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n Paper IF Citations

79 TranscriptNassemblyNandNquantificationNbyNRNvbSeqNrevealsNunannotatedNtranscriptsNandNisoformN
switchingNduringNcellNdifferentiationcNNatureeBiotechnologyaN2010aNgmaNjffbj 44.5 10225

78 MappingNandNquantifyingNmammalianNtranscriptomesNbyNRNvbSeqcNNatureeMethodsaN2008aNjaNkgfbm 21.6 9700

77 LandscapeNofNtranscriptionNinNhumanNcellscNNatureaN2012aNimnaNfefbm 50.4 3544

76  enomebwideNmappingNofNinNvivoNproteinbyNvNinteractionscNScienceaN2007aNhfkaNfinlbjeg 33.3 2042

75 vNsurveyNofNbestNpracticesNforNRNvbseqNdataNanalysiscNGenomeeBiologyaN2016aNflaNfh 18.3 1203

74 vNcomparativeNencyclopediaNofNyNvNelementsNinNtheNmouseNgenomecNNatureaN2014aNjfjaNhjjbki 50.4 1026

73 zxtensiveNpromoterbcenteredNchromatinNinteractionsNprovideNaNtopologicalNbasisNforNtranscriptionN
regulationcNCellaN2012aNfimaNmibnm 56.2 882

72 iPSxbyerivedNßumanNMicrogliablikeNxellsNtoNStudyNNeurologicalNyiseasescNNeuronaN2017aNniaNglmbgnhcen 13.9 445

71 xomputationNforNxhβPbseqNandNRNvbseqNstudiescNNatureeMethodsaN2009aNkaNSggbhg 21.6 443

70 zxpandedNencyclopaediasNofNyNvNelementsNinNtheNhumanNandNmouseNgenomescNNatureaN2020aNjmhaNknnblfe50.4 360

69 RegenerationNofNfatNcellsNfromNmyofibroblastsNduringNwoundNhealingcNScienceaN2017aNhjjaNlimbljg 33.3 277

68 yynamicNtransformationsNofNgenomebwideNepigeneticNmarkingNandNtranscriptionalNcontrolNestablishN
TNcellNidentitycNCellaN2012aNfinaNiklbmg 56.2 255

67 xomparativeNanalysisNofNtheNtranscriptomeNacrossNdistantNspeciescNNatureaN2014aNjfgaNiijbm 50.4 207

66 xomparativeNgenomicsNmodelingNofNtheNNRS’dRzSTNrepressorNnetworkoNfromNsingleNconservedNsitesN
toNgenomebwideNrepertoirecNGenomeeResearchaN2006aNfkaNfgembgf 9.7 134

65 RNvNeditingNinNtheNhumanNzNxOyzNRNvbseqNdatacNGenomeeResearchaN2012aNggaNfkgkbhh 9.7 116

64 SQvNTβoNextensiveNcharacterizationNofNlongbreadNtranscriptNsequencesNforNqualityNcontrolNinN
fullblengthNtranscriptomeNidentificationNandNquantificationcNGenomeeResearchaN2018aN 9.7 115

63 zffectsNofNsequenceNvariationNonNdifferentialNallelicNtranscriptionNfactorNoccupancyNandNgeneN
expressioncNGenomeeResearchaN2012aNggaNmkebn 9.7 113
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62 ScaffoldingNaNxaenorhabditisNnematodeNgenomeNwithNRNvbseqcNGenomeeResearchaN2010aNgeaNfliebl 9.7 78

61 ProstaglandinNzgNLeadsNtoNtheNvcquisitionNofNyNMThvbyependentNTolerogenicN’unctionsNinNßumanN
MyeloidbyerivedNSuppressorNxellscNCelleReportsaN2017aNgfaNfjibfkl 10.6 76

60 vctivatedNentomopathogenicNnematodeNinfectiveNjuvenilesNreleaseNlethalNvenomNproteinscNPLoSe
PathogensaN2017aNfhaNefeekheg 7.6 62

59 yynamicN eneNRegulatoryNNetworksNofNßumanNMyeloidNyifferentiationcNCelleSystemsaN2017aNiaNifkbignceh10.6 56

58 xomparativeNgenomicsNofNSteinernemaNrevealsNdeeplyNconservedNgeneNregulatoryNnetworkscN
GenomeeBiologyaN2015aNfkaNgee 18.3 53

57 wclffbNandNcombinatorialNresolutionNofNcellNfateNinNtheNTbcellNgeneNregulatoryNnetworkcNProceedingse
ofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaaN2017aNffiaNjmeebjmel 11.5 52

56 SinglebnucleusNRNvbseqNofNdifferentiatingNhumanNmyoblastsNrevealsNtheNextentNofNfateN
heterogeneitycNNucleiceAcidseResearchaN2016aNiiaNefjm 20.1 45

55 vNlimitedNcapacityNforNmicroglialNrepopulationNinNtheNadultNbraincNGliaaN2018aNkkaNghmjbghnk 9 43

54 TheNdraftNgenomeNandNtranscriptomeNofNPanagrellusNredivivusNareNshapedNbyNtheNharshNdemandsNofN
aNfreeblivingNlifestylecNGeneticsaN2013aNfnhaNfglnbnj 4 41

53 PreventionNofNxjaRfNsignalingNdelaysNmicroglialNinflammatoryNpolarizationaNfavorsNclearanceN
pathwaysNandNsuppressesNcognitiveNlosscNMoleculareNeurodegenerationaN2017aNfgaNkk 19 39

52 βntegratingNandNminingNtheNchromatinNlandscapeNofNcellbtypeNspecificityNusingNselfborganizingNmapscN
GenomeeResearchaN2013aNghaNgfhkbim 9.7 39

51 βntegratingNxhβPbseqNwithNotherNfunctionalNgenomicsNdatacNBriefingseineFunctionaleGenomicsaN2018aN
flaNfeibffj 4.9 36

50 vNcoreNsetNofNvenomNproteinsNisNreleasedNbyNentomopathogenicNnematodesNinNtheNgenusN
SteinernemacNPLoSePathogensaN2019aNfjaNefeelkgk 7.6 35

49  eneticNandNepigeneticNcharacteristicsNofN’SßybassociatedNiqNandNfeqNyiZiNthatNareNdistinctNfromN
nonbiqdfeqNyiZiNhomologscNHumaneMutationaN2014aNhjaNnnmbfefe 4.7 29

48 vNtechnologybagnosticNlongbreadNanalysisNpipelineNforNtranscriptomeNdiscoveryNandNquantification 29

47 OccupancyNmapsNofNgemNchromatinbassociatedNproteinsNinNoneNhumanNcellNtypecNNatureaN2020aNjmhaNlgeblgm50.4 28

46 wuildingNgeneNregulatoryNnetworksNfromNscvTvxbseqNandNscRNvbseqNusingNLinkedNSelfNOrganizingN
MapscNPLoSeComputationaleBiologyaN2019aNfjaNefeekjjj 5 26

45 ModelNorganismNdevelopmentNandNevaluationNforNlatebonsetNvlzheimerUsNdiseaseoNMOyzLbvycN
AlzheimernseandeDementia:eTranslationaleResearcheandeClinicaleInterventionsaN2020aNkaNefgffe 6 21
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44 vdaptingNtheNSmartbseqgNProtocolNforNRobustNSingleNWormNRNvbseqcNBiouprotocolaN2018aNmaN 0.9 20

43 SlugNregulatesNtheNyllibNotchbVz ’RgNaxisNtoNcontrolNendothelialNcellNactivationNandNangiogenesiscN
NatureeCommunicationsaN2020aNffaNjiee 17.4 19

42 TranscriptxleanoNvariantbawareNcorrectionNofNindelsaNmismatchesNandNspliceNjunctionsNinNlongbreadN
transcriptscNBioinformaticsaN2019aNhjaNhiebhig 7.2 18

41 WoundNRegenerationNyeficitNinNRatsNxorrelatesNwithNLowNMorphogeneticNPotentialNandNyistinctN
TranscriptomeNProfile´ ofNzpidermiscNJournaleofeInvestigativeeDermatologyaN2018aNfhmaNfienbfifn 4.3 15

40 STvTegraaNaNcomprehensiveNmultibomicsNdatasetNofNwbcellNdifferentiationNinNmousecNScientificeDataaN
2019aNkaNgjk 8.2 13

39  enerationNofNaNhumanizedNv˛†NexpressingNmouseNdemonstratingNaspectsNofNvlzheimerUsN
diseaseblikeNpathologycNNatureeCommunicationsaN2021aNfgaNgigf 17.4 13

38 TheNgenomeNofNaNnaturalNhostNforNLymeNdiseaseNandNotherNemergingNinfectionscNScienceeAdvancesaN
2019aNjaNeaawkiif 14.3 12

37 βncorporatingNgenomicsNintoNtheNtoolkitNofNnematologycNJournaleofeNematologyaN2012aNiiaNfnfbgej 1.1 11

36 SystematicNphenotypingNandNcharacterizationNofNtheNjx’vyNmouseNmodelNofNvlzheimerUsNdiseasecN
ScientificeDataaN2021aNmaNgle 8.2 11

35
xomparativeNTranscriptomicsNofNSteinernemaNandNxaenorhabditisNSingleNzmbryosNRevealsN
OrthologousN eneNzxpressionNxonvergenceNduringNLateNzmbryogenesiscNGenomeeBiologyeande
EvolutionaN2017aNnaNgkmfbgknk

3.9 9

34 yynamicsNofNmicroRNvNexpressionNduringNmouseNprenatalNdevelopmentcNGenomeeResearchaN2019aN
gnaNfneebfnen 9.7 9

33 SinglebnucleusNRNvbseqNidentifiesNdivergentNpopulationsNofN’SßygNmyotubeNnucleicNPLoSeGeneticsaN
2020aNfkaNefeemlji 6 9

32 Tx’lLfNsuppressesNprimitiveNstreakNgeneNexpressionNtoNsupportNhumanNembryonicNstemNcellN
pluripotencycNDevelopmenteoCambridgepaN2018aNfijaN 6.6 9

31 miRbfgmNRestrictionNofNLβNzbfNVLfWNRetrotranspositionNβsNyependentNonNTargetingNhnRNPvfNmRNvcN
InternationaleJournaleofeMoleculareSciencesaN2019aNgeaN 6.3 8

30 ßybridNvssemblyNofNtheN enomeNofNtheNzntomopathogenicNNematodeNβdentifiesNtheN
XbxhromosomecNG3:eGenesteGenomesteGeneticsaN2019aNnaNgkmlbgknl 3.2 6

29 βntrabindividualNmethylomicsNdetectsNtheNimpactNofNearlyblifeNadversitycNLifeeScienceeAllianceaN2019aNgaN 5.8 6

28 MicroglialNdyshomeostasisNdrivesNperineuronalNnetNandNsynapticNlossNinNaNxS’fRNmouseNmodelNofN
vLSPaNwhichNcanNbeNrescuedNviaNxS’fRNinhibitorscNScienceeAdvancesaN2021aNlaN 14.3 6

27 βntegrativeNanalysisNofNßydraNheadNregenerationNrevealsNactivationNofNdistalNenhancerblikeNelements 5
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26 MappingNandNmodelingNtheNgenomicNbasisNofNdifferentialNRNvNisoformNexpressionNatNsinglebcellN
resolutionNwithNLRbSplitbseqcNGenomeeBiologyaN2021aNggaNgmk 18.3 4

25 UnexpectedNTranscriptionalNProgramsNxontributeNtoNßippocampalNMemoryNyeficitsNandNNeuronalN
StuntingNafterNzarlybLifeNvdversitycNCelleReportsaN2020aNhhaNfemjff 10.6 4

24 MolecularNevolutionNandNexpressionNofNopsinNgenesNinNßydraNvulgariscNBMCeGenomicsaN2019aNgeaNnng 4.5 4

23 xoordinatedN eneNzxpressionNandNxhromatinNRegulationNduringNßydraNßeadNRegenerationcNGenomee
BiologyeandeEvolutionaN2021aNfhaN 3.9 4

22 SystematicNassessmentNofNlongbreadNRNvbseqNmethodsNforNtranscriptNidentificationNandNquantification 4

21 vNRevisedNvdaptationNofNtheNSmartbSeqgNProtocolNforNSinglebNematodeNRNvbSeqcNMethodseine
MoleculareBiologyaN2021aNgfleaNlnbnn 1.4 4

20 SystematicNPhenotypingNandNxharacterizationNofNtheNhxTgbvyNMouseNModelNofNvlzheimerUsN
yiseaseccNFrontierseineNeuroscienceaN2021aNfjaNlmjglk 5.1 3

19 yisruptingNˆ�bcateninNdependentNWntNsignalingNactivatesNanNinvasiveNgeneNprogramNpredictiveNofN
colonNcancerNprogression 3

18 RelationshipNofNyUXiNandNtargetNgeneNexpressionNinN’SßyNmyocytescNHumaneMutationaN2021aNigaNigfbihh4.7 3

17 ’eedforwardNregulationNofNMycNcoordinatesNlineagebspecificNwithNhousekeepingNgeneNexpressionN
duringNwNcellNprogenitorNcellNdifferentiationcNPLoSeBiologyaN2019aNflaNegeekjek 9.7 2

16 wetterNtogetheroNmultiplexingNsamplesNtoNimproveNtheNpreparationNandNreliabilityNofNgeneN
expressionNstudiescNNatureeMethodsaN2015aNfgaNheibj 21.6 2

15 wuildingNgeneNregulatoryNnetworksNfromNscvTvxbseqNandNscRNvbseqNusingNLinkedNSelfbOrganizingNMaps 2

14 MappingNandNmodelingNtheNgenomicNbasisNofNdifferentialNRNvNisoformNexpressionNatNsinglebcellN
resolutionNwithNLRbSplitbseq 2

13 SwanoNaNlibraryNforNtheNanalysisNandNvisualizationNofNlongbreadNtranscriptomescNBioinformaticsaN2021aN
hlaNfhggbfhgh 7.2 2

12 MultipleNmechanismsNofNphotoreceptorNspectralNtuningNfollowingNlossNofNUVNcolorNvisionNinN
ßeliconiusNbutterflies 2

11 yisruptionNofNbetabcateninNdependentNWntNsignalingNinNcolonNcancerNcellsNremodelsNtheN
microenvironmentNtoNpromoteNtumorNinvasioncNMoleculareCancereResearchaN2021aN 6.6 1

10 SystematicNphenotypingNandNcharacterizationNofNtheNhxTgbvyNmouseNmodelNofNvlzheimerâ��sNyisease 1

9 xomparativeNTranscriptomicsNofNheadsNandNtailsNbetweenSteinernemaN
carpocapsaeandxaenorhabditisNelegans 1

(-2021)
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8 SinglebnucleusNRNvbseqNidentifiesNdivergentNpopulationsNofN’SßygNmyotubeNnuclei 1

7 yiverseNfunctionalNelementsNinNRNvNpredictedNtranscriptomebwideNbyNorthogonalNRNvNstructureN
probingcNNucleiceAcidseResearchaN2021aNinaNffmkmbffmmg 20.1 1

6 SystematicNPhenotypingNandNxharacterizationNofNtheNjx’vyNmouseNmodelNofNvlzheimerâ��sNyisease 1

5 TranscriptomeNanalysisNofNheterogeneityNinNmouseNmodelNofNmetastaticNbreastNcancercNBreasteCancere
ResearchaN2021aNghaNnh 8.3 1

4 TranscriptomeNandNchromatinNlandscapeNchangesNassociatedNwithNtrastuzumabNresistanceNinN
ßzRgZ´ breastNcancerNcellscNGeneaN2021aNlnnaNfijmem 3.8 1

3 SinglebcellNandNnucleusNRNvbseqNinNaNmouseNmodelNofNvyNrevealNactivationNofNdistinctNglialN
subpopulationsNinNtheNpresenceNofNplaquesNandNtangles 1

2 LinkingNxhromosomalNSilencingNWithNzxpressionN’romNvutosomalNβntegratedNTransgenescNFrontierse
ineCelleandeDevelopmentaleBiologyaN2021aNnaNknhfji 5.7 0

1 UncoveringNtheNmesendodermNgeneNregulatoryNnetworkNthroughNmultibomicNdataNintegrationccNCelle
ReportsaN2022aNhmaNffehki 10.6 0
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