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125 wssortativeMmatingMbiasesMmarkerbbasedMheritabilityMestimatorsccMNaturehCommunicationsaM2022aMfhaMlle 17.4 2

124 wssessingMtheMcontributionMofMrareMvariantsMtoMcomplexMtraitMheritabilityMfromMwholebgenomeM
sequenceMdataccMNaturehGeneticsaM2022aM 36.3 6

123 PolygenicMpredictionMofMeducationalMattainmentMwithinMandMbetweenMfamiliesMfromMgenomebwideM
associationManalysesMinMhMmillionMindividualsccMNaturehGeneticsaM2022aM 36.3 7

122 MultibancestryMgeneticMstudyMofMtypeMgMdiabetesMhighlightsMtheMpowerMofMdiverseMpopulationsMforM
discoveryMandMtranslationccMNaturehGeneticsaM2022aM 36.3 7

121
PolygenicMburdenMcouldMexplainMhighMratesMofMaffectiveMdisordersMinMaMcommunityMwithMrestrictedM
founderMpopulationcMAmericanhJournalhofhMedicalhGeneticshParthB:hNeuropsychiatrichGeneticsaM2021aM
fnlaMhlmbhmk

3.5

120 TriangulatingMevidenceMfromMlongitudinalMandMMendelianMrandomizationMstudiesMofMmetabolomicM
biomarkersMforMtypeMgMdiabetescMScientifichReportsaM2021aMffaMlfom 4.9 6

119 QuantifyingMgeneticMheterogeneityMbetweenMcontinentalMpopulationsMforMhumanMheightMandMbodyM
massMindexcMScientifichReportsaM2021aMffaMkgie 4.9 6

118 ~stimationMofMnonbadditiveMgeneticMvarianceMinMhumanMcomplexMtraitsMfromMaMlargeMsampleMofM
unrelatedMindividualscMAmericanhJournalhofhHumanhGeneticsaM2021aMfenaMmnlbmon 11 19

117 TheMtransbancestralMgenomicMarchitectureMofMglycemicMtraitscMNaturehGeneticsaM2021aMkhaMniebnle 36.3 44

116 RiskMinMRelativesaMHeritabilityaMSNPbxasedMHeritabilityaMandMβeneticMyorrelationsMinMPsychiatricM
zisorderspMwMReviewcMBiologicalhPsychiatryaM2021aMnoaMffbfo 7.9 20

115 SexbdimorphicMgeneticMeffectsMandMnovelMlociMforMfastingMglucoseMandMinsulinMvariabilitycMNatureh
CommunicationsaM2021aMfgaMgi 17.4 30

114 WidespreadMsignaturesMofMnaturalMselectionMacrossMhumanMcomplexMtraitsMandMfunctionalMgenomicM
categoriescMNaturehCommunicationsaM2021aMfgaMffli 17.4 12

113 PhenotypicMcovarianceMacrossMtheMentireMspectrumMofMrelatednessMforMnlMbillionMpairsMofMindividualscM
NaturehCommunicationsaM2021aMfgaMfeke 17.4 7

112 βenomicMpartitioningMofMinbreedingMdepressionMinMhumanscMAmericanhJournalhofhHumanhGeneticsaM
2021aMfenaMfinnbfkef 11 3

111 ziscoveryMandMimplicationsMofMpolygenicityMofMcommonMdiseasescMScienceaM2021aMhmhaMfilnbfimh 33.3 13

110 NoM~videnceMforMSocialMβeneticM~ffectsMorMβeneticMSimilarityMwmongM riendsMxeyondMthatMzueMtoM
PopulationMStratificationpMwMReappraisalMofMzomingueMetMalMUgefnWcMBehaviorhGeneticsaM2020aMkeaMlmbmf 3.2 4

109 PathogenicMvariantsMinMactionableMMOzYMgenesMareMassociatedMwithMtypeMgMdiabetescMNatureh
MetabolismaM2020aMgaMffglbffhi 14.6 9
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108 NovelMlociMforMchildhoodMbodyMmassMindexMandMsharedMheritabilityMwithMadultMcardiometabolicMtraitscM
PLoShGeneticsaM2020aMflaMefeenmfn 6 25

107 wMunifiedMframeworkMforMassociationMandMpredictionMfromMvertexbwiseMgreybmatterMstructurecMHumanh
BrainhMappingaM2020aMifaMielgbieml 5.9 3

106 TheoreticalMandMempiricalMquantificationMofMtheMaccuracyMofMpolygenicMscoresMinMancestryMdivergentM
populationscMNaturehCommunicationsaM2020aMffaMhnlk 17.4 42

105 RiskMpredictionMofMlatebonsetMwlzheimerTsMdiseaseMimpliesManMoligogenicMarchitecturecMNatureh
CommunicationsaM2020aMffaMimoo 17.4 41

104 UsingMpriorMinformationMfromMhumansMtoMprioritizeMgenesMandMgenebassociatedMvariantsMforMcomplexM
traitsMinMlivestockcMPLoShGeneticsaM2020aMflaMefeenmne 6 3

103 UsingMpriorMinformationMfromMhumansMtoMprioritizeMgenesMandMgenebassociatedMvariantsMforMcomplexM
traitsMinMlivestockM2020aMflaMefeenmne

102 UsingMpriorMinformationMfromMhumansMtoMprioritizeMgenesMandMgenebassociatedMvariantsMforMcomplexM
traitsMinMlivestockM2020aMflaMefeenmne

101 UsingMpriorMinformationMfromMhumansMtoMprioritizeMgenesMandMgenebassociatedMvariantsMforMcomplexM
traitsMinMlivestockM2020aMflaMefeenmne

100 UsingMpriorMinformationMfromMhumansMtoMprioritizeMgenesMandMgenebassociatedMvariantsMforMcomplexM
traitsMinMlivestockM2020aMflaMefeenmne

99 ~xtremeMinbreedingMinMaM~uropeanMancestryMsampleMfromMtheMcontemporaryMUKMpopulationcMNatureh
CommunicationsaM2019aMfeaMhmfo 17.4 14

98 βenomebwideMassociationMstudyMofMmedicationbuseMandMassociatedMdiseaseMinMtheMUKMxiobankcM
NaturehCommunicationsaM2019aMfeaMfnof 17.4 48

97 wssortativeMMatingMinMwutismMSpectrumMzisorderpMTowardManM~videnceMxaseM romMzNwMzataaMbutM
NotMThereMYetcMBiologicalhPsychiatryaM2019aMnlaMgkebgkg 7.9 1

96 βenomebwideMwssociationMStudyMofMyhangeMinM astingMβlucoseMoverMtimeMinMfhanemMnonbdiabeticM
~uropeanMwncestryMIndividualscMScientifichReportsaM2019aMoaMoiho 4.9 3

95 βeneticMcorrelatesMofMsocialMstratificationMinMβreatMxritaincMNaturehHumanhBehaviouraM2019aMhaMfhhgbfhig 12.8 83

94 ImprovedMpolygenicMpredictionMbyMxayesianMmultipleMregressionMonMsummaryMstatisticscMNatureh
CommunicationsaM2019aMfeaMkenl 17.4 114

93 MetabanalysisMofMgenomebwideMassociationMstudiesMforMbodyMfatMdistributionMinMloi´ lioMindividualsMofM
~uropeanMancestrycMHumanhMolecularhGeneticsaM2019aMgnaMfllbfmi 5.6 258

92 ReplyMtoMKardosMetMalcpM~stimationMofMinbreedingMdepressionMfromMSNPMdatacMProceedingshofhtheh
NationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaaM2018aMffkaM~gioib~giok 11.5 4

91 SignaturesMofMnegativeMselectionMinMtheMgeneticMarchitectureMofMhumanMcomplexMtraitscMNatureh
GeneticsaM2018aMkeaMmilbmkh 36.3 178
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90 RefiningMtheMaccuracyMofMvalidatedMtargetMidentificationMthroughMcodingMvariantMfinebmappingMinMtypeM
gMdiabetescMNaturehGeneticsaM2018aMkeaMkkobkmf 36.3 221

89 IncreasedMHepaticMPzβ bwwMSignalingMMediatesMLiverMInsulinMResistanceMinMObesitybwssociatedMTypeM
gMziabetescMDiabetesaM2018aMlmaMfhfebfhgf 0.9 42

88 wssociationMxetweenMPopulationMzensityMandMβeneticMRiskMforMSchizophreniacMJAMAhPsychiatryaM2018
aMmkaMoefbofe 14.5 35

87 βeneMdiscoveryMandMpolygenicMpredictionMfromMaMgenomebwideMassociationMstudyMofMeducationalM
attainmentMinMfcfMmillionMindividualscMNaturehGeneticsaM2018aMkeaMfffgbffgf 36.3 950

86 βenomebwideMassociationManalysesMidentifyMfihMriskMvariantsMandMputativeMregulatoryMmechanismsM
forMtypeMgMdiabetescMNaturehCommunicationsaM2018aMoaMgoif 17.4 262

85 MetabanalysisMofMgenomebwideMassociationMstudiesMforMheightMandMbodyMmassMindexMinM~meeeeeM
individualsMofM~uropeanMancestrycMHumanhMolecularhGeneticsaM2018aMgmaMhlifbhlio 5.6 711

84 ImprintMofMassortativeMmatingMonMtheMhumanMgenomecMNaturehHumanhBehaviouraM2018aMgaMoinboki 12.8 45

83  inebmappingMtypeMgMdiabetesMlociMtoMsinglebvariantMresolutionMusingMhighbdensityMimputationMandM
isletbspecificMepigenomeMmapscMNaturehGeneticsaM2018aMkeaMfkekbfkfh 36.3 675

82 wssortativeMmatingMonMcomplexMtraitsMrevisitedpMzoubleMfirstMcousinsMandMtheMXbchromosomecM
TheoreticalhPopulationhBiologyaM2018aMfgiaMkfble 1.2 2

81
βenomeMwnalysesMofMtgeeaeeeMIndividualsMIdentifyMknMLociMforMyhronicMInflammationMandMHighlightM
PathwaysMthatMLinkMInflammationMandMyomplexMzisorderscMAmericanhJournalhofhHumanhGeneticsaM
2018aMfehaMlofbmel

11 151

80 wLzHgMPolymorphismMrslmfaMbutMNotMwzHfxMPolymorphismMrsfggooniaMIncreasesMRiskMforM
HypobHzLbyholesterolemiaMinMadaMyarriersMyomparedMtoMtheMβdβMyarrierscMLipidsaM2018aMkhaMmombnem 1.6 4

79 MisestimationMofMheritabilityMandMpredictionMaccuracyMofMmalebpatternMbaldnesscMNatureh
CommunicationsaM2018aMoaMgkhm 17.4 14

78 βenomebwideMmetabanalysisMofMgifagknMadultsMaccountingMforMsmokingMbehaviourMidentifiesMnovelM
lociMforMobesityMtraitscMNaturehCommunicationsaM2017aMnaMfiomm 17.4 105

77 ~arlyMmetabolicMmarkersMidentifyMpotentialMtargetsMforMtheMpreventionMofMtypeMgMdiabetescM
DiabetologiaaM2017aMleaMfmiebfmke 10.3 62

76 wnM~xpandedMβenomebWideMwssociationMStudyMofMTypeMgMziabetesMinM~uropeanscMDiabetesaM2017aMllaMgnnnbgoeg0.9 414

75
ImpactMofMcommonMgeneticMdeterminantsMofMHemoglobinMwfcMonMtypeMgMdiabetesMriskMandMdiagnosisM
inMancestrallyMdiverseMpopulationspMwMtransethnicMgenomebwideMmetabanalysiscMPLoShMedicineaM2017aM
fiaMefeeghnh

11.6 223

74 zetectionMandMquantificationMofMinbreedingMdepressionMforMcomplexMtraitsMfromMSNPMdatacM
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaaM2017aMffiaMnlegbnlem 11.5 20

73 RelationshipMbetweenMsalivarydpancreaticMamylaseMandMbodyMmassMindexpMaMsystemsMbiologyM
approachcMBMChMedicineaM2017aMfkaMhm 11.4 35
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72 SequenceMdataMandMassociationMstatisticsMfromMfgaoieMtypeMgMdiabetesMcasesMandMcontrolscMScientifich
DataaM2017aMiaMfmefmo 8.2 22

71 βenomebwideMphysicalMactivityMinteractionsMinMadiposityMbMwMmetabanalysisMofMgeeaikgMadultscMPLoSh
GeneticsaM2017aMfhaMefeelkgn 6 103

70 LowbdoseMexposureMtoMbisphenolsMwaM MandMSMofMhumanMprimaryMadipocyteMimpactsMcodingMandM
nonbcodingMRNwMprofilescMPLoShONEaM2017aMfgaMeefmoknh 3.7 50

69 ImpactMofMstatisticalMmodelsMonMtheMpredictionMofMtypeMgMdiabetesMusingMnonbtargetedMmetabolomicsM
profilingcMMolecularhMetabolismaM2016aMkaMofnbogk 8.8 13

68
KLxMisMassociatedMwithMalcoholMdrinkingaMandMitsMgeneMproductM˛†bKlothoMisMnecessaryMforM β gfM
regulationMofMalcoholMpreferencecMProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedh
StateshofhAmericaaM2016aMffhaMfihmgbfihmm

11.5 150

67 TheMgeneticsMofMbloodMpressureMregulationMandMitsMtargetMorgansMfromMassociationMstudiesMinMhigaifkM
individualscMNaturehGeneticsaM2016aMinaMffmfbffni 36.3 251

66 βenomicMinsightsMintoMtheMoriginMofMfarmingMinMtheMancientMNearM~astcMNatureaM2016aMkhlaMifobgi 50.4 485

65 βenomebwideManalysisMidentifiesMfgMlociMinfluencingMhumanMreproductiveMbehaviorcMNaturehGeneticsaM
2016aMinaMfilgbfimg 36.3 198

64 NewMlociMforMbodyMfatMpercentageMrevealMlinkMbetweenMadiposityMandMcardiometabolicMdiseaseMriskcM
NaturehCommunicationsaM2016aMmaMfeiok 17.4 180

63 βeneticMassociationsMatMkhMlociMhighlightMcellMtypesMandMbiologicalMpathwaysMrelevantMforMkidneyM
functioncMNaturehCommunicationsaM2016aMmaMfeegh 17.4 295

62 TransancestralMfinebmappingMofMfourMtypeMgMdiabetesMsusceptibilityMlociMhighlightsMpotentialMcausalM
regulatoryMmechanismscMHumanhMolecularhGeneticsaM2016aMgkaMgemebgenf 5.6 20

61 βenomebwideMassociationManalysisMidentifiesMthreeMnewMsusceptibilityMlociMforMchildhoodMbodyMmassM
indexcMHumanhMolecularhGeneticsaM2016aMgkaMhnobieh 5.6 202

60 PostbxariatricMSurgeryMyhangesMinMQuinolinicMandMXanthurenicMwcidMyoncentrationsMwreMwssociatedM
withMβlucoseMHomeostasiscMPLoShONEaM2016aMffaMeefknekf 3.7 16

59 TheMgeneticMarchitectureMofMtypeMgMdiabetescMNatureaM2016aMkhlaMifbim 50.4 704

58 KwTgxMIsMRequiredMforMPancreaticMxetaMyellMwdaptationMtoMMetabolicMStressMbyMyontrollingMtheM
UnfoldedMProteinMResponsecMCellhReportsaM2016aMfkaMfekfbfelf 10.6 10

57 wssociationsMxetweenMTypeMgMziabetesbRelatedMβeneticMScoresMandMMetabolicMTraitsaMinMObeseMandM
NormalbWeightMYouthscMJournalhofhClinicalhEndocrinologyhandhMetabolismaM2016aMfefaMigiibigke 5.6 6

56 zetectionMofMhumanMadaptationMduringMtheMpastMgeeeMyearscMScienceaM2016aMhkiaMmlebmli 33.3 224

55 zirectionalMdominanceMonMstatureMandMcognitionMin´ diverseMhumanMpopulationscMNatureaM2015aMkghaMikobilg50.4 119
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54
~pigenomebwideMassociationMofMzNwMmethylationMmarkersMinMperipheralMbloodMfromMIndianMwsiansM
andM~uropeansMwithMincidentMtypeMgMdiabetespMaMnestedMcasebcontrolMstudycMLancethDiabeteshandh
EndocrinologyvtheaM2015aMhaMkglbkhi

18.1 277

53 TheMlossbofbfunctionMPySKoMpcRilLMgeneticMvariantMdoesMnotMalterMglucoseMhomeostasiscMDiabetologia
aM2015aMknaMgekfbk 10.3 36

52 βeneticMfineMmappingMandMgenomicMannotationMdefinesMcausalMmechanismsMatMtypeMgMdiabetesM
susceptibilityMlocicMNaturehGeneticsaM2015aMimaMfifkbgk 36.3 292

51 xeneficialMeffectMofMaMhighMnumberMofMcopiesMofMsalivaryMamylaseMwMYfMgeneMonMobesityMriskMinM
MexicanMchildrencMDiabetologiaaM2015aMknaMgoebi 10.3 74

50 TheMkynurenineMpathwayMisMactivatedMinMhumanMobesityMandMshiftedMtowardMkynurenineM
monooxygenaseMactivationcMObesityaM2015aMghaMgellbmi 8 131

49 TheMInfluenceMofMwgeMandMSexMonMβeneticMwssociationsMwithMwdultMxodyMSizeMandMShapepMwM
LargebScaleMβenomebWideMInteractionMStudycMPLoShGeneticsaM2015aMffaMefeekhmn 6 220

48 NewMgeneticMlociMlinkMadiposeMandMinsulinMbiologyMtoMbodyMfatMdistributioncMNatureaM2015aMkfnaMfnmbfol 50.4 920

47 βeneticMstudiesMofMbodyMmassMindexMyieldMnewMinsightsMforMobesityMbiologycMNatureaM2015aMkfnaMfombgel 50.4 2687

46 wssociationMofMgeneMvariantsMwithMsusceptibilityMtoMtypeMgMdiabetesMamongMOmaniscMWorldhJournalhofh
DiabetesaM2015aMlaMhknbll 4.7 31

45 zefiningMtheMroleMofMcommonMvariationMinMtheMgenomicMandMbiologicalMarchitectureMofMadultMhumanM
heightcMNaturehGeneticsaM2014aMilaMffmhbnl 36.3 1339

44
TypeMgMdiabetesbrelatedMgeneticMriskMscoresMassociatedMwithMvariationsMinMfastingMplasmaMglucoseMandM
developmentMofMimpairedMglucoseMhomeostasisMinMtheMprospectiveMz~SIRMstudycMDiabetologiaaM2014aM
kmaMflefbfe

10.3 29

43 βenomebwideMtransbancestryMmetabanalysisMprovidesMinsightMintoMtheMgeneticMarchitectureMofMtypeMgM
diabetesMsusceptibilitycMNaturehGeneticsaM2014aMilaMghibii 36.3 784

42 yoffeeMandMteaMconsumptionaMgenotypebbasedMyYPfwgMandMNwTgMactivityMandMcolorectalMcancerM
riskbresultsMfromMtheM~PIyMcohortMstudycMInternationalhJournalhofhCanceraM2014aMfhkaMiefbfg 7.5 27

41
WeightMlossMindependentMassociationMofMTy mMLgMgeneMpolymorphismMwithMfastingMbloodMglucoseM
afterMRouxbenbYMgastricMbypassMinMtypeMgMdiabeticMpatientscMSurgeryhforhObesityhandhRelatedhDiseasesaM
2014aMfeaMlmobnh

3 2

40 yommonMvariantsMnearMxzN MandMSHgxfMshowMnominalMevidenceMofMassociationMwithMsnackingM
behaviorMinM~uropeanMpopulationscMJournalhofhMolecularhMedicineaM2013aMofaMffeobfk 5.5 4

39 wssociationMbetweenMlargeMdetectableMclonalMmosaicismMandMtypeMgMdiabetesMwithMvascularM
complicationscMNaturehGeneticsaM2013aMikaMfeiebh 36.3 72

38 wnalysisMofMtheMcontributionMofM TOaMNPyfaM~NPPfaMN~βRfaMβNPzwgMandMMyiRMgenesMtoMobesityMinM
MexicanMchildrencMBMChMedicalhGeneticsaM2013aMfiaMgf 2.1 47

37 ReassessmentMofMtheMputativeMroleMofMxLKbpcwmfTMlossbofbfunctionMmutationMinMMOzYMandMtypeMgM
diabetescMDiabetologiaaM2013aMklaMiogbl 10.3 24
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36 ~xomeMsequencingbdrivenMdiscoveryMofMcodingMpolymorphismsMassociatedMwithMcommonMmetabolicM
phenotypescMDiabetologiaaM2013aMklaMgonbhfe 10.3 102

35 TranscriptionMfactorMgeneMMNXfMisMaMnovelMcauseMofMpermanentMneonatalMdiabetesMinMaM
consanguineousMfamilycMDiabeteshandhMetabolismaM2013aMhoaMgmlbne 5.4 38

34 βenomebwideMassociationManalysesMidentifyMfnMnewMlociMassociatedMwithMserumMurateMconcentrationscM
NaturehGeneticsaM2013aMikaMfikbki 36.3 505

33
yontributionMofMgiMobesitybassociatedMgeneticMvariantsMtoMinsulinMresistanceaMpancreaticMbetabcellM
functionMandMtypeMgMdiabetesMriskMinMtheM renchMpopulationcMInternationalhJournalhofhObesityaM2013aM
hmaMonebk

5.5 45

32 IdentificationMofMheartMratebassociatedMlociMandMtheirMeffectsMonMcardiacMconductionMandMrhythmM
disorderscMNaturehGeneticsaM2013aMikaMlgfbhf 36.3 219

31 ParentalMhistoryMofMtypeMgMdiabetesaMTy mLgMvariantMandMlowerMinsulinMsecretionMareMassociatedMwithM
incidentMhypertensioncMzataMfromMtheMz~SIRMandMRISyMcohortscMDiabetologiaaM2013aMklaMgifibgh 10.3 16

30 βU~SSbingMpolygenicMassociationsMwithMmultipleMphenotypesMusingMaMβPUbbasedMevolutionaryM
stochasticMsearchMalgorithmcMPLoShGeneticsaM2013aMoaMefeehlkm 6 45

29 LargebscaleMassociationManalysisMprovidesMinsightsMintoMtheMgeneticMarchitectureMandMpathophysiologyM
ofMtypeMgMdiabetescMNaturehGeneticsaM2012aMiiaMonfboe 36.3 1482

28 zysfunctionMofMlipidMsensorMβPRfgeMleadsMtoMobesityMinMbothMmouseMandMhumancMNatureaM2012aMinhaMhkebi50.4 484

27 ~uropeanMgeneticMvariantsMassociatedMwithMtypeMgMdiabetesMinMNorthMwfricanMwrabscMDiabeteshandh
MetabolismaM2012aMhnaMhflbgh 5.4 55

26 RareMMTNRfxMvariantsMimpairingMmelatoninMreceptorMfxMfunctionMcontributeMtoMtypeMgMdiabetescM
NaturehGeneticsaM2012aMiiaMgombhef 36.3 279

25 StratifyingMtypeMgMdiabetesMcasesMbyMxMIMidentifiesMgeneticMriskMvariantsMinMLwMwfMandMenrichmentM
forMriskMvariantsMinMleanMcomparedMtoMobeseMcasescMPLoShGeneticsaM2012aMnaMefeegmif 6 162

24 HeterozygousMmutationsMcausingMpartialMprohormoneMconvertaseMfMdeficiencyMcontributeMtoMhumanM
obesitycMDiabetesaM2012aMlfaMhnhboe 0.9 82

23 LowbfrequencyMvariantsMinMHMβwfMareMnotMassociatedMwithMtypeMgMdiabetesMriskcMDiabetesaM2012aMlfaMkgibhe0.9 13

22 LargebscaleMassociationManalysesMidentifyMnewMlociMinfluencingMglycemicMtraitsMandMprovideMinsightM
intoMtheMunderlyingMbiologicalMpathwayscMNaturehGeneticsaM2012aMiiaMoofbfeek 36.3 621

21
zisruptionMofMaMnovelMKruppelblikeMtranscriptionMfactorMpheebregulatedMpathwayMforMinsulinM
biosynthesisMrevealedMbyMstudiesMofMtheMccbhhfMINSMmutationMfoundMinMneonatalMdiabetesMmellituscM
JournalhofhBiologicalhChemistryaM2011aMgnlaMgnifibgi

5.4 59

20 yombinedMβlobalMSensitivityMwnalysisMandMPopulationMPxPKMModelingMforMwssessingMyonsistencyMofM
TyzzMToxicokineticsMzataMinMMicecMProcediavhSocialhandhBehavioralhSciencesaM2010aMgaMmmmebmmmf

19 RecoveryMofMtraitMheritabilityMfromMwholeMgenomeMsequenceMdatacMYearbookhofhPaediatrich
Endocrinologya 21

(-2013)
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18 ImprovedMpolygenicMpredictionMbyMxayesianMmultipleMregressionMonMsummaryMstatistics 2

17 zetectionMofMhumanMadaptationMduringMtheMpastMgaeeeMyears 5

16 RefiningMtheMaccuracyMofMvalidatedMtargetMidentificationMthroughMcodingMvariantMfinebmappingMinMtypeM
gMdiabetes 4

15 WidespreadMsignaturesMofMnegativeMselectionMinMtheMgeneticMarchitectureMofMhumanMcomplexMtraits 7

14 TheoreticalMandMempiricalMquantificationMofMtheMaccuracyMofMpolygenicMscoresMinMancestryMdivergentMpopulations 4

13 TransbancestryMgeneticMstudyMofMtypeMgMdiabetesMhighlightsMtheMpowerMofMdiverseMpopulationsMforM
discoveryMandMtranslation 10

12 ~stimationMofMnonbadditiveMgeneticMvarianceMinMhumanMcomplexMtraitsMfromMaMlargeMsampleMofM
unrelatedMindividuals 3

11  inebmappingMofManMexpandedMsetMofMtypeMgMdiabetesMlociMtoMsinglebvariantMresolutionMusingM
highbdensityMimputationMandMisletbspecificMepigenomeMmaps 18

10 MetabanalysisMofMgenomebwideMassociationMstudiesMforMheightMandMbodyMmassMindexMinM~meeaeeeM
individualsMofM~uropeanMancestry 29

9 ImprintMofMwssortativeMMatingMonMtheMHumanMβenome 2

8 MetabanalysisMofMgenomebwideMassociationMstudiesMforMbodyMfatMdistributionMinMloialioMindividualsMofM
~uropeanMancestry 1

7 ~xpectationMofMtheMinterceptMfromMbivariateMLzMscoreMregressionMinMtheMpresenceMofMpopulationMstratification 13

6 MachineMLearningMinMMultibOmicsMzataMtoMwssessMLongitudinalMPredictorsMofMβlycaemicMHealth 2

5 βeneticMyonsequencesMofMSocialMStratificationMinMβreatMxritain 10

4 RecoveryMofMtraitMheritabilityMfromMwholeMgenomeMsequenceMdata 83

3 xayesianManalysisMofMβWwSMsummaryMdataMrevealsMdifferentialMsignaturesMofMnaturalMselectionMacrossM
humanMcomplexMtraitsMandMfunctionalMgenomicMcategories 8

2 QuantifyingMgeneticMheterogeneityMbetweenMcontinentalMpopulationsMforMhumanMheightMandMbodyM
massMindex 4

1 wssortativeMMatingMxiasesMMarkerbbasedMHeritabilityM~stimators 4
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