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l Paper IF Citations

325 wncidenceGofGhereditaryGnonpolyposisGcolorectalGcancerGandGtheGfeasibilityGofGmolecularGscreeningG
forGtheGdiseaseVGNewfEnglandfJournalfoffMedicineTG1998TGaafTGYbfYUe 59.2 928

324 –odelingGzinkageGrisequilibriumGwncreasesGoccuracyGofGöolygenicGRiskGScoresVGAmericanfJournalfoff
HumanfGeneticsTG2015TGgeTGcedUgZ 11 649

323 ossociationGanalysisGidentifiesGdcGnewGbreastGcancerGriskGlociVGNatureTG2017TGccYTGgZUgb 50.4 643

322 uenomeUwideGassociationGscanGidentifiesGaGcolorectalGcancerGsusceptibilityGlocusGonGYYqZaGandG
replicatesGriskGlociGatGfqZbGandGYfqZYVGNaturefGeneticsTG2008TGbXTGdaYUe 36.3 486

321 uenomeUwideGassociationGstudyGidentifiesGvariantsGinGtheGopOGlocusGassociatedGwithGsusceptibilityG
toGpancreaticGcancerVGNaturefGeneticsTG2009TGbYTGgfdUgX 36.3 483

320 oGgenomeUwideGassociationGstudyGidentifiesGpancreaticGcancerGsusceptibilityGlociGonGchromosomesG
YaqZZVYTGYqaZVYGandGcpYcVaaVGNaturefGeneticsTG2010TGbZTGZZbUf 36.3 463

319 wdentificationGofGZaGnewGprostateGcancerGsusceptibilityGlociGusingGtheGiqOuSGcustomGgenotypingG
arrayVGNaturefGeneticsTG2013TGbcTGafcUgYTGagYeYUZ 36.3 413

318 retectableGclonalGmosaicismGandGitsGrelationshipGtoGagingGandGcancerVGNaturefGeneticsTG2012TGbbTGdcYUf 36.3 409

317 oGmultiUstageGgenomeUwideGassociationGstudyGofGbladderGcancerGidentifiesGmultipleGsusceptibilityG
lociVGNaturefGeneticsTG2010TGbZTGgefUfb 36.3 408

316 uenomeUwideGassociationGanalysisGofGmoreGthanGYZXTXXXGindividualsGidentifiesGYcGnewGsusceptibilityG
lociGforGbreastGcancerVGNaturefGeneticsTG2015TGbeTGaeaUfX 36.3 406

315 ossociationGanalysesGofGmoreGthanGYbXTXXXGmenGidentifyGdaGnewGprostateGcancerGsusceptibilityGlociVG
NaturefGeneticsTG2018TGcXTGgZfUgad 36.3 340

314 öolymorphismsGofGr oGrepairGgenesGandGriskGofGnonUsmallGcellGlungGcancerVGCarcinogenesisTG2006TGZeTGcdXUe4.6 333

313 oGmetaUanalysisGofGfeTXbXGindividualsGidentifiesGZaGnewGsusceptibilityGlociGforGprostateGcancerVG
NaturefGeneticsTG2014TGbdTGYYXaUg 36.3 331

312 uenomeUwideGassociationGstudiesGidentifyGfourGsRGnegativeUspecificGbreastGcancerGriskGlociVGNaturef
GeneticsTG2013TGbcTGagZUfTGagfeYUZ 36.3 327

311 oGcommonGvariantGatGtheGTsRTUqzöT–YzGlocusGisGassociatedGwithGestrogenGreceptorUnegativeGbreastG
cancerVGNaturefGeneticsTG2011TGbaTGYZYXUb 36.3 253

310 SevenGprostateGcancerGsusceptibilityGlociGidentifiedGbyGaGmultiUstageGgenomeUwideGassociationGstudyVG
NaturefGeneticsTG2011TGbaTGefcUgY 36.3 243

309 ossociationGpetweenGTelomereGzengthGandGRiskGofGqancerGandG onU eoplasticGriseaseshGoG
–endelianGRandomizationGStudyVGJAMAfOncologyTG2017TGaTGdadUdcY 13.4 236
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308 uenomeUwideGassociationGstudyGidentifiesGmultipleGsusceptibilityGlociGforGpancreaticGcancerVGNaturef
GeneticsTG2014TGbdTGggbUYXXX 36.3 226

307 qigaretteGsmokingGandGpancreaticGcancerhGaGpooledGanalysisGfromGtheGpancreaticGcancerGcohortG
consortiumVGAmericanfJournalfoffEpidemiologyTG2009TGYeXTGbXaUYa 3.8 223

306 öolymorphismsGwithinGmicroUR oUbindingGsitesGandGriskGofGsporadicGcolorectalGcancerVG
CarcinogenesisTG2008TGZgTGcegUfb 4.6 221

305
ossociationGofGcommonGpolymorphismsGinGinflammatoryGgenesGinterleukinGOwzPdTGwzfTGtumorGnecrosisG
factorGalphaTG typYTGandGperoxisomeGproliferatorUactivatedGreceptorGgammaGwithGcolorectalG
cancerVGCancerfResearchTG2003TGdaTGacdXUd

10.1 218

304 öolymorphismsGinGgenesGofGnucleotideGandGbaseGexcisionGrepairhGriskGandGprognosisGofGcolorectalG
cancerVGClinicalfCancerfResearchTG2006TGYZTGZYXYUf 12.9 209

303 oGgeneGpredisposingGtoGfamilialGthyroidGtumorsGwithGcellGoxyphiliaGmapsGtoGchromosomeGYgpYaVZVG
AmericanfJournalfoffHumanfGeneticsTG1998TGdaTGYebaUf 11 193

302 preastGqancerGRiskGtromG–odifiableGandG onmodifiableGRiskGtactorsGomongGWhiteGWomenGinGtheG
UnitedGStatesVGJAMAfOncologyTG2016TGZTGYZgcUYaXZ 13.4 189

301 wdentificationGofGtenGvariantsGassociatedGwithGriskGofGestrogenUreceptorUnegativeGbreastGcancerVG
NaturefGeneticsTG2017TGbgTGYedeUYeef 36.3 186

300 tamilialGnontoxicGmultinodularGthyroidGgoiterGlocusGmapsGtoGchromosomeGYbqGbutGdoesGnotGaccountG
forGfamilialGnonmedullaryGthyroidGcancerVGAmericanfJournalfoffHumanfGeneticsTG1997TGdYTGYYZaUaX 11 178

299 qommonGvariationGatGZpYaVaTGaqZgTGepYaGandGYeqZcVYGassociatedGwithGsusceptibilityGtoGpancreaticG
cancerVGNaturefGeneticsTG2015TGbeTGgYYUd 36.3 171

298 öancreaticGcancerGriskGandGopOGbloodGgroupGalleleshGresultsGfromGtheGpancreaticGcancerGcohortG
consortiumVGCancerfResearchTG2010TGeXTGYXYcUZa 10.1 168

297 ossociationGofGaGcommonGpolymorphismGinGtheGcyclooxygenaseGZGgeneGwithGriskGofGnonUsmallGcellG
lungGcancerVGCarcinogenesisTG2004TGZcTGZZgUac 4.6 166

296 oGTöcaGpolymorphismGisGassociatedGwithGincreasedGriskGofGcolorectalGcancerGandGwithGreducedGlevelsG
ofGTöcaGmR oVGOncogeneTG2004TGZaTGYgcbUd 9.2 162

295 zargeUscaleGinvestigationGofGbaseGexcisionGrepairGgeneticGpolymorphismsGandGlungGcancerGriskGinGaG
multicenterGstudyVGJournalfoffthefNationalfCancerfInstituteTG2005TGgeTGcdeUed 9.7 152

294 zocalizationGofGaGsusceptibilityGgeneGforGfamilialGnonmedullaryGthyroidGcarcinomaGtoGchromosomeG
ZqZYVGAmericanfJournalfoffHumanfGeneticsTG2001TGdgTGbbXUd 11 152

293 SemiautomatedGassessmentGofGlossGofGheterozygosityGandGreplicationGerrorGinGtumorsVGCancerf
ResearchTG1996TGcdTGaaaYUe 10.1 144

292 oGcandidateGgeneGapproachGtoGsearchingGforGlowUpenetranceGbreastGandGprostateGcancerGgenesVG
NaturefReviewsfCancerTG2005TGcTGgeeUfc 31.3 142

291 wnteractionsGbetweenGgeneticGvariantsGandGbreastGcancerGriskGfactorsGinGtheGbreastGandGprostateG
cancerGcohortGconsortiumVGJournalfoffthefNationalfCancerfInstituteTG2011TGYXaTGYZcZUda 9.7 134

(2011-2014)
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290 svidenceGforGanGimportantGroleGofGalcoholUGandGaldehydeUmetabolizingGgenesGinGcancersGofGtheGupperG
aerodigestiveGtractVGCancerfEpidemiologyfBiomarkersfandfPreventionTG2006TGYcTGdgdUeXa 4 130

289 wnflammationUrelatedGgeneGpolymorphismsGandGcolorectalGadenomaVGCancerfEpidemiologyf
BiomarkersfandfPreventionTG2006TGYcTGYYZdUaY 4 120

288 oGmajorGsusceptibilityGlocusGtoGmurineGlungGcarcinogenesisGmapsGonGchromosomeGdVGNaturefGeneticsTG
1993TGaTGYaZUd 36.3 119

287 uenomeUwideGassociationGstudyGofGclassicalGvodgkinGlymphomaGandGspsteinUparrGvirusG
statusUdefinedGsubgroupsVGJournalfoffthefNationalfCancerfInstituteTG2012TGYXbTGZbXUca 9.7 117

286 öolymorphismsGinGprostaglandinGsynthaseGZWcyclooxygenaseGZGOöTuSZWqOXZPGandGriskGofGcolorectalG
cancerVGBritishfJournalfoffCancerTG2004TGgYTGaagUba 8.7 115

285 oGcomprehensiveGanalysisGofGphaseGwGandGphaseGwwGmetabolismGgeneGpolymorphismsGandGriskGofG
colorectalGcancerVGPharmacogeneticsfandfGenomicsTG2005TGYcTGcacUbd 1.9 115

284 sffectGofGcruciferousGvegetablesGonGlungGcancerGinGpatientsGstratifiedGbyGgeneticGstatushGaGmendelianG
randomisationGapproachVGLancetrfTheTG2005TGaddTGYccfUdX 40 114

283 oGmetaUanalysisGofGgenomeUwideGassociationGstudiesGtoGidentifyGprostateGcancerGsusceptibilityGlociG
associatedGwithGaggressiveGandGnonUaggressiveGdiseaseVGHumanfMolecularfGeneticsTG2013TGZZTGbXfUYc 5.6 109

282 öolymorphismsGofGtheGinterleukinUYGbetaGgeneGareGassociatedGwithGincreasedGriskGofGnonUsmallGcellG
lungGcancerVGInternationalfJournalfoffCancerTG2004TGYXgTGacaUd 7.5 109

281 onalysisGofGveritabilityGandGSharedGveritabilityGpasedGonGuenomeUWideGossociationGStudiesGforG
ThirteenGqancerGTypesVGJournalfoffthefNationalfCancerfInstituteTG2015TGYXeTGdjvZeg 9.7 107

280 oGcomprehensiveGanalysisGofGphaseGwGandGphaseGwwGmetabolismGgeneGpolymorphismsGandGriskGofG
nonUsmallGcellGlungGcancerGinGsmokersVGCarcinogenesisTG2008TGZgTGYYdbUg 4.6 107

279 tamilyGhistoryGofGcancerGandGriskGofGpancreaticGcancerhGaGpooledGanalysisGfromGtheGöancreaticGqancerG
qohortGqonsortiumGOöanScanPVGInternationalfJournalfoffCancerTG2010TGYZeTGYbZYUf 7.5 105

278 uenomeUwideGmetaUanalysisGidentifiesGfiveGnewGsusceptibilityGlociGforGpancreaticGcancerVGNaturef
CommunicationsTG2018TGgTGccd 17.4 103

277
öolymorphismsGofGgenesGcodingGforGinsulinUlikeGgrowthGfactorGYGandGitsGmajorGbindingGproteinsTG
circulatingGlevelsGofGwutUwGandGwutpöUaGandGbreastGcancerGriskhGresultsGfromGtheGsöwqGstudyVGBritishf
JournalfoffCancerTG2006TGgbTGZggUaXe

8.7 102

276 oGtranscriptomeUwideGassociationGstudyGofGZZgTXXXGwomenGidentifiesGnewGcandidateGsusceptibilityG
genesGforGbreastGcancerVGNaturefGeneticsTG2018TGcXTGgdfUgef 36.3 101

275
revelopmentGofGaGsensitiveGandGspecificGassayGcombiningGmultiplexGöqRGandGr oGmicroarrayGprimerG
extensionGtoGdetectGhighUriskGmucosalGhumanGpapillomavirusGtypesVGJournalfoffClinicalfMicrobiologyTG
2006TGbbTGZXZcUaY

9.7 96

274 qytokineGgeneGpolymorphismsGandGtheGriskGofGadenocarcinomaGofGtheGstomachGinGtheGsuropeanG
prospectiveGinvestigationGintoGcancerGandGnutritionGOsöwqUsURuoSTPVGAnnalsfoffOncologyTG2008TGYgTGYfgbUgXZ10.3 95

273 wutUYTGwutpöUYTGandGwutpöUaGpolymorphismsGpredictGcirculatingGwutGlevelsGbutGnotGbreastGcancerGriskhG
findingsGfromGtheGpreastGandGörostateGqancerGqohortGqonsortiumGOpöqaPVGPLoSfONETG2008TGaTGeZcef 3.7 93
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272 rietaryGinflammatoryGindexGandGinflammatoryGgeneGinteractionsGinGrelationGtoGcolorectalGcancerGriskG
inGtheGpellvitgeGcolorectalGcancerGcaseUcontrolGstudyVGGenesfandfNutritionTG2015TGYXTGbbe 4.3 91

271 tineUmappingGidentifiesGmultipleGprostateGcancerGriskGlociGatGcpYcTGoneGofGwhichGassociatesGwithG
TsRTGexpressionVGHumanfMolecularfGeneticsTG2013TGZZTGZcZXUf 5.6 88

270 tOYbiYfPGTranslocationhGoGpredictiveGbloodGbiomarkerGforGfollicularGlymphomaVGJournalfoffClinicalf
OncologyTG2014TGaZTGYabeUcc 2.2 86

269 öathwayGanalysisGofGgenomeUwideGassociationGstudyGdataGhighlightsGpancreaticGdevelopmentGgenesG
asGsusceptibilityGfactorsGforGpancreaticGcancerVGCarcinogenesisTG2012TGaaTGYafbUgX 4.6 85

268 revelopmentGofGaGsensitiveGandGspecificGmultiplexGöqRGmethodGcombinedGwithGr oGmicroarrayG
primerGextensionGtoGdetectGpetapapillomavirusGtypesVGJournalfoffClinicalfMicrobiologyTG2007TGbcTGZcaeUbb 9.7 83

267 –ultipleGlociGaffectGgeneticGpredispositionGtoGhepatocarcinogenesisGinGmiceVGGenomicsTG1994TGZaTGYYfUZb 4.3 83

266 onGabsoluteGriskGmodelGtoGidentifyGindividualsGatGelevatedGriskGforGpancreaticGcancerGinGtheGgeneralG
populationVGPLoSfONETG2013TGfTGeeZaYY 3.7 82

265 olcoholGintakeGandGpancreaticGcancerhGaGpooledGanalysisGfromGtheGpancreaticGcancerGcohortG
consortiumGOöanScanPVGCancerfCausesfandfControlTG2010TGZYTGYZYaUZc 2.8 82

264 r oGrepairGandGcellGcycleGcontrolGgenesGandGtheGriskGofGyoungUonsetGlungGcancerVGCancerfResearchTG
2006TGddTGYYXdZUg 10.1 82

263 revelopmentGofGlungGcancerGbeforeGtheGageGofGcXhGtheGroleGofGxenobioticGmetabolizingGgenesVG
CarcinogenesisTG2007TGZfTGYZfeUga 4.6 82

262 ossociationGanalysesGidentifyGaYGnewGriskGlociGforGcolorectalGcancerGsusceptibilityVGNaturef
CommunicationsTG2019TGYXTGZYcb 17.4 81

261 velicobacterGpyloriGcytotoxinUassociatedGgenotypeGandGgastricGprecancerousGlesionsVGJournalfoffthef
NationalfCancerfInstituteTG2007TGggTGYaZfUab 9.7 81

260
wmputationGandGsubsetUbasedGassociationGanalysisGacrossGdifferentGcancerGtypesGidentifiesGmultipleG
independentGriskGlociGinGtheGTsRTUqzöT–YzGregionGonGchromosomeGcpYcVaaVGHumanfMolecularf
GeneticsTG2014TGZaTGddYdUaa

5.6 77

259 TwoGsusceptibilityGlociGidentifiedGforGprostateGcancerGaggressivenessVGNaturefCommunicationsTG2015TG
dTGdffg 17.4 75

258 sxpressionGofGnucleosideUmetabolizingGenzymesGinGmyelodysplasticGsyndromesGandGmodulationGofG
responseGtoGazacitidineVGLeukemiaTG2014TGZfTGdZYUf 10.7 68

257 VariantGopOGbloodGgroupGallelesTGsecretorGstatusTGandGriskGofGpancreaticGcancerhGresultsGfromGtheG
pancreaticGcancerGcohortGconsortiumVGCancerfEpidemiologyfBiomarkersfandfPreventionTG2010TGYgTGaYbXUg 4 67

256 oGriskGmodelGforGlungGcancerGincidenceVGCancerfPreventionfResearchTG2012TGcTGfabUbd 3.2 66

255 ThreeGnewGpancreaticGcancerGsusceptibilityGsignalsGidentifiedGonGchromosomesGYqaZVYTGcpYcVaaGandG
fqZbVZYVGOncotargetTG2016TGeTGddaZfUddaba 3.3 66

(2016-2015)
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254 qrossUqancerGuenomeUWideGonalysisGofGzungTGOvaryTGpreastTGörostateTGandGqolorectalGqancerG
RevealsG ovelGöleiotropicGossociationsVGCancerfResearchTG2016TGedTGcYXaUYb 10.1 66

253 wdentificationGofGfourGnovelGsusceptibilityGlociGforGoestrogenGreceptorGnegativeGbreastGcancerVGNaturef
CommunicationsTG2016TGeTGYYaec 17.4 64

252 öTuSZGandGwzdGgeneticGvariationGandGriskGofGbreastGandGprostateGcancerhGresultsGfromGtheGpreastGandG
örostateGqancerGqohortGqonsortiumGOpöqaPVGCarcinogenesisTG2010TGaYTGbccUdY 4.6 62

251 wsGthereGstillGaGneedGforGcandidateGgeneGapproachesGinGtheGeraGofGgenomeUwideGassociationGstudiesmVG
GenomicsTG2009TGgaTGbYcUg 4.3 60

250 –appingGofGbodyGweightGlociGonGmouseGchromosomeGXVGMammalianfGenomeTG1995TGdTGeefUfY 3.2 60

249 temaleGchromosomeGXGmosaicismGisGageUrelatedGandGpreferentiallyGaffectsGtheGinactivatedGXG
chromosomeVGNaturefCommunicationsTG2016TGeTGYYfba 17.4 59

248 öhylogeneticsGofGtheGlaboratoryGratGRattusGnorvegicusVGGenomefResearchTG1997TGeTGZdZUe 9.7 59

247
ueneticGheterogeneityGinGfamilialGnonmedullaryGthyroidGcarcinomahGexclusionGofGlinkageGtoGRsTTG
– uYTGandGTqOGinGcdGfamiliesVG –TqGqonsortiumVGJournalfoffClinicalfEndocrinologyfandfMetabolismTG
1999TGfbTGZYceUdZ

5.6 59

246 qhromosomeGmappingGofGmurineGsusceptibilityGlociGtoGliverGcarcinogenesisVGCancerfResearchTG1993TG
caTGZXgUYY 10.1 59

245 tineUmappingGofGprostateGcancerGsusceptibilityGlociGinGaGlargeGmetaUanalysisGidentifiesGcandidateG
causalGvariantsVGNaturefCommunicationsTG2018TGgTGZZcd 17.4 57

244 wnterleukinGpromoterGpolymorphismsGandGprognosisGinGcolorectalGcancerVGCarcinogenesisTG2008TGZgTGYZXZUd4.6 57

243 ossociationGbetweenGToSZRafGgeneGpolymorphismsGandGcolorectalGcancerGriskhGaGcaseUcontrolGstudyG
inGtwoGindependentGpopulationsGofGqaucasianGoriginVGPLoSfONETG2011TGdTGeZXbdb 3.7 57

242 wdentificationGofGmultipleGriskGlociGandGregulatoryGmechanismsGinfluencingGsusceptibilityGtoGmultipleG
myelomaVGNaturefCommunicationsTG2018TGgTGaeXe 17.4 57

241 oberrantGr oGmethylationGofGcancerUassociatedGgenesGinGgastricGcancerGinGtheGsuropeanG
örospectiveGwnvestigationGintoGqancerGandG utritionGOsöwqUsURuoSTPVGCancerfLettersTG2011TGaYYTGfcUgc 9.9 56

240 tineUmappingGofGYcXGbreastGcancerGriskGregionsGidentifiesGYgYGlikelyGtargetGgenesVGNaturefGeneticsTG
2020TGcZTGcdUea 36.3 56

239 örostateGstemUcellGantigenGgeneGisGassociatedGwithGdiffuseGandGintestinalGgastricGcancerGinG
qaucasianshGresultsGfromGtheGsöwqUsURuoSTGstudyVGInternationalfJournalfoffCancerTG2012TGYaXTGZbYeUZe 7.5 55

238 ReliableGretectionGofG˛†UThalassemiaGandGudörG–utationsGbyGaGr oG–icroarrayVGClinicalfChemistryTG
2002TGbfTGZXcYUZXcb 5.5 55

237 sighteenGinsulinUlikeGgrowthGfactorGpathwayGgenesTGcirculatingGlevelsGofGwutUwGandGitsGbindingGproteinTG
andGriskGofGprostateGandGbreastGcancerVGCancerfEpidemiologyfBiomarkersfandfPreventionTG2010TGYgTGZfeeUfe4 54
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236 ueneticGvariationGinGtheGvSrYepYGgeneGandGriskGofGprostateGcancerVGPLoSfGeneticsTG2005TGYTGedf 6 54

235 uenotypeGtransposerhGautomatedGgenotypeGmanipulationGforGlinkageGdisequilibriumGanalysisVG
BioinformaticsTG2001TGYeTGeafUg 7.2 54

234 ossociationGofGqRöGgeneticGvariantsGwithGbloodGconcentrationsGofGqUreactiveGproteinGandGcolorectalG
cancerGriskVGInternationalfJournalfoffCancerTG2015TGYadTGYYfYUgZ 7.5 53

233 ossociationsGofGobesityGandGcirculatingGinsulinGandGglucoseGwithGbreastGcancerGriskhGaG–endelianG
randomizationGanalysisVGInternationalfJournalfoffEpidemiologyTG2019TGbfTGegcUfXd 7.8 52

232 öolymorphismsGwithinGinflammatoryGgenesGandGcolorectalGcancerVGJournalfoffNegativefResultsfinf
BioMedicineTG2006TGcTGYc 50

231 oGcomprehensiveGstudyGofGpolymorphismsGinGopqpYTGopqqZGandGopquZGandGlungGcancerG
chemotherapyGresponseGandGprognosisVGInternationalfJournalfoffCancerTG2012TGYaYTGZgZXUf 7.5 49

230 öredictionGofGbreastGcancerGriskGbyGgeneticGriskGfactorsTGoverallGandGbyGhormoneGreceptorGstatusVG
JournalfoffMedicalfGeneticsTG2012TGbgTGdXYUf 5.8 49

229 öolymorphismsGinGfattyUacidUmetabolismUrelatedGgenesGareGassociatedGwithGcolorectalGcancerGriskVG
CarcinogenesisTG2010TGaYTGbddUeZ 4.6 48

228
ueneticGvariationGinGalcoholGdehydrogenaseGOorvYoTGorvYpTGorvYqTGorvePGandGaldehydeG
dehydrogenaseGOozrvZPTGalcoholGconsumptionGandGgastricGcancerGriskGinGtheGsuropeanGörospectiveG
wnvestigationGintoGqancerGandG utritionGOsöwqPGcohortVGCarcinogenesisTG2012TGaaTGadYUe

4.6 48

227 uenomeUwideGassociationGandGtranscriptomeGstudiesGidentifyGtargetGgenesGandGriskGlociGforGbreastG
cancerVGNaturefCommunicationsTG2019TGYXTGYebY 17.4 47

226 TsRTGgeneGharborsGmultipleGvariantsGassociatedGwithGpancreaticGcancerGsusceptibilityVGInternationalf
JournalfoffCancerTG2015TGYaeTGZYecUfa 7.5 46

225 uenomeUwideGassociationGstudyGofGsurvivalGinGpatientsGwithGpancreaticGadenocarcinomaVGGutTG2014TG
daTGYcZUdX 19.2 46

224
oGcomprehensiveGanalysisGofGcommonGwutYTGwutpöYGandGwutpöaGgeneticGvariationGwithGprospectiveG
wutUwGandGwutpöUaGbloodGlevelsGandGprostateGcancerGriskGamongGqaucasiansVGHumanfMolecularf
GeneticsTG2010TGYgTGaXfgUYXY

5.6 46

223
öolymorphismsGofGglutathioneUSUtransferaseG–YGandGmanganeseGsuperoxideGdismutaseGareG
associatedGwithGtheGriskGofGmalignantGpleuralGmesotheliomaVGInternationalfJournalfoffCancerTG2007TG
YZXTGZeagUba

7.5 45

222
ueneticGassociationGofGgastricGcancerGwithGmiR oGclustersGincludingGtheGcancerUrelatedGgenesG
–wRZgTG–wRZcTG–wRgaGandG–wRYXdhGresultsGfromGtheGsöwqUsURuoSTGstudyVGInternationalfJournalfoff
CancerTG2014TGYacTGZXdcUed

7.5 44

221 tolateUrelatedGgenesGandGtheGriskGofGtobaccoUrelatedGcancersGinGqentralGsuropeVGCarcinogenesisTG
2007TGZfTGYaabUbX 4.6 44

220 wnterleukinUbGandGinterleukinUbGreceptorGpolymorphismsGandGcolorectalGcancerGriskVGEuropeanf
JournalfoffCancerTG2007TGbaTGedZUf 7.5 44

219
öolymorphismsGaffectingGmicroUR oGregulationGandGassociatedGwithGtheGriskGofGdietaryUrelatedG
cancershGaGreviewGfromGtheGliteratureGandGnewGevidenceGforGaGfunctionalGroleGofGrsYeZfYggcGOqrfdPG
andGrsYXcYdgXGOw SRPTGpreviouslyGassociatedGwithGcolorectalGcancerVGMutationfResearchfsf
FundamentalfandfMolecularfMechanismsfoffMutagenesisTG2011TGeYeTGYXgUYc

3.3 43

(2011-2005)
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218 öancreaticGcancerGsusceptibilityGlociGandGtheirGroleGinGsurvivalVGPLoSfONETG2011TGdTGeZegZY 3.7 41

217 uenomeUwideGossociationGonalysisGinGvumansGzinksG ucleotideG–etabolismGtoGzeukocyteGTelomereG
zengthVGAmericanfJournalfoffHumanfGeneticsTG2020TGYXdTGafgUbXb 11 40

216 opOGbloodGgroupsGandGpancreaticGcancerGriskGandGsurvivalhGresultsGfromGtheGöo creaticGriseaseG
ReseorchGOöo roRoPGconsortiumVGOncologyfReportsTG2013TGZgTGYdaeUbb 3.5 40

215 TheGinterleukinUfUZcYRTWRoGpolymorphismGisGnotGassociatedGwithGriskGforGgastricGcarcinomaG
developmentGinGaGöortugueseGpopulationVGEuropeanfJournalfoffCancerfPreventionTG2008TGYeTGZfUaZ 2 40

214 zackGofGassociationGbetweenGpolymorphismsGinGinflammatoryGgenesGandGlungGcancerGriskVGCancerf
EpidemiologyfBiomarkersfandfPreventionTG2005TGYbTGcafUg 4 40

213 uenomeUwideGassociationGstudyGidentifiesGsusceptibilityGlociGforGpUcellGchildhoodGacuteG
lymphoblasticGleukemiaVGNaturefCommunicationsTG2018TGgTGYabX 17.4 39

212 WholeGuenomeGSequenceGandGöhylogeneticGonalysisGShowGStrainsGfromGzatinGomericaGvaveG
tollowedGaGUniqueGsvolutionGöathwayVGFrontiersfinfCellularfandfInfectionfMicrobiologyTG2017TGeTGcX 5.9 39

211
qomprehensiveGanalysisGofGcommonGgeneticGvariationGinGdYGgenesGrelatedGtoGsteroidGhormoneGandG
insulinUlikeGgrowthGfactorUwGmetabolismGandGbreastGcancerGriskGinGtheG qwGbreastGandGprostateGcancerG
cohortGconsortiumVGHumanfMolecularfGeneticsTG2010TGYgTGafeaUfb

5.6 39

210 TheGassociationGofGsequenceGvariantsGinGr oGrepairGandGcellGcycleGgenesGwithGcancersGofGtheGupperG
aerodigestiveGtractVGCarcinogenesisTG2007TGZfTGddcUeY 4.6 39

209 wdentificationGofGnovelGgeneticGmarkersGofGbreastGcancerGsurvivalVGJournalfoffthefNationalfCancerf
InstituteTG2015TGYXeTG 9.7 38

208 wnstabilityGofGmicrosatellitesGinGratGcolonGtumorsGinducedGbyGheterocyclicGaminesVGCancerfResearchTG
1994TGcbTGdaYcUe 10.1 38

207 TheGtOXsYGlocusGisGaGmajorGgeneticGdeterminantGforGfamilialGnonmedullaryGthyroidGcarcinomaVG
InternationalfJournalfoffCancerTG2014TGYabTGZXgfUYXe 7.5 36

206 RiskGfactorsGforGcancersGofGunknownGprimaryGsitehGResultsGfromGtheGprospectiveGsöwqGcohortVG
InternationalfJournalfoffCancerTG2014TGYacTGZbecUfY 7.5 36

205 vaplotypesGofGtheGestrogenGreceptorGbetaGgeneGandGbreastGcancerGriskVGInternationalfJournalfoff
CancerTG2008TGYZZTGafeUgZ 7.5 36

204 wnheritedGpredispositionGofGlungGcancerhGaGhierarchicalGmodelingGapproachGtoGr oGrepairGandGcellG
cycleGcontrolGpathwaysVGCancerfEpidemiologyfBiomarkersfandfPreventionTG2007TGYdTGZeadUbb 4 36

203 wntegrationGofGmultiethnicGfineUmappingGandGgenomicGannotationGtoGprioritizeGcandidateGfunctionalG
S ösGatGprostateGcancerGsusceptibilityGregionsVGHumanfMolecularfGeneticsTG2015TGZbTGcdXaUYf 5.6 35

202
ueneticGvariationGinGtheGlactaseGgeneTGdairyGproductGintakeGandGriskGforGprostateGcancerGinGtheG
suropeanGprospectiveGinvestigationGintoGcancerGandGnutritionVGInternationalfJournalfoffCancerTG2013TG
YaZTGYgXYUYX

7.5 35

201 öooledGanalysisGofGphosphatidylinositolGaUkinaseGpathwayGvariantsGandGriskGofGprostateGcancerVG
CancerfResearchTG2010TGeXTGZafgUgd 10.1 35

Federico Canzian
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200 pitterGtasteGreceptorGpolymorphismsGandGhumanGagingVGPLoSfONETG2012TGeTGebcZaZ 3.7 35

199 ueneticGsusceptibilityGtoGpancreaticGcancerGandGitsGfunctionalGcharacterisationhGtheGöo creaticG
riseaseGReseorchGOöo roRoPGconsortiumVGDigestivefandfLiverfDiseaseTG2013TGbcTGgcUg 3.3 34

198
öolymorphismsGofGgenesGcodingGforGghrelinGandGitsGreceptorGinGrelationGtoGanthropometryTG
circulatingGlevelsGofGwutUwGandGwutpöUaTGandGbreastGcancerGriskhGaGcaseUcontrolGstudyGnestedGwithinGtheG
suropeanGörospectiveGwnvestigationGintoGqancerGandG utritionGOsöwqPVGCarcinogenesisTG2008TGZgTGYadXUd

4.6 34

197 svaluationGofGaGmicroarrayGforGgenotypingGpolymorphismsGrelatedGtoGxenobioticGmetabolismGandG
r oGrepairVGBioTechniquesTG2003TGacTGfYdUZXTGfZZTGfZbUe 2.5 34

196
oGratGgeneticGmapGconstructedGbyGrepresentationalGdifferenceGanalysisGmarkersGwithGsuitabilityGforG
largeUscaleGtypingVGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaTG
1996TGgaTGagYbUg

11.5 34

195 SomaticGmutationsGinGexocrineGpancreaticGtumorshGassociationGwithGpatientGsurvivalVGPLoSfONETG2013TG
fTGedXfeX 3.7 34

194 öotentialGRoleGofGpiofilmGtormationGinGtheGrevelopmentGofGrigestiveGTractGqancerGWithGSpecialG
ReferenceGtoGwnfectionVGFrontiersfinfMicrobiologyTG2019TGYXTGfbd 5.7 33

193 VitaminGqGtransporterGgeneGOSzqZaoYGandGSzqZaoZPGpolymorphismsTGplasmaGvitaminGqGlevelsTGandG
gastricGcancerGriskGinGtheGsöwqGcohortVGGenesfandfNutritionTG2013TGfTGcbgUdX 4.3 33

192 trailtyGandGtelomereGlengthhGcrossUsectionalGanalysisGinGacaeGolderGadultsGfromGtheGsSTvsRGcohortVG
ExperimentalfGerontologyTG2014TGcfTGZcXUc 4.5 33

191
öolymorphismsGinGgenesGrelatedGtoGbacterialGlipopolysaccharideWpeptidoglycanGsignalingGandGgastricG
precancerousGlesionsGinGaGpopulationGatGhighGriskGforGgastricGcancerVGDigestivefDiseasesfandfSciencesTG
2007TGcZTGZcbUdY

4 33

190 qommonGgeneticGvariationGinGtheGwutUYGgeneTGserumGwutUwGlevelsGandGbreastGdensityVGBreastfCancerf
ResearchfandfTreatmentTG2008TGYYZTGYXgUZZ 4.4 33

189 öolymorphismsGofGtheGdopamineGreceptorGgeneGrRrZGandGcolorectalGcancerGriskVGCancerf
EpidemiologyfBiomarkersfandfPreventionTG2005TGYbTGYdaaUf 4 33

188 VariationsGinGvelicobacterGpyloriGcytotoxinUassociatedGgenesGandGtheirGinfluenceGinGprogressionGtoG
gastricGcancerhGimplicationsGforGpreventionVGPLoSfONETG2012TGeTGeZgdXc 3.7 33

187
olcoholGdehydrogenaseGandGaldehydeGdehydrogenaseGgeneGpolymorphismsTGalcoholGintakeGandGtheG
riskGofGcolorectalGcancerGinGtheGsuropeanGörospectiveGwnvestigationGintoGqancerGandG utritionGstudyVG
EuropeanfJournalfoffClinicalfNutritionTG2012TGddTGYaXaUf

5.2 32

186 uenomeUwideGassociationGstudyGidentifiesGvariantsGatGYdpYaGassociatedGwithGsurvivalGinGmultipleG
myelomaGpatientsVGNaturefCommunicationsTG2015TGdTGecag 17.4 31

185 wnsulinUlikeGgrowthGfactorGpathwayGgeneticGpolymorphismsTGcirculatingGwutYGandGwutpöaTGandG
prostateGcancerGsurvivalVGJournalfoffthefNationalfCancerfInstituteTG2014TGYXdTGdjuXfc 9.7 31

184 oGcomprehensiveGstudyGofGpolymorphismsGinGtheGopqpYTGopqqZTGopquZTG RYwZGgenesGandG
lymphomaGriskVGInternationalfJournalfoffCancerTG2012TGYaYTGfXaUYZ 7.5 31

183 öolymorphismsGofGdopamineGreceptorWtransporterGgenesGandGriskGofGnonUsmallGcellGlungGcancerVG
LungfCancerTG2007TGcdTGYeUZa 5.9 31

(2007-2012)
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182 tineUmappingGtheGvOXpGregionGdetectsGcommonGvariantsGtaggingGaGrareGcodingGallelehGevidenceGforG
syntheticGassociationGinGprostateGcancerVGPLoSfGeneticsTG2014TGYXTGeYXXbYZg 6 30

181
öostUuWoSGgeneUenvironmentGinterplayGinGbreastGcancerhGresultsGfromGtheGpreastGandGörostateG
qancerGqohortGqonsortiumGandGaGmetaUanalysisGonGegTXXXGwomenVGHumanfMolecularfGeneticsTG2014TG
ZaTGcZdXUeX

5.6 30

180
ueneticGvariationGinGtheGgrowthGhormoneGsynthesisGpathwayGinGrelationGtoGcirculatingGinsulinUlikeG
growthGfactorUwTGinsulinUlikeGgrowthGfactorGbindingGproteinUaTGandGbreastGcancerGriskhGresultsGfromGtheG
suropeanGprospectiveGinvestigationGintoGcancerGandGnutritionGstudyVGCancerfEpidemiologyf
BiomarkersfandfPreventionTG2005TGYbTGZaYdUZc

4 30

179
odditiveGinteractionsGbetweenGsusceptibilityGsingleUnucleotideGpolymorphismsGidentifiedGinG
genomeUwideGassociationGstudiesGandGbreastGcancerGriskGfactorsGinGtheGpreastGandGörostateGqancerG
qohortGqonsortiumVGAmericanfJournalfoffEpidemiologyTG2014TGYfXTGYXYfUZe

3.8 29

178 uenomeUwideGassociationGstudyGofGgermlineGvariantsGandGbreastGcancerUspecificGmortalityVGBritishf
JournalfoffCancerTG2019TGYZXTGdbeUdce 8.7 28

177 ossociationGofGbreastGcancerGriskGlociGwithGbreastGcancerGsurvivalVGInternationalfJournalfoffCancerTG
2015TGYaeTGZfaeUbc 7.5 28

176 vemochromatosisGOvtsPGgeneGmutationsGandGriskGofGgastricGcancerGinGtheGsuropeanGörospectiveG
wnvestigationGintoGqancerGandG utritionGOsöwqPGstudyVGCarcinogenesisTG2013TGabTGYZbbUcX 4.6 28

175
oGgeneUwideGinvestigationGonGpolymorphismsGinGtheGopquZWpRqöGtransporterGandGsusceptibilityGtoG
colorectalGcancerVGMutationfResearchfsfFundamentalfandfMolecularfMechanismsfoffMutagenesisTG2008
TGdbcTGcdUdX

3.3 28

174
SequenceGvariantsGofGestrogenGreceptorGbetaGandGriskGofGprostateGcancerGinGtheG ationalGqancerG
wnstituteGpreastGandGörostateGqancerGqohortGqonsortiumVGCancerfEpidemiologyfBiomarkersfandf
PreventionTG2007TGYdTGYgeaUfY

4 28

173
oGcomprehensiveGanalysisGofGtheGandrogenGreceptorGgeneGandGriskGofGbreastGcancerhGresultsGfromGtheG
 ationalGqancerGwnstituteGpreastGandGörostateGqancerGqohortGqonsortiumGOpöqaPVGBreastfCancerf
ResearchTG2006TGfTGRcb

8.3 28

172 zackGofGassociationGbetweenGUZcYGTloGpolymorphismGofGwzfGandGlungGcancerGriskVGCancerf
EpidemiologyfBiomarkersfandfPreventionTG2005TGYbTGZbceUf 4 28

171 zeukocyteGtelomereGlengthGinGrelationGtoGpancreaticGcancerGriskhGaGprospectiveGstudyVGCancerf
EpidemiologyfBiomarkersfandfPreventionTG2014TGZaTGZbbeUcb 4 27

170 ueneticGVariantsGRelatedGtoGzongerGTelomereGzengthGareGossociatedGwithGwncreasedGRiskGofGRenalG
qellGqarcinomaVGEuropeanfUrologyTG2017TGeZTGebeUecb 10.2 27

169 podyGmassGindexGandGbreastGcancerGsurvivalhGaG–endelianGrandomizationGanalysisVGInternationalf
JournalfoffEpidemiologyTG2017TGbdTGYfYbUYfZZ 7.8 27

168 ueneticGpolymorphismsGinGantiUinflammatoryGcytokineGsignalingGandGtheGprevalenceGofGgastricG
precancerousGlesionsGinGVenezuelaVGCancerfCausesfandfControlTG2006TGYeTGYYfaUgY 2.8 27

167 otGleastGthreeGgenesGaccountGforGfamilialGpapillaryGthyroidGcarcinomahGTqOGandG– uYGexcludedGasG
susceptibilityGlociGfromGaGlargeGTasmanianGfamilyVGEuropeanfJournalfoffEndocrinologyTG1999TGYbYTGYZZUc 6.5 27

166 oGcomprehensiveGinvestigationGonGcommonGpolymorphismsGinGtheG–rRYWopqpYGtransporterGgeneG
andGsusceptibilityGtoGcolorectalGcancerVGPLoSfONETG2012TGeTGeaZefb 3.7 27

165 tunctionalGsingleGnucleotideGpolymorphismsGwithinGtheGcyclinUdependentGkinaseGinhibitorGZoWZpG
regionGaffectGpancreaticGcancerGriskVGOncotargetTG2016TGeTGceXYYUceXZX 3.3 27

Federico Canzian
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164 VitaminGrGmetabolicGpathwayGgenesGandGpancreaticGcancerGriskVGPLoSfONETG2015TGYXTGeXYYeceb 3.7 26

163 SourcesGofGpreUanalyticalGvariationsGinGyieldGofGr oGextractedGfromGbloodGsampleshGanalysisGofG
cXTXXXGr oGsamplesGinGsöwqVGPLoSfONETG2012TGeTGeagfZY 3.7 26

162 vistologyGofGfamilialGthyroidGtumoursGlinkedGtoGaGgeneGmappingGtoGchromosomeGYgpYaVZVGJournalfoff
PathologyTG1999TGYfgTGafeUga 9.4 25

161 ueneticGvariationGinGöSqoGandGriskGofGgastricGadvancedGpreneoplasticGlesionsGandGcancerGinGrelationG
toGvelicobacterGpyloriGinfectionVGPLoSfONETG2013TGfTGeeaYXX 3.7 25

160 oGTranscriptomeUWideGossociationGStudyGwdentifiesG ovelGqandidateGSusceptibilityGuenesGforG
öancreaticGqancerVGJournalfoffthefNationalfCancerfInstituteTG2020TGYYZTGYXXaUYXYZ 9.7 25

159 uenomeUwideGassociationGstudyGofGclassicalGvodgkinGlymphomaGidentifiesGkeyGregulatorsGofGdiseaseG
susceptibilityVGNaturefCommunicationsTG2017TGfTGYfgZ 17.4 24

158 qommonGgermlineGpolymorphismsGassociatedGwithGbreastGcancerUspecificGsurvivalVGBreastfCancerf
ResearchTG2015TGYeTGcf 8.3 24

157 ossociationGofGcommonGpolymorphismsGinGinflammatoryGgenesGwithGriskGofGdevelopingGcancersGofG
theGupperGaerodigestiveGtractVGCancerfCausesfandfControlTG2007TGYfTGbbgUcc 2.8 24

156 rataGmininghGsfficiencyGofGusingGsequenceGdatabasesGforGpolymorphismGdiscoveryVGHumanfMutationTG
2001TGYeTGYbYUcX 4.7 24

155 RiskGofGmultipleGmyelomaGisGassociatedGwithGpolymorphismsGwithinGtelomeraseGgenesGandGtelomereG
lengthVGInternationalfJournalfoffCancerTG2015TGYadTGsacYUf 7.5 23

154
SequenceGvariantsGofG oTYGandG oTZGandGotherGxenometabolicGgenesGandGriskGofGlungGandG
aerodigestiveGtractGcancersGinGqentralGsuropeVGCancerfEpidemiologyfBiomarkersfandfPreventionTG2008
TGYeTGYbYUe

4 23

153 wdentificationGofGZgGratGgeneticGmarkersGbyGarbitrarilyGprimedGpolymeraseGchainGreactionVGJapanesef
JournalfoffCancerfResearchTG1996TGfeTGddgUec 23

152 VariationGatGopOGhistoUbloodGgroupGandGtUTGlociGandGdiffuseGandGintestinalGgastricGcancerGriskGinGaG
suropeanGpopulationVGInternationalfJournalfoffCancerTG2015TGYadTGffXUga 7.5 22

151 sxpectationsGandGchallengesGstemmingGfromGgenomeUwideGassociationGstudiesVGMutagenesisTG2008TG
ZaTGbagUbb 2.8 22

150 qomprehensiveGevaluationGofGgeneticGvariationGinGtheGwutYGgeneGandGriskGofGprostateGcancerVG
InternationalfJournalfoffCancerTG2007TGYZXTGcagUbZ 7.5 22

149 oGcatalogueGofGpolymorphismsGrelatedGtoGxenobioticGmetabolismGandGcancerGsusceptibilityVG
PharmacogeneticsfandfGenomicsTG2002TGYZTGbcgUda 22

148 vaplotypeGofGprostaglandinGsynthaseGZWcyclooxygenaseGZGisGinvolvedGinGtheGsusceptibilityGtoG
inflammatoryGbowelGdiseaseVGWorldfJournalfoffGastroenterologyTG2005TGYYTGdXXaUf 5.6 22

147 ueneticGdeterminantsGofGtelomereGlengthGandGriskGofGpancreaticGcancerhGoGöo roRoGstudyVG
InternationalfJournalfoffCancerTG2019TGYbbTGYZecUYZfa 7.5 22

(2019-2015)
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146
–itochondrialGr oGcopyGnumberGvariationTGleukocyteGtelomereGlengthTGandGbreastGcancerGriskGinGtheG
suropeanGörospectiveGwnvestigationGintoGqancerGandG utritionGOsöwqPGstudyVGBreastfCancerfResearchTG
2018TGZXTGZg

8.3 21

145 RiskGofGadvancedGgastricGprecancerousGlesionsGinGvelicobacterGpyloriGinfectedGsubjectsGisGinfluencedG
byGopOGbloodGgroupGandGcagoGstatusVGInternationalfJournalfoffCancerTG2013TGYaaTGaYcUZZ 7.5 21

144 örediagnosticGtelomereGlengthGandGriskGofGpUcellGlymphomaUResultsGfromGtheGsöwqGcohortGstudyVG
InternationalfJournalfoffCancerTG2014TGYacTGZgYXUe 7.5 21

143 öolymorphismsGofGgenesGcodingGforGghrelinGandGitsGreceptorGinGrelationGtoGcolorectalGcancerGriskhGaG
twoUstepGgeneUwideGcaseUcontrolGstudyVGBMCfGastroenterologyTG2010TGYXTGYYZ 3 21

142 oGgeneUwideGinvestigationGonGpolymorphismsGinGtheGtasteGreceptorGZRYbGOToSZRYbPGandG
susceptibilityGtoGcolorectalGcancerVGBMCfMedicalfGeneticsTG2010TGYYTGff 2.1 21

141 vostUbacterialGinteractionGinGtheGdevelopmentGofGgastricGprecancerousGlesionsGinGaGhighGriskG
populationGforGgastricGcancerGinGVenezuelaVGInternationalfJournalfoffCancerTG2006TGYYgTGYdddUeY 7.5 21

140 SequenceGvariantsGinGcellGcycleGcontrolGpathwayTGXUrayGexposureTGandGlungGcancerGriskhGaGmulticenterG
caseUcontrolGstudyGinGqentralGsuropeVGCancerfResearchTG2006TGddTGfZfXUd 10.1 21

139 ueneticGriskGvariantsGassociatedGwithGinGsituGbreastGcancerVGBreastfCancerfResearchTG2015TGYeTGfZ 8.3 20

138 oGnetworkGanalysisGtoGidentifyGmediatorsGofGgermlineUdrivenGdifferencesGinGbreastGcancerGprognosisVG
NaturefCommunicationsTG2020TGYYTGaYZ 17.4 20

137 UseGofGwholeGgenomeGamplificationGtoGrescueGr oGfromGplasmaGsamplesVGBioTechniquesTG2005TGagTGcYYUc2.5 20

136 qoYgUgGandGapolipoproteinUoZGisoformsGasGdetectionGmarkersGforGpancreaticGcancerhGaGprospectiveG
evaluationVGInternationalfJournalfoffCancerTG2019TGYbbTGYfeeUYffe 7.5 20

135
–enstrualGandGreproductiveGfactorsGinGwomenTGgeneticGvariationGinGqYöYeoYTGandGpancreaticGcancerG
riskGinGtheGsuropeanGprospectiveGinvestigationGintoGcancerGandGnutritionGOsöwqPGcohortVGInternationalf
JournalfoffCancerTG2013TGYaZTGZYdbUec

7.5 19

134 wdentificationGofGcandidateGgenesGcarryingGpolymorphismsGassociatedGwithGtheGriskGofGcolorectalG
cancerGbyGanalyzingGtheGcolorectalGmutomeGandGmicroR oomeVGCancerTG2012TGYYfTGbdeXUfX 6.4 19

133 ueneticGvariationGinGgenesGofGtheGfattyGacidGsynthesisGpathwayGandGbreastGcancerGriskVGBreastfCancerf
ResearchfandfTreatmentTG2009TGYYfTGcdcUeb 4.4 19

132
SingleUnucleotideGpolymorphismsGOcpYcVaaTGYcqZcVYTGdpZZVYTGdqZeGandGepYcVaPGandGlungGcancerG
survivalGinGtheGsuropeanGörospectiveGwnvestigationGintoGqancerGandG utritionGOsöwqPVGMutagenesisTG
2011TGZdTGdceUdd

2.8 19

131 uenerationGofGaGr oGmicroarrayGforGdeterminationGofGsdGnaturalGvariantsGofGhumanGpapillomavirusG
typeGYdVGJournalfoffVirologicalfMethodsTG2004TGYYgTGgcUYXZ 2.6 19

130 sxomeGsequencingGidentifiesGgermlineGvariantsGinGrwSaGinGfamilialGmultipleGmyelomaVGLeukemiaTG2019
TGaaTGZaZbUZaaX 10.7 18

129 –endelianGrandomisationGstudyGofGtheGeffectsGofGknownGandGputativeGriskGfactorsGonGpancreaticG
cancerVGJournalfoffMedicalfGeneticsTG2020TGceTGfZXUfZf 5.8 18

Federico Canzian
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128 wmpactGofGpolymorphicGvariationGatGepYcVaTGapZZVYGandGZpZaVaGlociGonGriskGofGmultipleGmyelomaVG
BritishfJournalfoffHaematologyTG2012TGYcfTGfXcUg 4.5 18

127 zackGofGreplicationGofGsevenGpancreaticGcancerGsusceptibilityGlociGidentifiedGinGtwoGosianGpopulationsVG
CancerfEpidemiologyfBiomarkersfandfPreventionTG2013TGZZTGaZXUa 4 18

126 qonstructionGofGaGphylogeneticGtreeGforGinbredGstrainsGofGratGbyGarbitrarilyGprimedGpolymeraseGchainG
reactionGOoöUöqRPVGMammalianfGenomeTG1995TGdTGZaYUc 3.2 18

125 ueneticGmappingGofGtheGRsTGprotooncogeneGonGratGchromosomeGbVGMammalianfGenomeTG1995TGdTGbaaUc 3.2 18

124 öancreaticGcancerGriskGisGmodulatedGbyGinflammatoryGpotentialGofGdietGandGopOGgenotypehGaG
consortiaUbasedGevaluationGandGreplicationGstudyVGCarcinogenesisTG2018TGagTGYXcdUYXde 4.6 18

123 –appingGofGaGgeneGpredisposingGtoGfamilialGthyroidGtumorsGwithGcellGoxyphiliaGtoGchromosomeGYgG
andGexclusionGofGxU GpGasGaGcandidateGgeneVGSurgeryTG1999TGYZdTGYYffUgb 3.6 17

122 qomparativeGmappingGofGtheGactinUbindingGproteinGZfXGgenesGinGhumanGandGmouseVGGenomicsTG1994TG
ZYTGbZfUaX 4.3 17

121 wnteractionGbetweenGfunctionalGpolymorphicGvariantsGinGcytokineGgenesTGestablishedGriskGfactorsGandG
susceptibilityGtoGbasalGcellGcarcinomaGofGskinVGCarcinogenesisTG2011TGaZTGYfbgUcb 4.6 16

120 vaplotypeUbasedGanalysisGofGcommonGvariationGinGtheGgrowthGhormoneGreceptorGgeneGandGprostateG
cancerGriskVGCancerfEpidemiologyfBiomarkersfandfPreventionTG2007TGYdTGYdgUea 4 16

119 ognosticGöathwayWueneGSetGonalysisGofGuenomeUWideGossociationGrataGwdentifiesGossociationsGforG
öancreaticGqancerVGJournalfoffthefNationalfCancerfInstituteTG2019TGYYYTGcceUcde 9.7 16

118 uermlineGpRqoZGyaaZdXGandGqvsyZGwYceTGmutationsGincreaseGriskGforGsporadicGpancreaticGductalG
adenocarcinomaVGInternationalfJournalfoffCancerTG2019TGYbcTGdfdUdga 7.5 15

117
RiskGofGmalignantGpleuralGmesotheliomaGandGpolymorphismsGinGgenesGinvolvedGinGtheGgenomeG
stabilityGandGxenobioticsGmetabolismVGMutationfResearchfsfFundamentalfandfMolecularfMechanismsf
offMutagenesisTG2009TGdeYTGedUfa

3.3 15

116 ueneticGpolymorphismsGinGmediatorsGofGinflammationGandGgastricGprecancerousGlesionsVGEuropeanf
JournalfoffCancerfPreventionTG2008TGYeTGYefUfa 2 15

115 ollelotypingGofGpooledGr oGwithGZcXGyGS öGmicroarraysVGBMCfGenomicsTG2007TGfTGee 4.5 15

114 ossociationGbetweenGtasteGreceptorGOToSPGgenesGandGtheGperceptionGofGwineGcharacteristicsVG
ScientificfReportsTG2017TGeTGgZag 4.9 14

113 VariantsGassociatedGwithGsusceptibilityGtoGpancreaticGcancerGandGmelanomaGdoGnotGreciprocallyG
affectGriskVGCancerfEpidemiologyfBiomarkersfandfPreventionTG2014TGZaTGYYZYUb 4 14

112 wnsulinUlikeGurowthGtactorGöathwayGueneticGöolymorphismsTGqirculatingGwutYGandGwutpöaTGandG
örostateGqancerGSurvivalVGJournalfoffthefNationalfCancerfInstituteTG2014TGYXdTG 9.7 14

111
ölasmaGcarotenoidUGandGretinolUweightedGmultiUS öGscoresGandGriskGofGbreastGcancerGinGtheG ationalG
qancerGwnstituteGpreastGandGörostateGqancerGqohortGqonsortiumVGCancerfEpidemiologyfBiomarkersf
andfPreventionTG2013TGZZTGgZeUad

4 14

(2013-2012)
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110 oGcommonGvariantGwithinGtheGv tYpGgeneGisGassociatedGwithGoverallGsurvivalGofGmultipleGmyelomaG
patientshGresultsGfromGtheGw––snSsGconsortiumGandGmetaUanalysisVGOncotargetTG2016TGeTGcgXZgUcgXbf 3.3 14

109 qombinedGossociationsGofGaGöolygenicGRiskGScoreGandGqlassicalGRiskGtactorsGWithGpreastGqancerGRiskVG
JournalfoffthefNationalfCancerfInstituteTG2021TGYYaTGaZgUaae 9.7 14

108 ossociationGbetweenGpolymorphismsGofGToSZRYdGandGsusceptibilityGtoGcolorectalGcancerVGBMCf
GastroenterologyTG2017TGYeTGYXb 3 13

107 öO–qGandGTöcaGgeneticGvariabilityGandGriskGofGbasalGcellGcarcinomaGofGskinhGwnteractionGbetweenG
hostGandGgeneticGfactorsVGJournalfoffDermatologicalfScienceTG2011TGdaTGbeUcb 4.3 13

106
öolymorphismsGinGxenobioticGtransportersGopqpYTGopquZTGopqqZTGopqqYTGopqqaGandGmultipleG
myelomaGriskhGaGcaseUcontrolGstudyGinGtheGcontextGofGtheGwnternationalG–ultipleG–yelomaGrsSsarchG
Ow––snSsPGconsortiumVGLeukemiaTG2012TGZdTGYbYgUZZ

10.7 13

105 qouldGpolymorphismsGinGoTöUbindingGcassetteGqaWmultidrugGresistanceGassociatedGproteinGaG
OopqqaW–RöaPGmodifyGcolorectalGcancerGriskmVGEuropeanfJournalfoffCancerTG2008TGbbTGfcbUe 7.5 13

104 ossociationGofGgeneticGpolymorphismsGwithGsurvivalGofGpancreaticGductalGadenocarcinomaGpatientsVG
CarcinogenesisTG2016TGaeTGgceUdb 4.6 13

103 qommonGgeneticGvariantsGassociatedGwithGpancreaticGadenocarcinomaGmayGalsoGmodifyGriskGofG
pancreaticGneuroendocrineGneoplasmsVGCarcinogenesisTG2018TGagTGadXUade 4.6 12

102 roGpancreaticGcancerGandGchronicGpancreatitisGshareGtheGsameGgeneticGriskGfactorsmGoGöo creaticG
riseaseGReseorchGOöo roRoPGconsortiumGinvestigationVGInternationalfJournalfoffCancerTG2018TGYbZTGZgXUZgd7.5 12

101 TheGhpVorgdcfRGtruncatingGvariantGisGassociatedGwithGriskGofGtripleUnegativeGbreastGcancerVGNpjfBreastf
CancerTG2019TGcTGaf 7.8 12

100 qomprehensiveGinvestigationGofGgeneticGvariationGinGtheGfqZbGregionGandGmultipleGmyelomaGriskGinG
theGw––snSsGconsortiumVGBritishfJournalfoffHaematologyTG2012TGYceTGaaYUf 4.5 12

99
vaplotypeUbasedGanalysisGofGcommonGvariationGinGtheGacetylUcooGcarboxylaseGalphaGgeneGandGbreastG
cancerGriskhGaGcaseUcontrolGstudyGnestedGwithinGtheGsuropeanGörospectiveGwnvestigationGintoGqancerG
andG utritionVGCancerfEpidemiologyfBiomarkersfandfPreventionTG2007TGYdTGbXgUYc

4 12

98 vepatocarcinogenesishGoGöolygenicG–odelGofGwnheritedGöredispositionGtoGqancerVGTumoriTG1996TGfZTGYUc 1.7 12

97 –ethodologicalGissuesGinGaGprospectiveGstudyGonGplasmaGconcentrationsGofGpersistentGorganicG
pollutantsGandGpancreaticGcancerGriskGwithinGtheGsöwqGcohortVGEnvironmentalfResearchTG2019TGYdgTGbYeUbaa7.9 12

96 SzqZZoaGpolymorphismsGdoGnotGmodifyGpancreaticGcancerGriskTGbutGmayGinfluenceGoverallGpatientG
survivalVGScientificfReportsTG2017TGeTGbafYZ 4.9 11

95
ueneticGvariantsGandGmultipleGmyelomaGriskhGw––snSsGvalidationGofGtheGbestGreportedG
associationsUUanGextensiveGreplicationGofGtheGassociationsGfromGtheGcandidateGgeneGeraVGCancerf
EpidemiologyfBiomarkersfandfPreventionTG2014TGZaTGdeXUb

4 11

94 öopulationUspecificGassociationGofGgenesGforGtelomereUassociatedGproteinsGwithGlongevityGinGanG
wtalianGpopulationVGBiogerontologyTG2015TGYdTGacaUdb 4.5 11

93  oGassociationGbetweenGprogesteroneGreceptorGgeneGSaaYuWoGpolymorphismGandGendometrialG
cancerVGCancerfEpidemiologyfBiomarkersfandfPreventionTG2006TGYcTGYbYcUd 4 11
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92 TVwV–VShGTaq–anGwnformationG–anagementGSystemTGtoolsGtoGorganizeGdataGflowGinGaGgenotypingG
laboratoryVGBMCfBioinformaticsTG2005TGdTGZbd 3.6 11

91 uermlineGgeneticGvariabilityGinGpancreaticGcancerGriskGandGprognosisVGSeminarsfinfCancerfBiologyTG
2020TGegTGYXcUYXc 12.7 11

90 öolygenicGandGmultifactorialGscoresGforGpancreaticGductalGadenocarcinomaGriskGpredictionVGJournalfoff
MedicalfGeneticsTG2021TGcfTGadgUaee 5.8 11

89 TypeGZGdiabetesUrelatedGvariantsGinfluenceGtheGriskGofGdevelopingGmultipleGmyelomahGresultsGfromG
theGw––snSsGconsortiumVGEndocrinesRelatedfCancerTG2015TGZZTGcbcUcg 5.7 10

88 uenomeUwideGassociationGstudyGidentifiesGanGearlyGonsetGpancreaticGcancerGriskGlocusVGInternationalf
JournalfoffCancerTG2020TGYbeTGZXdcUZXeb 7.5 10

87 opOGbloodGgroupGallelesGandGprostateGcancerGriskhGResultsGfromGtheGbreastGandGprostateGcancerG
cohortGconsortiumGOpöqaPVGProstateTG2015TGecTGYdeeUfY 4.2 10

86
VariationGinGgenesGcodingGforGo–öUactivatedGproteinGkinaseGOo–öyPGandGbreastGcancerGriskGinGtheG
suropeanGörospectiveGwnvestigationGonGqancerGOsöwqPVGBreastfCancerfResearchfandfTreatmentTG2011TG
YZeTGedYUe

4.4 10

85
qommonGgeneticGvariationGofGinsulinUlikeGgrowthGfactorUbindingGproteinGYGOwutpöUYPTGwutpöUaTGandG
acidGlabileGsubunitGinGrelationGtoGserumGwutUwGlevelsGandGmammographicGdensityVGBreastfCancerf
ResearchfandfTreatmentTG2010TGYZaTGfbaUcc

4.4 10

84 uenomeUwideGassociationGstudyGimplicatesGimmuneGdysfunctionGinGtheGdevelopmentGofGvodgkinG
lymphomaVGBloodTG2018TGYaZTGZXbXUZXcZ 2.2 10

83 ueneticGvariabilityGofGtheGmTORGpathwayGandGprostateGcancerGriskGinGtheGsuropeanGörospectiveG
wnvestigationGonGqancerGOsöwqPVGPLoSfONETG2011TGdTGeYdgYb 3.7 9

82 zinkageGmappingGofGtheGratGTpcaGgeneGonGchromosomeGYXVGMammalianfGenomeTG1996TGeTGdaX 3.2 9

81 ossociationsGbetweenGueneticallyGöredictedGploodGöroteinGpiomarkersGandGöancreaticGqancerGRiskVG
CancerfEpidemiologyfBiomarkersfandfPreventionTG2020TGZgTGYcXYUYcXf 4 9

80 ueneticGpolymorphismsGassociatedGwithGtelomereGlengthGandGriskGofGdevelopingGmyeloproliferativeG
neoplasmsVGBloodfCancerfJournalTG2020TGYXTGfg 7 9

79 qommonGgermlineGvariantsGwithinGtheGqry ZoWZpGregionGaffectGriskGofGpancreaticGneuroendocrineG
tumorsVGScientificfReportsTG2016TGdTGagcdc 4.9 9

78
SerumGlevelsGofGhsaUmiRUYdUcpTGhsaUmiRUZgaUapTGhsaUmiRUYcXUcpTGhsaUmiRUYccUcpGandG
hsaUmiRUZZaUapGandGsubsequentGriskGofGchronicGlymphocyticGleukemiaGinGtheGsöwqGstudyVG
InternationalfJournalfoffCancerTG2020TGYbeTGYaYcUYaZb

7.5 8

77 ueneticGvariantsGinGtasteUrelatedGgenesGandGriskGofGpancreaticGcancerVGMutagenesisTG2019TGabTGagYUagb 2.8 8

76 öolymorphismsGinGtheGgeneGregionsGofGtheGadaptorGcomplexGzo–TORZWzo–TORaGandGtheirG
associationGwithGbreastGcancerGriskVGPLoSfONETG2013TGfTGecaedf 3.7 8

75 UniqueGspectrumGofGSöoSTGvariantsGinGsstonianGvSöGpatientshGpresenceGofGbenignGmissenseGchangesG
butGlackGofGexonicGrearrangementsVGBMCfNeurologyTG2010TGYXTGYe 3.1 8

(2010-2005)
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74 ueneticGmappingGofGtheGmouseGqrqZc–mGgeneTGaGrasUspecificGguanineGnucleotideUreleasingGfactorTG
toGchromosomeGgVGGenomicsTG1994TGZYTGbcYUa 4.3 8

73 TwoGhighUriskGsusceptibilityGlociGatGdpZcVaGandGYbqaZVYaGforGWaldenstrˆ¶mGmacroglobulinemiaVG
NaturefCommunicationsTG2018TGgTGbYfZ 17.4 8

72 ReliableGdetectionGofGbetaUthalassemiaGandGudörGmutationsGbyGaGr oGmicroarrayVGClinicalfChemistry
TG2002TGbfTGZXcYUb 5.5 8

71 ueneticGvariabilityGofGtheGopqqZGgeneGandGclinicalGoutcomesGinGpancreaticGcancerGpatientsVG
CarcinogenesisTG2019TGbXTGcbbUccX 4.6 7

70 wnheritedGvariationGinGtheGxenobioticGtransporterGpathwayGandGsurvivalGofGmultipleGmyelomaG
patientsVGBritishfJournalfoffHaematologyTG2018TGYfaTGaecUafb 4.5 7

69 –oöayeGandGuSTZYGareGassociatedGwithGhumanGlongevityhGaGtwoUstageGcaseUcontrolGstudyGusingGaG
multilocusGgenotypingVGAgeTG2013TGacTGYaceUdd 7

68 oGgenomeUwideGIpleiotropyGscanIGdoesGnotGidentifyGnewGsusceptibilityGlociGforGestrogenGreceptorG
negativeGbreastGcancerVGPLoSfONETG2014TGgTGefcgcc 3.7 7

67 ölasmaGcotinineGlevelsGandGpancreaticGcancerGinGtheGsöwqGcohortGstudyVGInternationalfJournalfoff
CancerTG2012TGYaYTGggeUYXXZ 7.5 7

66 ueneticsGandGmolecularGepidemiologyGofGmultipleGmyelomahGtheGrationaleGforGtheGw––snSsG
consortiumGOreviewPVGInternationalfJournalfoffOncologyTG2012TGbXTGdZcUaf 4.4 7

65 oGdatabaseGofGsingleUnucleotideGpolymorphismsGandGaGgenotypingGmicroarrayGforGgeneticG
epidemiologyGofGlungGcancerVGExperimentalfLungfResearchTG2005TGaYTGZZaUcf 2.3 7

64 methylationGinGperipheralGbloodGasGaGpotentialGmarkerGforGtheGdetectionGofGpancreaticGcancerhGaGcaseG
controlGstudyVGOncotargetTG2017TGfTGdedYbUdedZc 3.3 7

63 ueneticGpolymorphismsGinGgenesGofGclassGswitchGrecombinationGandGmultipleGmyelomaGriskGandG
survivalhGanGw––snSsGstudyVGLeukemiafandfLymphomaTG2019TGdXTGYfXaUYfYY 1.9 7

62 öolymorphismsGatGphaseGwUmetabolizingGenzymeGandGhormoneGreceptorGlociGinfluenceGtheGresponseG
toGantiUT tGtherapyGinGrheumatoidGarthritisGpatientsVGPharmacogenomicsfJournalTG2019TGYgTGfaUgd 3.5 7

61 –itochondrialGr oGqopyU umberGVariationGandGöancreaticGqancerGRiskGinGtheGörospectiveGsöwqG
qohortVGCancerfEpidemiologyfBiomarkersfandfPreventionTG2020TGZgTGdfYUdfd 4 7

60 uenomeUwideGscanGofGlongGnoncodingGR oGsingleGnucleotideGpolymorphismsGandGpancreaticGcancerG
susceptibilityVGInternationalfJournalfoffCancerTG2021TGYbfTGZeegUZeff 7.5 7

59 wdentificationGofGmiRS ösGassociatedGwithGtheGriskGofGmultipleGmyelomaVGInternationalfJournalfoff
CancerTG2017TGYbXTGcZdUcab 7.5 6

58 ueneticGvariabilityGofGtheGfattyGacidGsynthaseGpathwayGisGnotGassociatedGwithGprostateGcancerGriskGinG
theGsuropeanGörospectiveGwnvestigationGonGqancerGOsöwqPVGEuropeanfJournalfoffCancerTG2011TGbeTGbZXUe 7.5 6

57 ueneticGvariationGinGtheGvSrYepYGgeneGandGriskGofGprostateGcancerVGPLoSfGeneticsTG2005TGpreprintTGedf 6 6

Federico Canzian
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56 oGmultilayeredGpostUuWoSGassessmentGonGgeneticGsusceptibilityGtoGpancreaticGcancerVGGenomef
MedicineTG2021TGYaTGYc 14.4 6

55
öolymorphismsGinGregulatorsGofGxenobioticGtransportGandGmetabolismGgenesGöXRGandGqoRGdoGnotG
affectGmultipleGmyelomaGriskhGaGcaseUcontrolGstudyGinGtheGcontextGofGtheGw––snSsGconsortiumVG
JournalfoffHumanfGeneticsTG2013TGcfTGYccUg

4.3 5

54 TheGw SwuZGrsecdddXcGpolymorphismGisGnotGassociatedGwithGbodyGmassGindexGandGbreastGcancerGriskVG
BMCfCancerTG2010TGYXTGcda 4.8 5

53 ueneticGpolymorphismsGinGinflammatoryGgenesGandGpancreaticGcancerGriskhGaGtwoUphaseGstudyGonG
moreGthanGYbGXXXGindividualsVGMutagenesisTG2019TGabTGagcUbXY 2.8 5

52 VariationsGinGcagGpathogenicityGislandGgenesGofGvelicobacterGpyloriGfromGzatinGomericanGgroupsGmayG
influenceGneoplasticGprogressionGtoGgastricGcancerVGScientificfReportsTG2020TGYXTGdceX 4.9 5

51 ueneticGpolymorphismsGinGtheGcagGpathogenicityGislandGofGvelicobacterGpyloriGandGriskGofGstomachG
cancerGandGhighUgradeGpremalignantGgastricGlesionsVGInternationalfJournalfoffCancerTG2020TGYbeTGZbaeUZbbc7.5 4

50
uenomeUWideGueneUriabetesGandGueneUObesityGwnteractionGScanGinGfTZccGqasesGandGYYTgXXG
qontrolsGfromGöanScanGandGöanqbGqonsortiaVGCancerfEpidemiologyfBiomarkersfandfPreventionTG2020TG
ZgTGYefbUYegY

4 4

49 zackGofGossociationGforGReportedGsndocrineGöancreaticGqancerGRiskGzociGinGtheGöo roRoG
qonsortiumVGCancerfEpidemiologyfBiomarkersfandfPreventionTG2017TGZdTGYabgUYacY 4 4

48 öolymorphismsGinGgenesGrelatedGtoGoneUcarbonGmetabolismGareGnotGrelatedGtoGpancreaticGcancerGinG
öanScanGandGöanqbVGCancerfCausesfandfControlTG2013TGZbTGcgcUdXZ 2.8 4

47 ueneticGvariabilityGofGtheGforkheadGboxGOaGandGprostateGcancerGriskGinGtheGsuropeanGörospectiveG
wnvestigationGonGqancerVGOncologyfReportsTG2011TGZdTGgegUfd 3.5 4

46 ueneticGpolymorphismsGofGtheGu RvYGandGu RvRGgenesGandGriskGofGbreastGcancerGinGtheG ationalG
qancerGwnstituteGpreastGandGörostateGqancerGqohortGqonsortiumGOpöqaPVGBMCfCancerTG2009TGgTGZce 4.8 4

45 sxpressionGinGlungGtumorsGandGgeneticGmappingGofGtheGnovelGmurineGproteinGkinaseGqGetaVGMolecularf
CarcinogenesisTG1994TGgTGYYYUa 5 4

44 preastGqancerGRiskGtactorsGandGSurvivalGbyGTumorGSubtypehGöooledGonalysesGfromGtheGpreastGqancerG
ossociationGqonsortiumVGCancerfEpidemiologyfBiomarkersfandfPreventionTG2021TGaXTGdZaUdbZ 4 4

43 qommonGvariantsGinGbreastGcancerGriskGlociGpredisposeGtoGdistinctGtumorGsubtypesVVGBreastfCancerf
ResearchTG2022TGZbTGZ 8.3 3

42 ossociationGbetweenGanthropometryGandGlifestyleGfactorsGandGriskGofGpUcellGlymphomahGonG
exposomeUwideGanalysisVGInternationalfJournalfoffCancerTG2021TGYbfTGZYYcUZYZf 7.5 3

41 TwoGtruncatingGvariantsGinGto qqGandGbreastGcancerGriskVGScientificfReportsTG2019TGgTGYZcZb 4.9 2

40 uermlineGvOXpYaGmutationsGpVufbsGandGpVRZYeqGdoGnotGconferGanGincreasedGbreastGcancerGriskVG
ScientificfReportsTG2020TGYXTGgdff 4.9 2

39
wnteractionsGbetweenGbreastGcancerGsusceptibilityGlociGandGmenopausalGhormoneGtherapyGinG
relationshipGtoGbreastGcancerGinGtheGpreastGandGörostateGqancerGqohortGqonsortiumVGBreastfCancerf
ResearchfandfTreatmentTG2016TGYccTGcaYUbX

4.4 2

(2016-2021)

17



38 tineUmappingGidentifiesGmultipleGprostateGcancerGriskGlociGatGcpYcTGoneGofGwhichGassociatesGwithG
TsRTGexpressionVGHumanfMolecularfGeneticsTG2013TGZZTGbZagUbZag 5.6 2

37 ossociationGofGaGcommonGpolymorphismGinGtheGcyclooxygenaseGZGgeneGwithGriskGofGnonUsmallGcellG
lungGcancerVGCarcinogenesisTG2005TGZdTGYYceUYYce 4.6 2

36 tineUmappingGofGYcXGbreastGcancerGriskGregionsGidentifiesGYefGhighGconfidenceGtargetGgenes 2

35 –ediatingGeffectGofGsolubleGpUcellGactivationGimmuneGmarkersGonGtheGassociationGbetweenG
anthropometricGandGlifestyleGfactorsGandGlymphomaGdevelopmentVGScientificfReportsTG2020TGYXTGYafYb 4.9 2

34 –endelianGRandomizationGonalysisGofGnUdGöolyunsaturatedGtattyGocidGzevelsGandGöancreaticGqancerG
RiskVGCancerfEpidemiologyfBiomarkersfandfPreventionTG2020TGZgTGZeacUZeag 4 2

33 ueneticallyGdeterminedGtelomereGlengthGandGmultipleGmyelomaGriskGandGoutcomeVGBloodfCancerf
JournalTG2021TGYYTGeb 7 2

32 ossociationsGbetweenGpancreaticGexpressionGquantitativeGtraitsGandGriskGofGpancreaticGductalG
adenocarcinomaVGCarcinogenesisTG2021TGbZTGYXaeUYXbc 4.6 2

31 roGmyeloproliferativeGneoplasmsGandGmultipleGmyelomaGshareGtheGsameGgeneticGsusceptibilityGlocimVG
InternationalfJournalfoffCancerTG2021TGYbfTGYdYdUYdZb 7.5 2

30 qYöaoeRYqGallelehGlinkingGpremenopausalGoestroneGandGprogesteroneGlevelsGwithGriskGofGhormoneG
receptorUpositiveGbreastGcancersVGBritishfJournalfoffCancerTG2021TGYZbTGfbZUfcb 8.7 2

29 SmokingG–odifiesGöancreaticGqancerGRiskGzociGonGZqZYVaVGCancerfResearchTG2021TGfYTGaYabUaYba 10.1 2

28 ossociationGofGueneticGVariantsGoffectingGmicroR osGandGöancreaticGqancerGRiskVGFrontiersfinf
GeneticsTG2021TGYZTGdgagaa 4.5 2

27 vealthyGlifestyleGandGtheGriskGofGlymphomaGinGtheGsuropeanGörospectiveGwnvestigationGintoGqancerG
andG utritionGstudyVGInternationalfJournalfoffCancerTG2020TGYbeTGYdbgUYdcd 7.5 1

26 uenomeUWideGossociationGStudyGrataGRevealGueneticGSusceptibilityGtoGqhronicGwnflammatoryG
wntestinalGriseasesGandGöancreaticGructalGodenocarcinomaGRiskVGCancerfResearchTG2020TGfXTGbXXbUbXYa 10.1 1

25 ueneticallyGreterminedGveightGandGRiskGofG onUhodgkinGzymphomaVGFrontiersfinfOncologyTG2019TGgTGYcag5.3 1

24 wdentificationGofGRecessivelyGwnheritedGueneticGVariantsGöotentiallyGzinkedGtoGöancreaticGqancerG
RiskVVGFrontiersfinfOncologyTG2021TGYYTGeeYaYZ 5.3 1

23
öolymorphismsGwithinGtheGandGzociGwnfluenceGtheGRiskGofGrevelopingGwnvasiveGospergillosishGoG
TwoUStageGqaseGqontrolGStudyGinGtheGqontextGofGtheGasppwOmicsGqonsortiumVGJournalfoffFungif
nBaselrfSwitzerlandoTG2020TGeTG

5.6 1

22 qommonGvariantsGinGbreastGcancerGriskGlociGpredisposeGtoGdistinctGtumorGsubtypes 1

21
qereblonGOPGgeneGpolymorphismsGpredictGclinicalGresponseGandGprogressionUfreeGsurvivalGinG
relapsedWrefractoryGmultipleGmyelomaGpatientsGtreatedGwithGlenalidomidehGaGpharmacogeneticG
studyGfromGtheGw––snSsGconsortiumVGLeukemiafandfLymphomaTG2020TGdYTGdggUeXd

1.9 1
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20 vostGimmuneGgeneticGvariationsGinfluenceGtheGriskGofGdevelopingGacuteGmyeloidGleukaemiahGresultsG
fromGtheG uqzsoRGconsortiumVGBloodfCancerfJournalTG2020TGYXTGec 7 1

19 sxpressionGquantitativeGtraitGlociGofGgenesGpredictingGoutcomeGareGassociatedGwithGsurvivalGofG
multipleGmyelomaGpatientsVGInternationalfJournalfoffCancerTG2021TGYbgTGaZeUaad 7.5 1

18 SusceptibilityGlociGforGpancreaticGcancerGinGtheGprazilianGpopulationVGBMCfMedicalfGenomicsTG2021TG
YbTGYYY 3.7 1

17 zackGofGassociationGofGqrbbUrsacadaXGandGqvwazZUrsdfbccgGwithGpancreaticGductalGadenocarcinomaG
survivalVGScientificfReportsTG2021TGYYTGeceX 4.9 1

16
tunctionalGannotationGofGtheGZqacGbreastGcancerGriskGlocusGimplicatesGaGstructuralGvariantGinG
influencingGactivityGofGaGlongUrangeGenhancerGelementVGAmericanfJournalfoffHumanfGeneticsTG2021TG
YXfTGYYgXUYZXa

11 1

15 qommonGgeneGvariantsGwithinGaNUuntranslatedGregionsGasGmodulatorsGofGmultipleGmyelomaGriskGandG
survivalVGInternationalfJournalfoffCancerTG2021TGYbfTGYffeUYfgb 7.5 1

14
ossociationGofGgermlineGgeneticGvariantsGwithGbreastGcancerUspecificGsurvivalGinGpatientGsubgroupsG
definedGbyGclinicUpathologicalGvariablesGrelatedGtoGtumorGbiologyGandGtypeGofGsystemicGtreatmentVG
BreastfCancerfResearchTG2021TGZaTGfd

8.3 1

13 oGcfb´ bpGdeletionGinGqTRpZGinhibitsGchymotrypsinGpZGactivityGandGsecretionGandGconfersGriskGofG
pancreaticGcancerVGAmericanfJournalfoffHumanfGeneticsTG2021TGYXfTGYfcZUYfdc 11 1

12 oreGqirculatingGwmmuneGqellsGaGreterminantGofGöancreaticGqancerGRiskmGoGörospectiveGStudyGUsingG
spigeneticGqellGqountG–easuresVGCancerfEpidemiologyfBiomarkersfandfPreventionTG2021TGaXTGZYegUZYfe 4 1

11 ueneticGöolymorphismsGwnvolvedGinG–itochondrialG–etabolismGandGöancreaticGqancerGRiskVGCancerf
EpidemiologyfBiomarkersfandfPreventionTG2021TGaXTGZabZUZabc 4 1

10 uermlineGvariantsGandGbreastGcancerGsurvivalGinGpatientsGwithGdistantGmetastasesGatGprimaryGbreastG
cancerGdiagnosisVGScientificfReportsTG2021TGYYTGYgefe 4.9 0

9 –endelianGrandomisationGstudyGofGsmokingGexposureGinGrelationGtoGbreastGcancerGriskVGBritishf
JournalfoffCancerTG2021TGYZcTGYYacUYYbc 8.7 0

8 oGuenomeUWideGueneUpasedGueneâ��snvironmentGwnteractionGStudyGofGpreastGqancerGinG–oreGthanG
gXTXXXGWomenVGCancerfResearchfCommunicationsTG2022TGZTGZYYUZYg 0

7 reterminantsGofGtheGtOYbiYfPGtranslocationGandGtheirGroleGinGtOYbiYfPUpositiveGfollicularGlymphomaVG
CancerfCausesfandfControlTG2015TGZdTGYfbcUcc 2.8

6
öolymorphismsGinGRegulatorsGofGXenobioticGTransportGandG–etabolismGuenesG RYwZGandG RYwaGandG
–ultipleG–yelomaGRiskhGoGqaseUqontrolGStudyGinGtheGqontextGofGw––snSsGqonsortiumVGBloodTG2011TG
YYfTGcXYbUcXYb

2.2

5 –echanismGofGResistanceGtoGozacitidineGinG–yelodisplasticGSyndromesVVGBloodTG2012TGYZXTGZfYXUZfYX 2.2

4 oG–etaUonalysisGOfGuenomeUWideGossociationGStudiesGOfG–ultipleG–yelomaGwnGqasesGandGqontrolsG
OfGsuropeanGOriginGwdentifiesGaGRiskGzocusGwnGYZqZaVYVGBloodTG2013TGYZZTGaYYYUaYYY 2.2

3 uenomeUwideGhomozygosityGandGriskGofGfourGnonUvodgkinGlymphomaGsubtypesVGJournalfoff
TranslationalfGeneticsfandfGenomicsTG2021TGcTGZXXUZYe 1.7

(2021-2020)
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2
oGcomprehensiveGanalysisGofGpolymorphicGvariantsGinGsteroidGhormoneGandGinsulinUlikeGgrowthG
factorUYGmetabolismGandGriskGofGinGsituGbreastGcancerhGResultsGfromGtheGpreastGandGörostateGqancerG
qohortGqonsortiumVGInternationalfJournalfoffCancerTG2018TGYbZTGYYfZUYYff

7.5

1 ValidationGandGfunctionalGcharacterizationGofGuWoSUidentifiedGvariantsGforGchronicGlymphocyticG
leukemiahGaGqRuqwozGstudyVVGBloodfCancerfJournalTG2022TGYZTGeg 7
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