23

papers

23

all docs

1478505

176 6
citations h-index
23 23
docs citations times ranked

1125743
13

g-index

182

citing authors



10

12

14

16

18

ARTICLE IF CITATIONS

Using environmental DNA to detect Hypophthalmichthys molitrix during the spawning period in the
Yangtze River. Conservation Genetics Resources, 2020, 12, 37-39.

Population genetics and sympatric divergence of the freshwater Fudgeon,Gobiobotia filifer, in the

Yangtze River inferred from mitochondrial DNA. Ecology and Evolution, 2020, 10, 50-58. 19 1
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Mitochondrial DNA Part A: DNA Mapping, Sequencing, and Analysis, 2016, 27, 2543-2544. )
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Isolation and characterization of twelve microsatellite loci of Leiocassis albomargintus (Rendhal) in
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