmYMieham 1.3 29

59 HeightMandMoverallMcancerMriskMandMmortalityoMevidenceMfromMaMMendelianMrandomisationMstudyMonM
gedYdddMUKMwiobankMparticipantsbMBritishiJournaliofiCancerYM2018YMeemYMefkfaefkl 8.7 27

58 vnalysisMcombiningMcorrelatedMglaucomaMtraitsMidentifiesMfiveMnewMriskMlociMforMopenaangleMglaucomabM
ScientificiReportsYM2018YMmYMgefh 4.9 25

57 MassivelyMparallelMreporterMassaysMofMmelanomaMriskMvariantsMidentifyMMXfMasMaMgeneMpromotingM
melanomabMNatureiCommunicationsYM2020YMeeYMflem 17.4 24

56 xombiningMcommonMgeneticMvariantsMandMnonageneticMriskMfactorsMtoMpredictMriskMofMcutaneousM
melanomabMHumaniMoleculariGeneticsYM2018YMflYMhehiaheik 5.6 21

55 xombinedManalysisMofMkeratinocyteMcancersMidentifiesMnovelMgenomeawideMlocibMHumaniMoleculari
GeneticsYM2019YMfmYMgehmagekd 5.6 20

54  eneticMassociationMofMtheMvKTeMgeneMwithMschizophreniaMinMaMwritishMpopulationbMPsychiatriciGenetics
YM2010YMfdYMeemaff 2.9 20

53 SurvivalMoutcomesMinMpatientsMwithMmultipleMprimaryMmelanomasbMJournaliofitheiEuropeaniAcademyi
ofiDermatologyiandiVenereologyYM2015YMfnYMfefdal 4.6 18

52 TheMemergingMfieldMofMpolygenicMriskMscoresMandMperspectiveMforMuseMinMclinicalMcarebMHumaniMoleculari
GeneticsYM2020YMfnYMRekiaRelk 5.6 16

51  astroesophagealMrefluxM WvSMidentifiesMriskMlociMthatMalsoMassociateMwithMsubsequentMsevereM
esophagealMdiseasesbMNatureiCommunicationsYM2019YMedYMhfen 17.4 15

50
vssociationMbetweenMcoffeeMconsumptionMandMoverallMriskMofMbeingMdiagnosedMwithMorMdyingMfromM
cancerMamongMsgddMdddMUKMwiobankMparticipantsMinMaMlargeascaleMMendelianMrandomizationMstudybM
InternationaliJournaliofiEpidemiologyYM2019YMhmYMehhlaehik

7.8 15

49 vccurateMImputationawasedMScreeningMofM lngkmTerMMyocilinMVariantMinMPrimaryMOpenavngleM
 laucomaM2015YMikYMidmlang 15
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48 efahydroxyeicosatetraenoicMacidMisMassociatedMwithMvariabilityMinMaspirinainducedMplateletMinhibitionbM
JournaliofiInflammationYM2014YMeeYMgg 6.7 15

47 zffectMofMincreasedMbodyMmassMindexMonMriskMofMdiagnosisMorMdeathMfromMcancerbMBritishiJournaliofi
CancerYM2019YMefdYMikiaild 8.7 13

46
TheMmelanomaMgenomicsMmanagingMyourMriskMstudyoMvMprotocolMforMaMrandomizedMcontrolledMtrialM
evaluatingMtheMimpactMofMpersonalMgenomicMriskMinformationMonMskinMcancerMpreventionMbehaviorsbM
ContemporaryiClinicaliTrialsYM2018YMldYMedkaeek

2.3 13

45 RareMvariantsManalysisMofMcutaneousMmalignantMmelanomaMgenesMinMParkinsonTsMdiseasebM
NeurobiologyiofiAgingYM2016YMhmYMfffbeeafffbel 5.6 12

44 vMriskMpredictionMmodelMforMtheMdevelopmentMofMsubsequentMprimaryMmelanomaMinMaM
populationabasedMcohortbMBritishiJournaliofiDermatologyYM2020YMemfYMeehmaeeil 4 12

43 OverlappingMgeneticMarchitectureMbetweenMParkinsonMdiseaseMandMmelanomabMActai
NeuropathologicaYM2020YMegnYMghlagkh 14.3 12

42 vMcomprehensiveMreaassessmentMofMtheMassociationMbetweenMvitaminMyMandMcancerMsusceptibilityM
usingMMendelianMrandomizationbMNatureiCommunicationsYM2021YMefYMfhk 17.4 12

41 PolyunsaturatedMfattyMacidsMandMriskMofMmelanomaoMvMMendelianMrandomisationManalysisbM
InternationaliJournaliofiCancerYM2018YMehgYMidmaieh 7.5 11

40 TheMT MfMgeneMisMassociatedMwithMschizophreniaMinMaMwritishMpopulationbMAmericaniJournaliofiMedicali
GeneticsiPartiB:iNeuropsychiatriciGeneticsYM2009YMeidwYMggiahd 3.5 11

39 xhemicalMcleavageMofMmismatchMUxxMVMtoMlocateMbaseMmismatchesMinMheteroduplexMyNvbMNaturei
ProtocolsYM2006YMeYMffnlagdh 18.8 11

38 NeuralMcrestaderivedMtumorMneuroblastomaMandMmelanomaMshareMepegbfMasMsusceptibilityMlocusMthatM
showsMaMlongarangeMinteractionMwithMtheMSLxekveMgenebMCarcinogenesisYM2020YMheYMfmhafni 4.6 11

37 MendelianMRandomizationMStudyMforM eneticallyMPredictedMPolyunsaturatedM–attyMvcidsMLevelsMonM
OverallMxancerMRiskMandMMortalitybMCanceriEpidemiologyiBiomarkersiandiPreventionYM2019YMfmYMedeiaedfg 4 10

36 wodyMmassMindexMandMheightMandMriskMofMcutaneousMmelanomaoMMendelianMrandomizationManalysesbM
InternationaliJournaliofiEpidemiologyYM2020YMhnYMefgkaefhi 7.8 9

35 IsMthereMaMcausalMrelationshipMbetweenMvitaminMyMandMmelanomaMrisktMvMMendelianMrandomizationM
studybMBritishiJournaliofiDermatologyYM2020YMemfYMnlaedg 4 8

34 VitaminMyMPathwayM eneMPolymorphismsMandMKeratinocyteMxancersoMvMNestedMxaseaxontrolMStudyM
andMMetaavnalysisbMAnticanceriResearchYM2016YMgkYMfehiaif 2.3 7

33 PvRPeMpolymorphismsMplayMopposingMrolesMinMmelanomaMoccurrenceMandMsurvivalbMInternationali
JournaliofiCancerYM2015YMegkYMfhmman 7.5 6

32 vssociationMbetweenMfunctionalMpolymorphismsMinMgenesMinvolvedMinMtheMMvPKMsignalingMpathwaysM
andMcutaneousMmelanomaMriskbMCarcinogenesisYM2013YMghYMmmianf 4.6 6

31  lobalMwiobankMMetaaanalysisMInitiativeoMpoweringMgeneticMdiscoveryMacrossMhumanMdiseases 6
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30 VariantsMofMzVzReMandMzVzRfMUTMxkMandMTMxmVMandMhumanMpapillomavirusMstatusMinMpatientsMwithM
mucosalMsquamousMcellMcarcinomaMofMtheMheadMandMneckbMCanceriCausesiandiControlYM2016YMflYMmdnaei 2.8 6

29
vssociationMbetweenMputativeMfunctionalMvariantsMinMtheMPSMwnMgeneMandMriskMofM
melanomaaareaanalysisMofMpublishedMmelanomaMgenomeawideMassociationMstudiesbMPigmentiCelliandi
MelanomaiResearchYM2013YMfkYMgnfahde

4.5 4

28 TheMfunctionalMsignificanceMofMtheMT MfMgeneMinMschizophreniaoMaMcorrelationMofMSNPsMandMcirculatingM
ILafMlevelsbMJournaliofiNeuroimmunologyYM2011YMfgfYMial 3.5 4

27 NoMassociationMbetweenMtheMPPvR MgeneMandMschizophreniaMinMaMwritishMpopulationbMProstaglandinsi
LeukotrienesiandiEssentialiFattyiAcidsYM2009YMmeYMflgal 2.8 4

26 flgMâ��MvMstudyMofMglutenMantibodyMlevelsMinMserumMamongMpatientsMwithMschizophreniabMSchizophreniai
ResearchYM2008YMnmYMehi 3.6 4

25  enomeawideManalysesMinMeYnmlYmgkMparticipantsMidentifyMgnMgeneticMlociMassociatedMwithMsleepMapnoea 4

24 yoesMpolygenicMriskMinfluenceMassociationsMbetweenMsunMexposureMandMmelanomatMvMprospectiveM
cohortManalysisbMBritishiJournaliofiDermatologyYM2020YMemgYMgdgaged 4 4

23  enomicMRiskMScoreMforMMelanomaMinMaMProspectiveMStudyMofMOlderMIndividualsbMJournaliofithei
NationaliCanceriInstituteYM2021YMeegYMeglnaegmi 9.7 4

22 PolygenicMRiskMScoresMvllowMRiskMStratificationMforMKeratinocyteMxancerMinMOrganaTransplantM
RecipientsbMJournaliofiInvestigativeiDermatologyYM2021YMeheYMgfiagggbek 4.3 4

21
NoMassociationMobservedMbetweenMschizophreniaMandMnonaHLvMcoeliacMdiseaseMgenesoMintegrationM
withMtheMinitialMMYOnwMassociationMwithMcoeliacMdiseasebMAmericaniJournaliofiMedicaliGeneticsiPartiB:i
NeuropsychiatriciGeneticsYM2011YMeikwYMldnaen

3.5 3

20 MultiplexMmelanomaMfamiliesMareMenrichedMforMpolygenicMriskbMHumaniMoleculariGeneticsYM2020YMfnYMfnlkafnmi5.6 3

19 PolyunsaturatedM–attyMvcidMLevelsMandMtheMRiskMofMKeratinocyteMxanceroMvMMendelianMRandomizationM
vnalysisbMCanceriEpidemiologyiBiomarkersiandiPreventionYM2021YMgdYMeineaeinm 4 3

18 RiskMfactorsMforMmelanomaMbyManatomicalMsiteoManMevaluationMofMaetiologicalMheterogeneitybMBritishi
JournaliofiDermatologyYM2021YMemhYMedmiaedng 4 3

17 MassivelyMparallelMreporterMassaysMcombinedMwithMcellatypeMspecificMeQTLMinformedMmultipleM
melanomaMlociMandMidentifiedMaMpleiotropicMfunctionMofMHIVaeMrestrictionMgeneYMXfYMinMmelanomaMpromotion 2

16
MultitraitMgeneticMassociationManalysisMidentifiesMidMnewMriskMlociMforMgastroaoesophagealMrefluxYM
sevenMnewMlociMforMwarrettTsMoesophagusMandMprovidesMinsightsMintoMclinicalMheterogeneityMinMrefluxM
diagnosisbMGutYM2021YM

19.2 2

15 ImpactMofMpersonalMgenomicMriskMinformationMonMmelanomaMpreventionMbehaviorsMandMpsychologicalM
outcomesoMaMrandomizedMcontrolledMtrialbMGeneticsiiniMedicineYM2021YMfgYMfgnhafhdg 8.1 2

14 xellatypeaspecificMmeQTLsMextendMmelanomaM WvSMannotationMbeyondMeQTLsMandMinformM
melanocyteMgenearegulatoryMmechanismsbMAmericaniJournaliofiHumaniGeneticsYM2021YMedmYMekgeaekhk 11 2

13 TheMMelanomaM enomicsMManagingMYourMRiskMStudyMrandomisedMcontrolledMtrialoMstatisticalManalysisM
planbMTrialsYM2020YMfeYMinh 2.8 1
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12  ermlineMvariantsMareMassociatedMwithMincreasedMprimaryMmelanomaMtumorMthicknessMatMdiagnosisbM
HumaniMoleculariGeneticsYM2021YMfnYMgilmagiml 5.6 1

11 vssessmentMofMPolygenicMvrchitectureMandMRiskMPredictionMbasedMonMxommonMVariantsMvcrossM
–ourteenMxancers 1

10
PolygenicMRiskMScoresMStratifyMKeratinocyteMxancerMRiskMamongMSolidMOrganMTransplantMRecipientsM
withMxhronicMImmunosuppressionMinMaMHighMUltravioletMRadiationMznvironmentbMJournaliofi
InvestigativeiDermatologyYM2021YMeheYMfmkkafmlibef

4.3 1

9 IndependentMevaluationMofMmelanomaMpolygenicMriskMscoresMinMUKMandMvustralianMprospectiveM
cohortsbbMBritishiJournaliofiDermatologyYM2021YM 4 1

8 IsM eneticMRiskMforMSleepMvpneaMxausallyMLinkedMWithM laucomaMSusceptibilitytM2022YMkgYMfi 0

7
vMUVwaresponsiveMcommonMvariantMatMchromosomeMbandMlpfebeMconfersMtanningMresponseMandM
melanomaMriskMviaMregulationMofMtheMarylMhydrocarbonMreceptorYMvHRbMAmericaniJournaliofiHumani
GeneticsYM2021YMedmYMekeeaekgd

11 0

6 vssessmentMofMmelanomaMcandidateMgenesMinMaMmetaaanalysisMofMek´ ighMmelanomaMcasesbMJournaliofi
theiEuropeaniAcademyiofiDermatologyiandiVenereologyYM2019YMggYMegknaegld 4.6

5 InheritedMxontributionsMtoMMelanomaMRiskM2019YMffiafhm

4  eneticallyMdeterminedMriskMofMkeratinocyteMcarcinomaMandMriskMofMotherMcancersbMInternationali
JournaliofiEpidemiologyYM2021YMidYMegekaegfh 7.8

3
vMpilotMrandomisedMcontrolledMtrialMexaminingMtheMfeasibilityYMacceptabilityMandMimpactMofMgivingM
informationMonMpersonalisedMgenomicMriskMofMmelanomaMtoMtheMpublicYMforMmotivatingMpreventiveM
behavioursbbMJournaliofiClinicaliOncologyYM2016YMghYMeiikaeiik

2.2

2 InheritedMxontributionsMtoMMelanomaMRiskM2018YMeafg

1 MakingMsenseMofMdifferentMmeasuresMofMskinMageingbMBritishiJournaliofiDermatologyYM2020YMemfYMegfgaegfh4
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