
Aravinda Chakravarti

ListhofhPublicationshbyhYearhinh
DescendinghOrder

Source:hhttps:yyexalyxcomyauthorvpdfy4437471yaravindavchakravartivpublicationsvbyvyearxpdf

Version:h2024v04v20h

ThishdocumenthhashbeenhgeneratedhbasedhonhthehpublicationshandhcitationshrecordedhbyhexalyxcomxhForh

thehlatesthversionhofhthishpublicationhlistuhvisiththehlinkhgivenhabovex

ThehthirdhcolumnhishthehimpacthfactorhpIFrhofhthehjournaluhandhthehfourthhcolumnhishthehnumberhofh

citationshofhtheharticlex

304
papers

61,039
citations

92
h-index

246
g-index

330
ext. papers

72,375
ext. citations

13.4
avg, IF

6.58
L-index



k Paper IF Citations

304 RareKcodingKvariantsKinKRuNeKareKassociatedKwithKbloodKpressureZZKBMCfGenomicsWK2022WKdeWKcfj 4.5

303 sKmultiXenhancerKregulatoryKcodeKisKdisruptedKinKzirschsprungKdiseaseZKGenomefResearchWK2021WK 9.7 2

302 PathogenicKallelesKinKmicrotubuleWKsecretoryKgranuleKandKextracellularKmatrixXrelatedKgenesKinK
familialKkeratoconusZKHumanfMolecularfGeneticsWK2021WKebWKhgjXhic 5.6 1

301 MultipleWKindependentWKcommonKvariantsKatKRwTWKSwMseKandKNRycKgutKenhancersKspecifyK
zirschsprungKdiseaseKriskKinKwuropeanKancestryKsubjectsZKJournalfoffPediatricfSurgeryWK2021WKghWKddjhXddkf2.6 1

300 SequenceXbasedKcorrectionKofKbarcodeKbiasKinKmassivelyKparallelKreporterKassaysZKGenomefResearchWK
2021WKecWKchejXchfg 9.7 0

299 MagnitudeKofKMendelianKversusKcomplexKinheritanceKofKrareKdisordersZKAmericanfJournalfoffMedicalf
GeneticstfPartfAWK2021WKcjgWKedjiXedke 2.5 2

298 snalysisKofKputativeKcisXregulatoryKelementsKregulatingKbloodKpressureKvariationZKHumanfMolecularf
GeneticsWK2020WKdkWKckddXcked 5.6 0

297 MicroRNsXfgchXmediatedKregulationKofKreliesKonKeRKUTRKXactingKvariantsKandKcontributesKtoKtheK
alteredKriskKofKzirschsprungKdiseaseZKJournalfoffMedicalfGeneticsWK2020WKgiWKhefXhfd 5.8 2

296 TheKroadKaheadKinKgeneticsKandKgenomicsZKNaturefReviewsfGeneticsWK2020WKdcWKgjcXgkh 30.1 43

295 LeveragingKlinkageKevidenceKtoKidentifyKlowXfrequencyKandKrareKvariantsKonKchpceKassociatedKwithK
bloodKpressureKusingKTOPMedKwholeKgenomeKsequencingKdataZKHumanfGeneticsWK2019WKcejWKckkXdcb 6.3 14

294 MultipleKvariantKenhancersKmodulateKitsKcardiacKgeneKexpressionKandKtheKQTKintervalZKProceedingsfoff
thefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaWK2019WKcchWKcbhehXcbhfg 11.5 13

293 MolecularKyeneticKsnatomyKandKRiskKProfileKofKzirschsprungRsKviseaseZKNewfEnglandfJournalfoff
MedicineWK2019WKejbWKcfdcXcfed 59.2 71

292 sKmultiXancestryKgenomeXwideKstudyKincorporatingKgeneXsmokingKinteractionsKidentifiesKmultipleK
newKlociKforKpulseKpressureKandKmeanKarterialKpressureZKHumanfMolecularfGeneticsWK2019WKdjWKdhcgXdhee 5.6 14

291 sKgeneKregulatoryKnetworkKexplainsKRwTXwvNRtKepistasisKinKzirschsprungKdiseaseZKHumanf
MolecularfGeneticsWK2019WKdjWKeceiXecfi 5.6 8

290 SequenceKcharacterizationKofKRwTKinKcciKuhineseKzirschsprungKdiseaseKfamiliesKidentifiesKaKlargeK
burdenKofKdeKnovoKandKparentalKmosaicKmutationsZKOrphanetfJournalfoffRarefDiseasesWK2019WKcfWKdei 4.2 5

289 zighKLevelsKofK–nterestKinKReproductiveKyeneticK–nformationKinKParentsKofKuhildrenKandKsdultsKWithK
zirschsprungKviseaseZKJournalfoffPediatricfGastroenterologyfandfNutritionWK2019WKhkWKdkkXebg 2.8 0

288 yeneXKandKtissueXlevelKinteractionsKinKnormalKgastrointestinalKdevelopmentKandKzirschsprungK
diseaseZKProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaWK2019WK 11.5 5
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287 sssociationsKofKMitochondrialKandKNuclearKMitochondrialKVariantsKandKyenesKwithKSevenKMetabolicK
TraitsZKAmericanfJournalfoffHumanfGeneticsWK2019WKcbfWKccdXcej 11 54

286 uombinedKlinkageKandKassociationKanalysisKidentifiesKrareKandKlowKfrequencyKvariantsKforKbloodK
pressureKatKcqecZKEuropeanfJournalfoffHumanfGeneticsWK2019WKdiWKdhkXdii 5.3 3

285 uardiomyocytesKhaveKmosaicKpatternsKofKproteinKexpressionZKCardiovascularfPathologyWK2018WKefWKgbXgi 3.8 9

284 ResponseKtoKtrosensKetKalZKGeneticsfinfMedicineWK2018WKdbWKcfikXcfjb 8.1

283 sKLargeXScaleKMultiXancestryKyenomeXwideKStudyKsccountingKforKSmokingKtehaviorK–dentifiesK
MultipleKSignificantKLociKforKtloodKPressureZKAmericanfJournalfoffHumanfGeneticsWK2018WKcbdWKeigXfbb 11 59

282 yenomeXwideKassociationKstudyKofKzirschsprungKdiseaseKdetectsKaKnovelKlowXfrequencyKvariantKatK
theKRwTKlocusZKEuropeanfJournalfoffHumanfGeneticsWK2018WKdhWKghcXghk 5.3 11

281
TheKgeneticKunderpinningsKofKvariationKinKagesKatKmenarcheKandKnaturalKmenopauseKamongKwomenK
fromKtheKmultiXethnicKPopulationKsrchitectureKusingKyenomicsKandKwpidemiologyKSPsywTKStudylKsK
transXethnicKmetaXanalysisZKPLoSfONEWK2018WKceWKebdbbfjh

3.7 14

280 zumanKcardiacKXregulatoryKelementsWKtheirKcognateKtranscriptionKfactorsWKandKregulatoryKvNsK
sequenceKvariantsZKGenomefResearchWK2018WKdjWKcgiiXcgjj 9.7 11

279 NovelKgeneticKassociationsKforKbloodKpressureKidentifiedKviaKgeneXalcoholKinteractionKinKupKtoKgibδK
individualsKacrossKmultipleKancestriesZKPLoSfONEWK2018WKceWKebckjchh 3.7 31

278 RwTKsomaticKmutationsKareKunderrecognizedKinKzirschsprungKdiseaseZKGeneticsfinfMedicineWK2018WKdbWKiibXiii8.1 20

277 sKcomprehensiveKevaluationKofKtheKgeneticKarchitectureKofKsuddenKcardiacKarrestZKEuropeanfHeartf
JournalWK2018WKekWKekhcXekhk 9.5 31

276 yeneticKanalysisKofKoverKcKmillionKpeopleKidentifiesKgegKnewKlociKassociatedKwithKbloodKpressureK
traitsZKNaturefGeneticsWK2018WKgbWKcfcdXcfdg 36.3 386

275 NewtonKwZKMortonKSckdkXdbcjTZKAmericanfJournalfoffHumanfGeneticsWK2018WKcbdWKcbccXcbci 11

274 yenomeXwideKassociationKanalysisKidentifiesKnovelKbloodKpressureKlociKandKoffersKbiologicalKinsightsK
intoKcardiovascularKriskZKNaturefGeneticsWK2017WKfkWKfbeXfcg 36.3 313

273 WholeKexomeKsequencingKcoupledKwithKunbiasedKfunctionalKanalysisKrevealsKnewKzirschsprungK
diseaseKgenesZKGenomefBiologyWK2017WKcjWKfj 18.3 55

272 TestingKtheKRetKandKSemaedKgeneticKinteractionKinKmouseKentericKnervousKsystemKdevelopmentZK
HumanfMolecularfGeneticsWK2017WKdhWKcjccXcjdb 5.6 3

271 yenomeXwideKassociationKanalysesKusingKelectronicKhealthKrecordsKidentifyKnewKlociKinfluencingK
bloodKpressureKvariationZKNaturefGeneticsWK2017WKfkWKgfXhf 36.3 157

270
yeneXbyXPsychosocialKxactorK–nteractionsK–nfluenceKviastolicKtloodKPressureKinKwuropeanKandK
sfricanKsncestryKPopulationslKMetaXsnalysisKofKxourKuohortKStudiesZKInternationalfJournalfoff
EnvironmentalfResearchfandfPublicfHealthWK2017WKcfWK

4.6 3

(2017-2019)
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269 RareKvariantsKinKfoxXcKhomologKsKSRtxOXcTKareKassociatedKwithKlowerKbloodKpressureZKPLoSfGenetics
WK2017WKceWKecbbhhij 6 11

268 SingleXtraitKandKmultiXtraitKgenomeXwideKassociationKanalysesKidentifyKnovelKlociKforKbloodKpressureK
inKsfricanXancestryKpopulationsZKPLoSfGeneticsWK2017WKceWKecbbhidj 6 58

267 MicroRNssKinKtheKmiRXciKandKmiRXcgKfamiliesKareKdownregulatedKinKchronicKkidneyKdiseaseKwithK
hypertensionZKPLoSfONEWK2017WKcdWKebcihief 3.7 27

266 gdKyeneticKLociK–nfluencingKMyocardial´ MassZKJournalfoffthefAmericanfCollegefoffCardiologyWK2016WK
hjWKcfegXcffj 15.1 76

265 MetaXanalysisKidentifiesKcommonKandKrareKvariantsKinfluencingKbloodKpressureKandKoverlappingKwithK
metabolicKtraitKlociZKNaturefGeneticsWK2016WKfjWKcchdXib 36.3 152

264 TheKgeneticsKofKbloodKpressureKregulationKandKitsKtargetKorgansKfromKassociationKstudiesKinKefdWfcgK
individualsZKNaturefGeneticsWK2016WKfjWKccicXccjf 36.3 251

263 TranscriptionalKregulationKofKPRPxecKgeneKexpressionKbyKMSRcKrepeatKelementsKcausesKincompleteK
penetranceKinKretinitisKpigmentosaZKScientificfReportsWK2016WKhWKckfgb 4.9 31

262 RareKcodingKTTNKvariantsKareKassociatedKwithKelectrocardiographicKQTKintervalKinKtheKgeneralK
populationZKScientificfReportsWK2016WKhWKdjegh 4.9 5

261 ywNOMwKwNy–NwwR–NyZKTheKyenomeKProjectXWriteZKScienceWK2016WKegeWKcdhXi 33.3 138

260 RareKwxomeKSequenceKVariantsKinKuLuNhKReduceKtloodKPressureKLevelsKandKzypertensionKRiskZK
Circulation:fCardiovascularfGeneticsWK2016WKkWKhfXib 35

259 RareKvariantKinKscavengerKreceptorKt–KraisesKzvLKcholesterolKandKincreasesKriskKofKcoronaryKheartK
diseaseZKScienceWK2016WKegcWKcchhXic 33.3 325

258 VariantKviscoveryKandKxineKMappingKofKyeneticKLociKsssociatedKwithKtloodKPressureKTraitsKinK
zispanicsKandKsfricanKsmericansZKPLoSfONEWK2016WKccWKebchfced 3.7 19

257 RevealingKrateXlimitingKstepsKinKcomplexKdiseaseKbiologylKTheKcrucialKimportanceKofKstudyingKrareWK
extremeXphenotypeKfamiliesZKBioEssaysWK2016WKejWKgijXjh 4.1 32

256 uommentarylKTheKcentralKquestionsKofKhumanKgeneticslKRichardKLewontinRsKckhjKseniorKlectureKinK
VictorKMcδusickRsKtarKzarborKshortKcourseZKInternationalfJournalfoffEpidemiologyWK2016WKfgWKhhjXid 7.8 1

255 wnhancerKVariantsKSynergisticallyKvriveKvysfunctionKofKaKyeneKRegulatoryKNetworkK–nKzirschsprungK
viseaseZKCellWK2016WKchiWKeggXehjZecb 56.2 80

254 TransXethnicKmetaXanalysisKofKgenomeXwideKassociationKstudiesKforKzirschsprungKdiseaseZKHumanf
MolecularfGeneticsWK2016WKdgWKgdhgXgdig 5.6 23

253 sKP–yNKmutationKresponsibleKforKmultipleKcongenitalKanomaliesXhypotoniaXseizuresKsyndromeKcK
SMuszScTKinKanK–sraeliXsrabKfamilyZKAmericanfJournalfoffMedicalfGeneticstfPartfAWK2016WKcibsWKcihXjd 2.5 22

252 virectionalKdominanceKonKstatureKandKcognitionKin´ diverseKhumanKpopulationsZKNatureWK2015WKgdeWKfgkXfhd50.4 119
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251 TheKyeneticKtasisKofKMendelianKPhenotypeslKviscoveriesWKuhallengesWKandKOpportunitiesZKAmericanf
JournalfoffHumanfGeneticsWK2015WKkiWKckkXdcg 11 432

250 LossKofK˛·XcateninKfunctionKinKsevereKautismZKNatureWK2015WKgdbWKgcXh 50.4 97

249 sKglobalKreferenceKforKhumanKgeneticKvariationZKNatureWK2015WKgdhWKhjXif 50.4 8599

248 ProteinsKlinkedKtoKautosomalKdominantKandKautosomalKrecessiveKdisordersKharborKcharacteristicK
rareKmissenseKmutationKdistributionKpatternsZKHumanfMolecularfGeneticsWK2015WKdfWKgkkgXhbbd 5.6 24

247 PerspectivesKonKzumanKVariationKthroughKtheKLensKofKviversityKandKRaceZKColdfSpringfHarborf
PerspectivesfinfBiologyWK2015WKiWKabdeegj 10.2 11

246 TheK–nfluenceKofKsgeKandKSexKonKyeneticKsssociationsKwithKsdultKtodyKSizeKandKShapelKsK
LargeXScaleKyenomeXWideK–nteractionKStudyZKPLoSfGeneticsWK2015WKccWKecbbgeij 6 220

245 PopulationKvariationKinKtotalKgeneticKriskKofKzirschsprungKdiseaseKfromKcommonKRwTWKSwMseKandK
NRycKsusceptibilityKpolymorphismsZKHumanfMolecularfGeneticsWK2015WKdfWKdkkiXebbe 5.6 49

244 ylobalKimplementationKofKgenomicKmedicinelKWeKareKnotKaloneZKSciencefTranslationalfMedicineWK2015
WKiWKdkbpsce 17.5 112

243 xunctionalKlossKofKsemaphorinKeuKandaorKsemaphorinKevKandKtheirKepistaticKinteractionKwithKretKareK
criticalKtoKzirschsprungKdiseaseKliabilityZKAmericanfJournalfoffHumanfGeneticsWK2015WKkhWKgjcXkh 11 82

242 –ntestinalKNeuronalKvysplasiaXLikeKSubmucosalKyanglionKuellKzyperplasiaKatKtheKProximalKMarginsK
ofKzirschsprungKviseaseKResectionsZKPediatricfandfDevelopmentalfPathologyWK2015WKcjWKfhhXih 2.2 18

241 TheKroleKofKrareKvariantsKinKsystolicKbloodKpressurelKanalysisKofKwxomeuhipKdataKinKzyperywNKsfricanK
smericansZKHumanfHeredityWK2015WKikWKdbXi 1.1 5

240 NewKgeneticKlociKlinkKadiposeKandKinsulinKbiologyKtoKbodyKfatKdistributionZKNatureWK2015WKgcjWKcjiXckh 50.4 920

239 yeneticKstudiesKofKbodyKmassKindexKyieldKnewKinsightsKforKobesityKbiologyZKNatureWK2015WKgcjWKckiXdbh 50.4 2687

238  ointKanalysisKofKpsychiatricKdisordersKincreasesKaccuracyKofKriskKpredictionKforKschizophreniaWK
bipolarKdisorderWKandKmajorKdepressiveKdisorderZKAmericanfJournalfoffHumanfGeneticsWK2015WKkhWKdjeXkf 11 161

237 virectKwstimatesKofKtheKyenomicKuontributionsKtoKtloodKPressureKzeritabilityKwithinKaK
PopulationXtasedKuohortKSsR–uTZKPLoSfONEWK2015WKcbWKebceebec 3.7 32

236 zPsSubulKsKsuiteKofKtoolsKforKuserKsubclassificationKofKhumanKproteinKatlasKtissueKimagesZKJournalfoff
PathologyfInformaticsWK2015WKhWKeh 4.4 9

235 yeneXageKinteractionsKinKbloodKpressureKregulationlKaKlargeXscaleKinvestigationKwithKtheKuzsRywWK
ylobalKtPgenWKandK–utPKuonsortiaZKAmericanfJournalfoffHumanfGeneticsWK2014WKkgWKdfXej 11 80

234 wffectsKofKlongXtermKaveragingKofKquantitativeKbloodKpressureKtraitsKonKtheKdetectionKofKgeneticK
associationsZKAmericanfJournalfoffHumanfGeneticsWK2014WKkgWKfkXhg 11 52

(2014-2015)
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233 vefiningKtheKroleKofKcommonKvariationKinKtheKgenomicKandKbiologicalKarchitectureKofKadultKhumanK
heightZKNaturefGeneticsWK2014WKfhWKccieXjh 36.3 1339

232 yeneticKassociationKstudyKofKQTKintervalKhighlightsKroleKforKcalciumKsignalingKpathwaysKinK
myocardialKrepolarizationZKNaturefGeneticsWK2014WKfhWKjdhXeh 36.3 199

231 dbceKWilliamKsllanKswardlKMyKmultifactorialKjourneyZKAmericanfJournalfoffHumanfGeneticsWK2014WKkfWKedhXee11 2

230 uommonKvariationKinKfattyKacidKmetabolicKgenesKandKriskKofKincidentKsuddenKcardiacKarrestZKHeartf
RhythmWK2014WKccWKficXi 6.7 12

229 snKenhancerKpolymorphismKatKtheKcardiomyocyteKintercalatedKdiscKproteinKNOScsPKlocusKisKaKmajorK
regulatorKofKtheKQTKintervalZKAmericanfJournalfoffHumanfGeneticsWK2014WKkfWKjgfXhk 11 56

228 NovelKapproachKidentifiesKSNPsKinKSLudscbKandKδuNδkKwithKevidenceKforKparentXofXoriginKeffectKonK
bodyKmassKindexZKPLoSfGeneticsWK2014WKcbWKecbbfgbj 6 45

227 wffectsKofKRwTKandKNRycKpolymorphismsKinK–ndonesianKpatientsKwithKzirschsprungKdiseaseZKJournalf
offPediatricfSurgeryWK2014WKfkWKchcfXj 2.6 33

226 ProfileKofKMaryXulaireKδingWKdbcfKLaskerXδoshlandKSpecialKschievementKinKMedicalKScienceKawardeeZK
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaWK2014WKcccWKcihkbXd 11.5

225 sKpopulationXbasedKstudyKofKδuNziKpZsrgekfzisKandKbipolarKspectrumKdisorderZKHumanfMolecularf
GeneticsWK2014WKdeWKhekgXfbh 5.6 30

224 yeneXcentricKmetaXanalysisKinKjiWiehKindividualsKofKwuropeanKancestryKidentifiesKmultipleK
bloodXpressureXrelatedKlociZKAmericanfJournalfoffHumanfGeneticsWK2014WKkfWKefkXhb 11 131

223 LinkageKanalysisKincorporatingKgeneXageKinteractionsKidentifiesKsevenKnovelKlipidKlocilKtheKxamilyK
tloodKPressureKProgramZKAtherosclerosisWK2014WKdegWKjfXke 3.1 9

222
SequenceKanalysisKofKsixKbloodKpressureKcandidateKregionsKinKfWcijKindividualslKtheKuohortsKforK
zeartKandKsgingKResearchKinKyenomicKwpidemiologyKSuzsRywTKtargetedKsequencingKstudyZKPLoSf
ONEWK2014WKkWKecbkcgg

3.7 15

221
yenomeXwideKassociationKanalysisKofKbloodXpressureKtraitsKinKsfricanXancestryKindividualsKrevealsK
commonKassociatedKgenesKinKsfricanKandKnonXsfricanKpopulationsZKAmericanfJournalfoffHumanf
GeneticsWK2013WKkeWKgfgXgf

11 145

220 viscoveryKandKrefinementKofKlociKassociatedKwithKlipidKlevelsZKNaturefGeneticsWK2013WKfgWKcdifXcdje 36.3 1904

219 uommonKvariantsKassociatedKwithKplasmaKtriglyceridesKandKriskKforKcoronaryKarteryKdiseaseZKNaturef
GeneticsWK2013WKfgWKcefgXgd 36.3 597

218 vistillingKpathophysiologyKfromKcomplexKdiseaseKgeneticsZKCellWK2013WKcggWKdcXh 56.2 63

217 uontributionKofKrareKandKcommonKvariantsKdetermineKcomplexKdiseasesXzirschsprungKdiseaseKasKaK
modelZKDevelopmentalfBiologyWK2013WKejdWKedbXk 3.1 90

216 yeneticKrelationshipKbetweenKfiveKpsychiatricKdisordersKestimatedKfromKgenomeXwideKSNPsZKNaturef
GeneticsWK2013WKfgWKkjfXkf 36.3 1628
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215 LociKinfluencingKbloodKpressureKidentifiedKusingKaKcardiovascularKgeneXcentricKarrayZKHumanf
MolecularfGeneticsWK2013WKddWKchheXij 5.6 119

214 yeneticsKandKgenomicsKforKtheKpreventionKandKtreatmentKofKcardiovascularKdiseaselKupdatelKaK
scientificKstatementKfromKtheKsmericanKzeartKsssociationZKCirculationWK2013WKcdjWKdjceXgc 16.7 76

213
sssociationsKbetweenKNOScsPKsingleKnucleotideKpolymorphismsKSSNPsTKandKQTKintervalKdurationKinK
fourKracialaethnicKgroupsKinKtheKMultiXwthnicKStudyKofKstherosclerosisKSMwSsTZKAnnalsfoffNoninvasivef
ElectrocardiologyWK2013WKcjWKdkXfb

1.5 9

212 TransXethnicKfineXmappingKofKlipidKlociKidentifiesKpopulationXspecificKsignalsKandKallelicK
heterogeneityKthatKincreasesKtheKtraitKvarianceKexplainedZKPLoSfGeneticsWK2013WKkWKecbbeeik 6 94

211
wffectsKofKrareKandKcommonKbloodKpressureKgeneKvariantsKonKessentialKhypertensionlKresultsKfromK
theKxamilyKtloodKPressureKProgramWKuLUwWKandKstherosclerosisKRiskKinKuommunitiesKstudiesZK
CirculationfResearchWK2013WKccdWKecjXdh

15.7 20

210 yeneticKvariationKassociatedKwithKcirculatingKmonocyteKcountKinKtheKeMwRywKNetworkZKHumanf
MolecularfGeneticsWK2013WKddWKdcckXdi 5.6 46

209 uhromosomeKdcKscanKinKvownKsyndromeKrevealsKvSusMKasKaKpredisposingKlocusKinKzirschsprungK
diseaseZKPLoSfONEWK2013WKjWKehdgck 3.7 18

208 sKpolymorphicKeRUTRKelementKinKsTPctcKregulatesKalternativeKpolyadenylationKandKisKassociatedK
withKbloodKpressureZKPLoSfONEWK2013WKjWKeihdkb 3.7 12

207 vefiningKtheKcontributionKofKuNTNsPdKtoKautismKsusceptibilityZKPLoSfONEWK2013WKjWKeiikbh 3.7 25

206 RapidKandKefficientKhumanKmutationKdetectionKusingKaKbenchXtopKnextXgenerationKvNsKsequencerZK
HumanfMutationWK2012WKeeWKdjcXk 4.7 31

205 MetaXanalysisKidentifiesKsixKnewKsusceptibilityKlociKforKatrialKfibrillationZKNaturefGeneticsWK2012WKffWKhibXg 36.3 429

204 yeneticsZKMendelianKpuzzlesZKScienceWK2012WKeegWKkebXc 33.3 16

203 dbccKintroductionKtoKuurtKSternKswardZKAmericanfJournalfoffHumanfGeneticsWK2012WKkbWKfbgXh 11

202 NextXgenerationKsequencingKofKhumanKmitochondrialKreferenceKgenomesKuncoversKhighK
heteroplasmyKfrequencyZKPLoSfComputationalfBiologyWK2012WKjWKecbbdiei 5 54

201 MaleKandKfemaleKdifferentialKreproductiveKrateKcouldKexplainKparentalKtransmissionKasymmetryKofK
mutationKoriginKinKzirschsprungKdiseaseZKEuropeanfJournalfoffHumanfGeneticsWK2012WKdbWKkciXdb 5.3 7

200 QuantifyingKandKmodelingKbirthKorderKeffectsKinKautismZKPLoSfONEWK2011WKhWKedhfcj 3.7 16

199 SNPsKandKotherKfeaturesKasKtheyKpredisposeKtoKcomplexKdiseaselKgenomeXwideKpredictiveKanalysisK
ofKaKquantitativeKphenotypeKforKhypertensionZKPLoSfONEWK2011WKhWKedijkc 3.7 3

198 MiningKgoldKdustKunderKtheKgenomeKwideKsignificanceKlevellKaKtwoXstageKapproachKtoKanalysisKofK
yWsSZKGeneticfEpidemiologyWK2011WKegWKcccXj 2.6 41

(2011-2013)
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197 sKmultilevelKmodelKtoKaddressKbatchKeffectsKinKcopyKnumberKestimationKusingKSNPKarraysZK
BiostatisticsWK2011WKcdWKeeXgb 3.7 38

196 sssociationKofKhypertensionKdrugKtargetKgenesKwithKbloodKpressureKandKhypertensionKinKjhWgjjK
individualsZKHypertensionWK2011WKgiWKkbeXcb 8.5 154

195 WidespreadKpromiscuousKgeneticKinformationKtransferKfromKvNsKtoKRNsZKCirculationfResearchWK
2011WKcbkWKcdbdXe 15.7 4

194 sKbivariateKgenomeXwideKapproachKtoKmetabolicKsyndromelKSTsMPwwvKconsortiumZKDiabetesWK2011WK
hbWKcedkXek 0.9 194

193 uombinedKadmixtureKmappingKandKassociationKanalysisKidentifiesKaKnovelKbloodKpressureKgeneticK
locusKonKgpcelKcontributionsKfromKtheKusReKconsortiumZKHumanfMolecularfGeneticsWK2011WKdbWKddjgXkg 5.6 70

192 yenomicKcontributionsKtoKMendelianKdiseaseZKGenomefResearchWK2011WKdcWKhfeXf 9.7 14

191 sssociationKofKgeneticKvariationKwithKsystolicKandKdiastolicKbloodKpressureKamongKsfricanK
smericanslKtheKuandidateKyeneKsssociationKResourceKstudyZKHumanfMolecularfGeneticsWK2011WKdbWKddieXjf5.6 146

190 xiveKbloodKpressureKlociKidentifiedKbyKanKupdatedKgenomeXwideKlinkageKscanlKmetaXanalysisKofKtheK
xamilyKtloodKPressureKProgramZKAmericanfJournalfoffHypertensionWK2011WKdfWKefiXgf 2.3 15

189 yenomeXwideKassociationKstudyKidentifiesKsixKnewKlociKinfluencingKpulseKpressureKandKmeanKarterialK
pressureZKNaturefGeneticsWK2011WKfeWKcbbgXcc 36.3 338

188 MultipleKlociKareKassociatedKwithKwhiteKbloodKcellKphenotypesZKPLoSfGeneticsWK2011WKiWKecbbdcce 6 92

187 –dentificationKofKaKsuddenKcardiacKdeathKsusceptibilityKlocusKatKdqdfZdKthroughKgenomeXwideK
associationKinKwuropeanKancestryKindividualsZKPLoSfGeneticsWK2011WKiWKecbbdcgj 6 95

186 yenomeXwideKassociationKstudyKofKcoronaryKheartKdiseaseKandKitsKriskKfactorsKinKjWbkbKsfricanK
smericanslKtheKNzLt–KusReKProjectZKPLoSfGeneticsWK2011WKiWKecbbcebb 6 249

185 uopyKnumberKvariantsKinKcandidateKgenesKareKgeneticKmodifiersKofKzirschsprungKdiseaseZKPLoSfONEWK
2011WKhWKedcdck 3.7 53

184 yenomeXwideKassociationKstudyKofKPRKintervalZKNaturefGeneticsWK2010WKfdWKcgeXk 36.3 340

183 uommonKvariantsKinKδuNNeKareKassociatedKwithKloneKatrialKfibrillationZKNaturefGeneticsWK2010WKfdWKdfbXf 36.3 362

182 uommonKvariantsKinKddKlociKareKassociatedKwithKQRSKdurationKandKcardiacKventricularKconductionZK
NaturefGeneticsWK2010WKfdWKcbhjXih 36.3 249

181 MendelianKdisordersKandKmultifactorialKtraitslKtheKbigKdivideKorKoneKforKallqZKNaturefReviewsfGeneticsWK
2010WKccWKejbXf 30.1 60

180 yenomeXwideKassociationKstudyKidentifiesKyPugKasKaKnovelKgeneticKlocusKprotectiveKagainstKsuddenK
cardiacKarrestZKPLoSfONEWK2010WKgWKekjik 3.7 48
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179 ParentXofXoriginKeffectsKinKautismKidentifiedKthroughKgenomeXwideKlinkageKanalysisKofKchWbbbKSNPsZK
PLoSfONEWK2010WKgWKecdgce 3.7 28

178 PolymorphismsKinKtheKmitochondrialKvNsKcontrolKregionKandKfrailtyKinKolderKadultsZKPLoSfONEWK2010WK
gWKeccbhk 3.7 37

177 yenomeXwideKassociationKstudiesKofKserumKmagnesiumWKpotassiumWKandKsodiumKconcentrationsK
identifyKsixKLociKinfluencingKserumKmagnesiumKlevelsZKPLoSfGeneticsWK2010WKhWKecbbcbfg 6 144

176 PolymorphismsKinKtheKNOScsPKgeneKmodulateKQTKintervalKdurationKandKriskKofKarrhythmiasKinKtheK
longKQTKsyndromeZKJournalfoffthefAmericanfCollegefoffCardiologyWK2010WKggWKdifgXgd 15.1 143

175 dbbjKPresidentialKsddresslKPrincipiaKyeneticalKOurKxutureKScienceZKAmericanfJournalfoffHumanf
GeneticsWK2010WKjhWKebdXebj 11 2

174 vifferentialKcontributionsKofKrareKandKcommonWKcodingKandKnoncodingKRetKmutationsKtoK
multifactorialKzirschsprungKdiseaseKliabilityZKAmericanfJournalfoffHumanfGeneticsWK2010WKjiWKhbXif 11 198

173 MultipleKindependentKgeneticKfactorsKatKNOScsPKmodulateKtheKQTKintervalKinKaKmultiXethnicK
populationZKPLoSfONEWK2009WKfWKefeee 3.7 25

172 MitochondrialKvNsKvariantsKofKrespiratoryKcomplexK–KthatKuniquelyKcharacterizeKhaplogroupKTdKareK
associatedKwithKincreasedKriskKofKageXrelatedKmacularKdegenerationZKPLoSfONEWK2009WKfWKeggbj 3.7 74

171 yeneticKvariationsKinKnitricKoxideKsynthaseKcKadaptorKproteinKareKassociatedKwithKsuddenKcardiacK
deathKinKUSKwhiteKcommunityXbasedKpopulationsZKCirculationWK2009WKcckWKkfbXgc 16.7 141

170 PositionalKidentificationKofKvariantsKofKsdamtschKlinkedKtoKinheritedKhypertensionZKHumanfMolecularf
GeneticsWK2009WKcjWKdjdgXej 5.6 52

169 xromKtheKuoverlKWholeXgenomeKassociationKstudyKidentifiesKSTδekKasKaKhypertensionKsusceptibilityK
geneZKProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaWK2009WKcbhWKddhXec 11.5 240

168 zybridsKofKaneuploidKhumanKcancerKcellsKpermitKcomplementationKofKsimpleKandKcomplexKcancerK
defectsZKCancerfBiologyfandfTherapyWK2009WKjWKefiXgg 4.6 2

167
TheKassociationKofKcellKcycleKcheckpointKdKvariantsKandKkidneyKfunctionlKfindingsKofKtheKxamilyKtloodK
PressureKProgramKandKtheKstherosclerosisKRiskK–nKuommunitiesKstudyZKAmericanfJournalfoff
HypertensionWK2009WKddWKggdXj

2.3 1

166
zemostasisWKinflammationWKandKfatalKandKnonfatalKcoronaryKheartKdiseaselKlongXtermKfollowXupKofK
theKatherosclerosisKriskKinKcommunitiesKSsR–uTKcohortZKArteriosclerosistfThrombosistfandfVascularf
BiologyWK2009WKdkWKdcjdXkb

9.4 37

165 vrugXsensitizedKzebrafishKscreenKidentifiesKmultipleKgenesWKincludingKy–NSeWKasKregulatorsKofK
myocardialKrepolarizationZKCirculationWK2009WKcdbWKggeXk 16.7 84

164 UnderstandingKcardiovascularKdiseaseKthroughKtheKlensKofKgenomeXwideKassociationKstudiesZKTrendsf
infGeneticsWK2009WKdgWKejiXkf 8.5 55

163 –nteractionKbetweenKaKchromosomeKcbKRwTKenhancerKandKchromosomeKdcKinKtheKvownK
syndromeXzirschsprungKdiseaseKassociationZKHumanfMutationWK2009WKebWKiicXg 4.7 50

162 xollowXupKofKaKmajorKlinkageKpeakKonKchromosomeKcKrevealsKsuggestiveKQTLsKassociatedKwithK
essentialKhypertensionlKyenNetKstudyZKEuropeanfJournalfoffHumanfGeneticsWK2009WKciWKchgbXi 5.3 50

(2009-2010)
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161 sKgenomeXwideKlinkageKandKassociationKscanKrevealsKnovelKlociKforKautismZKNatureWK2009WKfhcWKjbdXj 50.4 474

160 xindingKtheKmissingKheritabilityKofKcomplexKdiseasesZKNatureWK2009WKfhcWKifiXge 50.4 6084

159 teingKhumanlKkinshiplKraceKrelationsZKNatureWK2009WKfgiWKejbXc 50.4 15

158 uommonKvariantsKatKtenKlociKmodulateKtheKQTKintervalKdurationKinKtheKQTSuvKStudyZKNaturef
GeneticsWK2009WKfcWKfbiXcf 36.3 308

157 yenomeXwideKassociationKstudyKofKbloodKpressureKandKhypertensionZKNaturefGeneticsWK2009WKfcWKhiiXji 36.3 1065

156 VariantsKinKZxzXeKareKassociatedKwithKatrialKfibrillationKinKindividualsKofKwuropeanKancestryZKNaturef
GeneticsWK2009WKfcWKjikXjc 36.3 307

155 MultipleKlociKinfluenceKerythrocyteKphenotypesKinKtheKuzsRywKuonsortiumZKNaturefGeneticsWK2009WK
fcWKcckcXj 36.3 285

154 ReplicationKofKtheKWellcomeKTrustKgenomeXwideKassociationKstudyKofKessentialKhypertensionlKtheK
xamilyKtloodKPressureKProgramZKEuropeanfJournalfoffHumanfGeneticsWK2008WKchWKcgbiXcc 5.3 57

153 sKcommonKgeneticKvariantKinKtheKneurexinKsuperfamilyKmemberKuNTNsPdKincreasesKfamilialKriskKofK
autismZKAmericanfJournalfoffHumanfGeneticsWK2008WKjdWKchbXf 11 482

152 slleleXspecificKexpressionKinKtheKgermlineKofKpatientsKwithKfamilialKpancreaticKcancerlKanKunbiasedK
approachKtoKcancerKgeneKdiscoveryZKCancerfBiologyfandfTherapyWK2008WKiWKcegXff 4.6 37

151 wstimatingKgenomeXwideKcopyKnumberKusingKalleleXspecificKmixtureKmodelsZKJournalfoff
ComputationalfBiologyWK2008WKcgWKjgiXhh 1.7 17

150 sssociationKbetweenKmicrodeletionKandKmicroduplicationKatKchpccZdKandKautismZKNewfEnglandf
JournalfoffMedicineWK2008WKegjWKhhiXig 59.2 1249

149 yenomeXwideKassociationKscanKshowsKgeneticKvariantsKinKtheKxTOKgeneKareKassociatedKwithK
obesityXrelatedKtraitsZKPLoSfGeneticsWK2007WKeWKeccg 6 1231

148 yenomeXwideKdetectionKandKcharacterizationKofKpositiveKselectionKinKhumanKpopulationsZKNatureWK
2007WKffkWKkceXj 50.4 1367

147 sKsecondKgenerationKhumanKhaplotypeKmapKofKoverKeZcKmillionKSNPsZKNatureWK2007WKffkWKjgcXhc 50.4 3647

146 snKinvestigationKofKgenomeXwideKassociationsKofKhypertensionKwithKmicrosatelliteKmarkersKinKtheK
familyKbloodKpressureKprogramKSxtPPTZKHumanfGeneticsWK2007WKcdcWKgiiXkb 6.3 21

145 PopulationKbottlenecksKasKaKpotentialKmajorKshapingKforceKofKhumanKgenomeKarchitectureZKPLoSf
GeneticsWK2007WKeWKecck 6 46

144 sssociationsKbetweenKgeneticKvariantsKinKtheKNOScsPKSusPONTKgeneKandKcardiacKrepolarizationKinK
theKoldKorderKsmishZKHumanfHeredityWK2007WKhfWKdcfXk 1.1 64
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143 snKancestralKvariantKofKSecretograninK––KconfersKregulationKbyKPzOXdKtranscriptionKfactorsKandK
associationKwithKhypertensionZKHumanfMolecularfGeneticsWK2007WKchWKcigdXhf 5.6 24

142 MultipleKgenesKforKessentialXhypertensionKsusceptibilityKonKchromosomeKcqZKAmericanfJournalfoff
HumanfGeneticsWK2007WKjbWKdgeXhf 11 93

141 –dentifyingKallelicKlossKandKhomozygousKdeletionsKinKpancreaticKcancerKwithoutKmatchedKnormalsK
usingKhighXdensityKsingleXnucleotideKpolymorphismKarraysZKCancerfResearchWK2006WKhhWKikdbXj 10.1 74

140 zighKincidenceKofKdeafnessKfromKthreeKfrequentKconnexinKdhKmutationsKinKanKisolatedKcommunityZK
GeneticfTestingfandfMolecularfBiomarkersWK2006WKcbWKfbXe 10

139 zumanKembryonicKstemKcellsKhaveKaKuniqueKepigeneticKsignatureZKGenomefResearchWK2006WKchWKcbigXje 9.7 224

138 VariationKinKtheKciliaryKneurotrophicKfactorKgeneKandKmuscleKstrengthKinKolderKuaucasianKwomenZK
JournalfoffthefAmericanfGeriatricsfSocietyWK2006WKgfWKjdeXh 5.6 30

137 sKcommonKgeneticKvariantKinKtheKNOScKregulatorKNOScsPKmodulatesKcardiacKrepolarizationZKNaturef
GeneticsWK2006WKejWKhffXgc 36.3 438

136 TheKimpactKofKdataKqualityKonKtheKidentificationKofKcomplexKdiseaseKgeneslKexperienceKfromKtheK
xamilyKtloodKPressureKProgramZKEuropeanfJournalfoffHumanfGeneticsWK2006WKcfWKfhkXii 5.3 18

135 zaplotypeKassociationKanalysisKofKsyTKvariantsKwithKhypertensionXrelatedKtraitslKtheKzyperywNK
studyZKHumanfHeredityWK2005WKhbWKchfXih 1.1 21

134 vifferentialKsusceptibilityKtoKhypertensionKisKdueKtoKselectionKduringKtheKoutXofXsfricaKexpansionZK
PLoSfGeneticsWK2005WKcWKejd 6 175

133 yenomicKalterationsKinKculturedKhumanKembryonicKstemKcellsZKNaturefGeneticsWK2005WKeiWKcbkkXcbe 36.3 525

132 sKcommonKsexXdependentKmutationKinKaKRwTKenhancerKunderliesKzirschsprungKdiseaseKriskZKNatureWK
2005WKfefWKjgiXhe 50.4 377

131 sKpopulationKassociationKstudyKofKangiotensinogenKpolymorphismsKandKhaplotypesKwithKleftK
ventricularKphenotypesZKHypertensionWK2005WKfhWKcdkfXk 8.5 12

130 wvaluationKofKtheKRwTKregulatoryKlandscapeKrevealsKtheKbiologicalKrelevanceKofKaKzSuRXimplicatedK
enhancerZKHumanfMolecularfGeneticsWK2005WKcfWKejeiXfg 5.6 67

129 OnKtheKprobabilityKthatKaKnovelKvariantKisKaKdiseaseXcausingKmutationZKGenomefResearchWK2005WKcgWKkhbXh 9.7 21

128
zaploinsufficiencyKofKtelomeraseKreverseKtranscriptaseKleadsKtoKanticipationKinKautosomalKdominantK
dyskeratosisKcongenitaZKProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoff
AmericaWK2005WKcbdWKcgkhbXf

11.5 365

127
PhenotypeXgenotypeKcorrelationKinKzirschsprungKdiseaseKisKilluminatedKbyKcomparativeKanalysisKofK
theKRwTKproteinKsequenceZKProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoff
AmericaWK2005WKcbdWKjkfkXgf

11.5 32

126 xindingKneedlesKinKhaystacksXX–RxhKgeneKvariantsKinKisolatedKcleftKlipKorKcleftKpalateZKNewfEnglandf
JournalfoffMedicineWK2004WKegcWKjddXf 59.2 10

(2004-2007)
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125 zaplotypeKandKmissingKdataKinferenceKinKnuclearKfamiliesZKGenomefResearchWK2004WKcfWKchdfXed 9.7 36

124 TheKzumanKMitouhiplKaKhighXthroughputKsequencingKmicroarrayKforKmitochondrialKmutationK
detectionZKGenomefResearchWK2004WKcfWKjcdXk 9.7 201

123 PositionalKidentificationKofKhypertensionKsusceptibilityKgenesKonKchromosomeKdZKHypertensionWK2004
WKfeWKfiiXjd 8.5 79

122
TheKgeneKforKsolubleKNXethylmaleimideKsensitiveKfactorKattachmentKproteinKalphaKisKmutatedKinK
hydrocephalyKwithKhopKgaitKShyhTKmiceZKProceedingsfoffthefNationalfAcademyfoffSciencesfoffthef
UnitedfStatesfoffAmericaWK2004WKcbcWKcifjXge

11.5 54

121 yenomicsKinKsuddenKcardiacKdeathZKCirculationfResearchWK2004WKkfWKicdXde 15.7 80

120 wxhaustiveKallelicKtransmissionKdisequilibriumKtestsKasKaKnewKapproachKtoKgenomeXwideKassociationK
studiesZKNaturefGeneticsWK2004WKehWKccjcXj 36.3 138

119 uhingKuhunKLiKSckcdâ��dbbeTlsKPersonalKRemembranceKofKaKzeroKofKyeneticsZKAmericanfJournalfoff
HumanfGeneticsWK2004WKifWKijkXikd 11 4

118
PhenotypeKvariationKinKtwoXlocusKmouseKmodelsKofKzirschsprungKdiseaselKtissueXspecificKinteractionK
betweenKRetKandKwdnrbZKProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoff
AmericaWK2003WKcbbWKcjdhXec

11.5 120

117 sKtvNxKcodingKvariantKisKassociatedKwithKtheKNwOKpersonalityKinventoryKdomainKneuroticismWKaKriskK
factorKforKdepressionZKNeuropsychopharmacologyWK2003WKdjWKekiXfbc 8.7 287

116 sssociationsKbetweenKhypertensionKandKgenesKinKtheKreninXangiotensinKsystemZKHypertensionWK2003WK
fcWKcbdiXef 8.5 105

115 NatureWKnurtureKandKhumanKdiseaseZKNatureWK2003WKfdcWKfcdXf 50.4 110

114 SafetyKissuesKinKcellXbasedKinterventionKtrialsZKFertilityfandfSterilityWK2003WKjbWKcbiiXjg 4.8 58

113 UndetectedKgenotypingKerrorsKcauseKapparentKovertransmissionKofKcommonKallelesKinKtheK
transmissionadisequilibriumKtestZKAmericanfJournalfoffHumanfGeneticsWK2003WKidWKgkjXhcb 11 149

112 sKgenomeXwideKlinkageKanalysisKinvestigatingKtheKdeterminantsKofKbloodKpressureKinKwhitesKandK
sfricanKsmericansZKAmericanfJournalfoffHypertensionWK2003WKchWKcgcXe 2.3 50

111 vevelopmentKofKhumanKproteinKreferenceKdatabaseKasKanKinitialKplatformKforKapproachingKsystemsK
biologyKinKhumansZKGenomefResearchWK2003WKceWKdeheXic 9.7 823

110 wrythrocyteKsodiumXlithiumKcountertransportKandKbloodKpressurelKaKgenomeXwideKlinkageKstudyZK
HypertensionWK2003WKfcWKjfdXh 8.5 20

109 SequenceKvariationsKinKtheKpublicKhumanKgenomeKdataKreflectKaKbottleneckedKpopulationKhistoryZK
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaWK2003WKcbbWKeihXjc 11.5 92

108 LinkageKdisequilibriumKandKhaplotypeKdiversityKinKtheKgenesKofKtheKreninXangiotensinKsystemlK
findingsKfromKtheKfamilyKbloodKpressureKprogramZKGenomefResearchWK2003WKceWKcieXjc 9.7 59
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107 PublicKstemKcellKbankslKconsiderationsKofKjusticeKinKstemKcellKresearchKandKtherapyZKHastingsfCenterf
ReportWK2003WKeeWKceXdi 3.3 20

106 uhronicKconstipationKdueKtoKzirschsprungRsKdiseaseKandKdesmosisKcoliKinKaKfamilyZKPediatricfSurgeryf
InternationalWK2002WKcjWKccbXf 2.1 5

105 SegregationKatKthreeKlociKexplainsKfamilialKandKpopulationKriskKinKzirschsprungKdiseaseZKNaturef
GeneticsWK2002WKecWKjkXke 36.3 223

104 yenomeXwideKassociationKstudyKandKmouseKmodelKidentifyKinteractionKbetweenKRwTKandKwvNRtK
pathwaysKinKzirschsprungKdiseaseZKNaturefGeneticsWK2002WKedWKdeiXff 36.3 229

103
sKcompellingKgeneticKhypothesisKforKaKcomplexKdiseaselKPROvzdavyuRhKvariationKleadsKtoK
schizophreniaKsusceptibilityZKProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoff
AmericaWK2002WKkkWKfiggXh

11.5 29

102 ViewyenelKaKgraphicalKtoolKforKpolymorphismKvisualizationKandKcharacterizationZKGenomefResearchWK
2002WKcdWKeeeXj 9.7 11

101 snKevaluationKofKtheKassemblyKofKanKapproximatelyKcgXMbKregionKonKhumanKchromosomeK
ceqedXqeeKlinkedKtoKbipolarKdisorderKandKschizophreniaZKGenomicsWK2002WKikWKhegXgh 4.3 18

100 xutureKofKgeneticsKofKmoodKdisordersKresearchZKBiologicalfPsychiatryWK2002WKgdWKfgiXii 7.9 108

99 sKgenomeXwideKscanKforKobesityKinKsfricanXsmericansZKDiabetesWK2002WKgcWKgfcXf 0.9 58

98 zaplotypeKinferenceKinKrandomKpopulationKsamplesZKAmericanfJournalfoffHumanfGeneticsWK2002WKicWKccdkXei11 164

97 uloningKofKratKthymicKstromalKlymphopoietinKreceptorKSTSLPRTKandKcharacterizationKofKgenomicK
structureKofKmurineKTslprKgeneZKGeneWK2002WKdjfWKchcXj 3.8 7

96 zighXthroughputKvariationKdetectionKandKgenotypingKusingKmicroarraysZKGenomefResearchWK2001WKccWKckceXdg9.7 239

95 wvNRtawvNeKandKzirschsprungKdiseaseKtypeK––ZKPigmentfCellfmfMelanomafResearchWK2001WKcfWKchcXk 86

94 TestingKforKcolonKneoplasiaKsusceptibilityKvariantsKatKtheKhumanKuOXdKlocusZKJournalfoffthefNationalf
CancerfInstituteWK2001WKkeWKhegXk 9.7 11

93 SequenceKvariationKwithinKtheKfragileKXKlocusZKGenomefResearchWK2001WKccWKcejdXkc 9.7 11

92 ParallelKgenotypingKofKhumanKSNPsKusingKgenericKhighXdensityKoligonucleotideKtagKarraysZKGenomef
ResearchWK2000WKcbWKjgeXhb 9.7 232

91 PatternsKofKmeioticKrecombinationKonKtheKlongKarmKofKhumanKchromosomeKdcZKGenomefResearchWK
2000WKcbWKceckXed 9.7 37

90 ParentalKoriginKandKphenotypeKofKtriploidyKinKspontaneousKabortionslKpredominanceKofKdiandryKandK
associationKwithKtheKpartialKhydatidiformKmoleZKAmericanfJournalfoffHumanfGeneticsWK2000WKhhWKcjbiXdb 11 208

(2000-2003)

13



89 LinkageKdisequilibriumKanalysisKofKbiallelicKvNsKmarkersWKhumanKquantitativeKtraitKlociWKandK
thresholdXdefinedKcaseKandKcontrolKsubjectsZKAmericanfJournalfoffHumanfGeneticsWK2000WKhiWKcdbjXcj 11 81

88 PatternsKofKgeneticKvariationKinKMendelianKandKcomplexKtraitsZKAnnualfReviewfoffGenomicsfandf
HumanfGeneticsWK2000WKcWKejiXfbi 9.7 65

87 LackKofKassociationKbetweenKaKbiallelicKpolymorphismKinKtheKadducinKgeneKandKbloodKpressureKinK
whitesKandKsfricanKsmericansZKAmericanfJournalfoffHypertensionWK2000WKceWKhkeXj 2.3 26

86 y–STlKsKwebKtoolKforKcollectingKgeneKinformationZKPhysiologicalfGenomicsWK1999WKcWKigXjc 3.6 9

85
PleiotropicKskeletalKandKocularKphenotypesKofKtheKmouseKmutationKcongenitalKhydrocephalusK
SchaMfcTKariseKfromKaKwingedKhelixaforkheadKtranscriptionfactorKgeneZKHumanfMolecularfGeneticsWK
1999WKjWKhdgXei

5.6 88

84 PatternsKofKsingleXnucleotideKpolymorphismsKinKcandidateKgenesKforKbloodXpressureKhomeostasisZK
NaturefGeneticsWK1999WKddWKdekXfi 36.3 916

83 –dentifyingKdiseaseKallelesKbyKgenomeKsharingZKNaturefGeneticsWK1999WKdeWKdgXdg 36.3 213

82 PopulationKgeneticsXXmakingKsenseKoutKofKsequenceZKNaturefGeneticsWK1999WKdcWKghXhb 36.3 487

81 ckkjKsSzyKswardKforKwxcellenceKinKwducationZKProfessorKuhingKuhunKLiWKcourageousKscholarKandK
educatorZKAmericanfJournalfoffHumanfGeneticsWK1999WKhfWKcfXg 11 3

80 wlevatedKfrequencyKandKallelicKheterogeneityKofKcongenitalKnephroticKsyndromeWKxinnishKtypeWKinKtheK
oldKorderKMennonitesZKAmericanfJournalfoffHumanfGeneticsWK1999WKhgWKcijgXkb 11 52

79 sKradiationKhybridKmapKofKfjKlociKincludingKtheKcloustonKhidroticKectodermalKdysplasiaKlocusKinKtheK
pericentromericKregionKofKchromosomeKceqZKGenomicsWK1999WKghWKcdiXeb 4.3 26

78 sKvNsKpolymorphismKdiscoveryKresourceKforKresearchKonKhumanKgeneticKvariationZKGenomef
ResearchWK1998WKjWKcddkXec 9.7 627

77 SchizophreniaKsusceptibilityKlociKonKchromosomesKceqedKandKjpdcZKNaturefGeneticsWK1998WKdbWKibXe 36.3 435

76 yenomicKstructureKofKtheKgeneKforKtheKSzdKandKpleckstrinKhomologyKdomainXcontainingKproteinK
yRtcbKandKevaluationKofKitsKroleKinKzirschsprungKdiseaseZKOncogeneWK1998WKciWKebhgXib 9.2 20

75 snKintegratedKgeneticKlinkageKmapKofKtheKlaboratoryKratZKMammalianfGenomeWK1998WKkWKgdcXeb 3.2 83

74 zumanKyxRsclKcloningWKmappingWKgenomicKstructureWKandKevaluationKasKaKcandidateKgeneKforK
zirschsprungKdiseaseKsusceptibilityZKGenomicsWK1998WKfjWKegfXhd 4.3 50

73 NewKgoalsKforKtheKUZSZKzumanKyenomeKProjectlKckkjXdbbeZKScienceWK1998WKdjdWKhjdXk 33.3 540

72 slleleKfrequencyKdistributionsKinKpooledKvNsKsampleslKapplicationsKtoKmappingKcomplexKdiseaseK
genesZKGenomefResearchWK1998WKjWKcccXde 9.7 104
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71 VariationsKonKaKthemelKcatalogingKhumanKvNsKsequenceKvariationZKScienceWK1997WKdijWKcgjbXc 33.3 849

70 uloningKofKaKnovelKhomeoboxXcontainingKgeneWKPδNOXcWKandKmappingKtoKhumanKchromosomeK
dcqddZeZKGenomicsWK1997WKfcWKckeXdbb 4.3 39

69
sKPvu––KpolymorphismKdetectedKbyKaKcvNsKcloneKofKtheKgeneKencodingKtheKhumanKspasmolyticK
proteinKproteinKSSMLcKgeneTWKoneKofKthreeKmembersKofKtheKtrefoilKpeptideKgeneKfamilyKclusteredKonK
chromosomeKdcqddZeZKClinicalfGeneticsWK1997WKgdWKdfiXj

4 1

68 sgeWKsexWKandKtheKfamilialKriskKofKrheumatoidKarthritisZKAmericanfJournalfoffEpidemiologyWK1996WKcffWKcgXdf3.8 22

67 sKhomozygousKmutationKinKtheKendothelinXeKgeneKassociatedKwithKaKcombinedKWaardenburgKtypeKdK
andKzirschsprungKphenotypeKSShahXWaardenburgKsyndromeTZKNaturefGeneticsWK1996WKcdWKffgXi 36.3 277

66 wndothelinXeKframeshiftKmutationKinKcongenitalKcentralKhypoventilationKsyndromeZKNaturefGeneticsWK
1996WKceWKekgXh 36.3 82

65 yermlineKmutationsKinKglialKcellKlineXderivedKneurotrophicKfactorKSyvNxTKandKRwTKinKaKzirschsprungK
diseaseKpatientZKNaturefGeneticsWK1996WKcfWKefcXf 36.3 252

64 TheKuvfauvjKratiolKmessageKinKaKbottleqZKNaturefMedicineWK1995WKcWKcdfbXc 50.5 13

63 uhromosomalKlocalizationKofKtheKmouseKSrcXlikeKadapterKproteinKSSlapTKgeneKandKitsKputativeKhumanK
homologKSLsZKGenomicsWK1995WKebWKhdeXg 4.3 9

62 vownKsyndromeKconsequentKtoKaKcrypticKmaternalKcdpmdcqKchromosomeKtranslocationZKAmericanf
JournalfoffMedicalfGeneticsfPartfAWK1995WKghWKhiXic 45

61 vNsKprofileKsimilarityKinKaKsubdividedKpopulationZKHumanfHeredityWK1994WKffWKcbbXk 1.1 9

60 –dentityXbyXdescentKandKassociationKmappingKofKaKrecessiveKgeneKforKzirschsprungKdiseaseKonK
humanKchromosomeKceqddZKHumanfMolecularfGeneticsWK1994WKeWKcdciXdg 5.6 228

59 sutomatedKconstructionKofKgeneticKlinkageKmapsKusingKanKexpertKsystemKSMultiMapTlKaKhumanK
genomeKlinkageKmapZKNaturefGeneticsWK1994WKhWKejfXkb 36.3 408

58 uytogeneticsKandKoriginsKofKpediatricKgermKcellKtumorsZKCancerfGeneticsfandfCytogeneticsWK1994WKifWKgfXj 44

57 sKmissenseKmutationKofKtheKendothelinXtKreceptorKgeneKinKmultigenicKzirschsprungRsKdiseaseZKCellWK
1994WKikWKcdgiXhh 56.2 796

56 vNsKpolymorphismsKinKtheKeRKuntranslatedKregionKofKgenesKonKhumanKchromosomeKdcZKGenomicsWK
1993WKcgWKkjXcbd 4.3 6

55 MicrosatelliteKpolymorphismKlinkageKmapKofKhumanKchromosomeKceqZKGenomicsWK1993WKcgWKeihXjh 4.3 49

54 sKlinkageKmapKofKhumanKchromosomeKdclfeKPuRKmarkersKatKaverageKintervalsKofKdZgKcMZKGenomicsWK
1993WKchWKghdXic 4.3 62

(1993-1997)
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53 wfficientKconstructionKofKhighXresolutionKphysicalKmapsKfromKyeastKartificialKchromosomesKusingK
radiationKhybridslKinnerKproductKmappingZKGenomicsWK1993WKcjWKdjeXk 4.3 11

52 sKsomaticKcellKhybridKmapKofKhumanKchromosomeKceZKGenomicsWK1993WKcjWKfjhXkg 4.3 4

51 vinucleotideKrepeatKpolymorphismKatKtheKvXSccfhKlocusZKHumanfMolecularfGeneticsWK1993WKdWKcbij 5.6 2

50
MultiplexKPuRKofKthreeKdinucleotideKrepeatsKinKtheKPraderXWilliasngelmanKcriticalKregionK
ScgqccXqceTlKmolecularKdiagnosisKandKmechanismKofKuniparentalKdisomyZKHumanfMolecularfGeneticsWK
1993WKdWKcfeXgc

5.6 153

49 vinucleotideKrepeatKpolymorphismsKatKtheKvceSckdKandKvceSckeKlociZKHumanfMolecularfGeneticsWK
1993WKdWKjh 5.6 3

48 LinkageKmappingKofKtheKcystathionineKbetaXsynthaseKSutSTKgeneKonKhumanKchromosomeKdcKusingKaK
vNsKpolymorphismKinKtheKeRKuntranslatedKregionZKHumanfGeneticsWK1993WKkbWKghhXj 6.3 19

47 vdcSdcblKaKhighlyKpolymorphicKSyTTnKmarkerKcloselyKlinkedKtoKtheKbetaXamyloidKproteinKprecursorK
SsPPTKgeneZKHumanfGeneticsWK1993WKkcWKjiXj 6.3 6

46 sKgeneKforKzirschsprungKdiseaseKSmegacolonTKinKtheKpericentromericKregionKofKhumanKchromosomeK
cbZKNaturefGeneticsWK1993WKfWKegcXh 36.3 136

45 vdcSdcgKisKaKSyTTnKpolymorphicKmarkerKcloseKtoKcentromericKalphoidKsequencesKonKchromosomeK
dcZKGenomicsWK1992WKceWKcehgXi 4.3 14

44 LinkageKmappingKofKtheKsMLcKgeneKonKhumanKchromosomeKdcKusingKaKvNsKpolymorphismKinKtheKeRK
untranslatedKregionZKGenomicsWK1992WKcfWKgbhXi 4.3 4

43 LinkageKmappingKofKtheKcarbonylKreductaseKSutRTKgeneKonKhumanKchromosomeKdcKusingKaKvNsK
polymorphismKinKtheKeRKuntranslatedKregionZKGenomicsWK1992WKceWKffiXj 4.3 7

42 SchizophreniaKandKporphobilinogenKdeaminaseKgeneKpolymorphismslKanKassociationKstudyZK
SchizophreniafResearchWK1992WKjWKgcXj 3.6 9

41 vinucleotideKrepeatKSyTTnKmarkersKonKchromosomeKdcZKGenomicsWK1992WKcfWKjcjXk 4.3 10

40 uloningKandKlinkageKmappingKofKthreeKpolymorphicKtetranucleotideKSTsssTnKrepeatsKonKhumanK
chromosomeKdcZKGenomicsWK1992WKcfWKcbicXg 4.3 5

39 yeneticsKandKbiologyKofKhumanKovarianKteratomasZK–––ZKuytogeneticsKandKoriginsKofKmalignantKovarianK
germKcellKtumorsZKCancerfGeneticsfandfCytogeneticsWK1992WKhdWKgjXhg 34

38 vetectionKofKgeneticKheterogeneityKforKcomplexKquantitativeKphenotypesZKGeneticfEpidemiologyWK
1992WKkWKdbiXde 2.6 6

37 PedigreeKanalysisKofKbloodKpressureKinKsubjectsKfromKruralKyreeceKandKrelativesKwhoKmigratedKtoK
MelbourneWKsustraliaZKGeneticfEpidemiologyWK1992WKkWKddgXej 2.6 9

36 wstimationKofKtheKfrequencyKofKisoformXgenotypeKdiscrepanciesKatKtheKapolipoproteinKwKlocusKinK
heterozygotesKforKtheKisoformsZKGeneticfEpidemiologyWK1992WKkWKdekXfj 2.6 17
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35 vietaryKintakeKandKgeneKvariationKinfluenceKtheKresponseKofKplasmaKlipidsKtoKdietaryKinterventionZK
GeneticfEpidemiologyWK1992WKkWKdfkXhb 2.6 15

34 wlementaryKmethodsKforKtheKanalysisKofKdichotomousKoutcomesKinKunselectedKsamplesKofKtwinsZK
GeneticfEpidemiologyWK1992WKkWKdieXji 2.6 36

33 SegregationKanalysisKofKcgkKsoftKtissueKsarcomaKkindredslKcomparisonKofKfixedKandKsequentialK
samplingKschemesZKGeneticfEpidemiologyWK1992WKkWKdkcXebf 2.6 11

32 uomminglingKanalysisKofKmemoryKperformanceKinKoffspringKofKslzheimerKpatientsZKGeneticf
EpidemiologyWK1992WKkWKeeeXfg 2.6 10

31 TwoXlocusKmodelsKofKdiseaseZKGeneticfEpidemiologyWK1992WKkWKefiXhg 2.6 82

30 PreliminaryKorderingKofKmultipleKlinkedKlociKusingKpairwiseKlinkageKdataZKGeneticfEpidemiologyWK1992WK
kWKehiXig 2.6 24

29 LinkageKmappingKofKvdcScicKtoKtheKdistalKlongKarmKofKhumanKchromosomeKdcKusingKaKpolymorphicK
SsuTnKdinucleotideKrepeatZKHumanfGeneticsWK1991WKjiWKfbcXf 6.3 12

28 –nformationKcontentKofKtheKuentreKdRwtudeKduKPolymorphismeKzumainKSuwPzTKfamilyKstructuresKforK
linkageKstudiesZKHumanfGeneticsWK1991WKjiWKidcXf 6.3 8

27 sKgeneticKlinkageKmapKofKdiKmarkersKonKhumanKchromosomeKdcZKGenomicsWK1991WKkWKfbiXck 4.3 78

26 yuidelinesKforKhumanKlinkageKmapsZKsnK–nternationalKSystemKforKzumanKLinkageKMapsKS–SLMWKckkbTZK
AnnalsfoffHumanfGeneticsWK1991WKggWKcXh 2.2 26

25 vNsKduplicationKassociatedKwithKuharcotXMarieXToothKdiseaseKtypeKcsZKCellWK1991WKhhWKdckXed 56.2 1161

24 LinkageKmappingKofKhighlyKinformativeKvNsKpolymorphismsKwithinKtheKhumanKinterferonXalphaK
receptorKgeneKonKchromosomeKdcZKGenomicsWK1991WKccWKgieXh 4.3 30

23 sKgraphicalKrepresentationKofKgeneticKandKphysicalKmapslKtheKMareyKmapZKGenomicsWK1991WKccWKdckXdd 4.3 45

22 WaardenburgKsyndromeKandKzirschsprungKdiseaselKevidenceKforKpleiotropicKeffectsKofKaKsingleK
dominantKgeneZKAmericanfJournalfoffMedicalfGeneticsfPartfAWK1990WKegWKcbbXf 44

21 PhylogenyKofKhumanKbetaXglobinKhaplotypesKandKitsKimplicationsKforKrecentKhumanKevolutionZK
AmericanfJournalfoffPhysicalfAnthropologyWK1990WKjcWKcceXeb 2.5 60

20 LinkageKanalysisKofKtheKhumanKzMycfKgeneKonKchromosomeKdcKusingKaKyTKdinucleotideKrepeatKasK
polymorphicKmarkerZKGenomicsWK1990WKiWKcehXj 4.3 59

19 LinkageKmappingKofKtheKhighlyKinformativeKvNsKmarkerKvdcScghKtoKhumanKchromosomeKdcKusingKaK
polymorphicKyTKdinucleotideKrepeatZKGenomicsWK1990WKjWKfbbXd 4.3 28

18 wvidenceKagainstKcloseKlinkageKofKunipolarKaffectiveKillnessKtoKhumanKchromosomeKccpKmarkersK
zRsScKandK–NSKandKchromosomeKXqKmarkerKvXSgdZKBiologicalfPsychiatryWK1990WKdjWKheXid 7.9 19

(1990-1992)
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17 sKgeneticKlinkageKmapKofKciKmarkersKonKhumanKchromosomeKdcZKGenomicsWK1989WKfWKgikXkc 4.3 75

16 vNsKpolymorphismKhaplotypesKofKtheKhumanKapolipoproteinKsPOscXsPOueXsPOsfKgeneKclusterZK
HumanfGeneticsWK1988WKjbWKdhgXie 6.3 65

15 MethodsKforKstudyingKrecombinationKonKchromosomesKthatKundergoKnondisjunctionZKGenomicsWK
1987WKcWKegXfd 4.3 43

14 wstimationKofKsegregationKandKascertainmentKprobabilitiesKbyKdiscardingKtheKsingleKprobandsZK
GeneticfEpidemiologyWK1987WKfWKcjgXkc 2.6 6

13 TestsKofKlinkageKandKheterogeneityKinKMendelianKdiseasesKusingKidentityKbyKdescentKscoresZKGeneticf
EpidemiologyWK1987WKfWKdggXhh 2.6 15

12 wtiologicalKheterogeneityKinKzodgkinRsKdiseaselKzLsKlinkedKandKunlinkedKdeterminantsKofK
susceptibilityKindependentKofKhistologicalKconcordanceZKGeneticfEpidemiologyWK1986WKeWKfbiXcg 2.6 19

11 sKgeneticKmapKofKhumanKchromosomeKccpZKGeneticfEpidemiologyWK1986WKcWKcegXfb 2.6 1

10 LinkageKanalysisKbetweenKzuntingtonKdiseaseKandKtheKyjKmarkerKlocusZKGeneticfEpidemiologyWK1986WK
cWKdccXh 2.6

9 LinkageKmapKonKchromosomeKdcqKandKtheKassociationKofKaKvNsKhaplotypeKwithKaKpropensityKtoK
nondisjunctionKandKtrisomyKdcZKAnnalsfoffthefNewfYorkfAcademyfoffSciencesWK1985WKfgbWKkgXcbi 6.5 5

8 sggregationKofKcolonKcancerKinKfamilyKdataZKGeneticfEpidemiologyWK1984WKcWKgeXhc 2.6 13

7 sKtestKofKnonrandomKsegregationZKGeneticfEpidemiologyWK1984WKcWKedkXfb 2.6 9

6 –dentityKofKdifferentKmutationsKforKdeleteriousKgenesKSreplyTZKNatureWK1983WKebcWKcihXcii 50.4 2

5 VariationKinKalleleKfrequenciesKamongKcasteKgroupsKofKtheKvhangarsKofKMaharashtraWK–ndialKanK
analysisKwithKWrightRsKxstKstatisticZKAnnalsfoffHumanfBiologyWK1977WKfWKdigXjb 1.7 15

4 MeanKandKvarianceKofKxSTKinKaKfiniteKnumberKofKincompletelyKisolatedKpopulationsZKTheoreticalf
PopulationfBiologyWK1977WKccWKdkcXebh 1.2 70

3 vriftKvariancesKofKxSTKandKySTKstatisticsKobtainedKfromKaKfiniteKnumberKofKisolatedKpopulationsZK
TheoreticalfPopulationfBiologyWK1977WKccWKebiXdg 1.2 75

2 yeneticKdifferentiationKinKtheKcolonisingKlizardKsnolisKgrahamiZKHeredityWK1977WKejWKcdcXcde 3.6 6

1 OnKconsanguineousKmarriagesKandKtheKgeneticKloadZKHumanfGeneticsWK1977WKehWKfiXgf 6.3 70
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