
Christine Elsik

ListhofhPublicationshbyhYearhinh
DescendinghOrder

Source:hhttps:yyexalyxcomyauthorvpdfy4430123ychristinevelsikvpublicationsvbyvyearxpdf

Version:h2024v04v27h

ThishdocumenthhashbeenhgeneratedhbasedhonhthehpublicationshandhcitationshrecordedhbyhexalyxcomxhForh

thehlatesthversionhofhthishpublicationhlistuhvisiththehlinkhgivenhabovex

ThehthirdhcolumnhishthehimpacthfactorhpIFrhofhthehjournaluhandhthehfourthhcolumnhishthehnumberhofh

citationshofhtheharticlex

73
papers

10,537
citations

37
h-index

78
g-index

78
ext. papers

12,571
ext. citations

10.6
avg, IF

6.14
L-index



k Paper IF Citations

73 NuclearPtranslocationPofPvitellogeninPinPthePhoneyPbeePZaffPApidologiedP2022dPmkdPik 2.3 0

72 HymenopteraPGenomePDatabaserPnewPgenomesPandPannotationPdatasetsPforPimprovedPgoP
enrichmentPandPorthologuePanalysesfPNucleicmAcidsmResearchdP2021dP 20.1 3

71 MultietieredPanalysesPofPhoneyPbeesPthatPresistPorPsuccumbPtoPparasiticPmitesPandPvirusesfPBMCm
GenomicsdP2021dPjjdPojh 4.5 2

70 ThePgenomicPbasisPofPevolutionaryPdifferentiationPamongPhoneyPbeesfPGenomemResearchdP2021dP 9.7 1

69
DetectionPofPalternativePsplicingPinPwesternPcornProotwormPZDiabroticaPvirgiferaPvirgiferaPLeConteaP
inPassociationPwithPeCrykfiybPresistancePusingPRNyeseqPandPPaczioPIsoeSeqfPInsectmMolecularmBiology
dP2021dPkhdPlknellm

3.4 1

68 yPscientificPnotePdefiningPallelicPnomenclaturePstandardsPforPthePhighlyPdiversePcomplementaryP
sexedeterminerPZcsdaPlocusPinPhoneyPbeesfPApidologiedP2021dPmjdPolqeoml 2.3 2

67 UsingPonlinePtoolsPatPthePzovinePGenomePDatabasePtoPmanuallyPannotatePgenesPinPthePnewP
referencePgenomefPAnimalmGeneticsdP2020dPmidPnomenpj 2.5 1

66 yPchromosomeelevelPassemblyPofPthePcatPfleaPgenomePuncoversPrampantPgenePduplicationPandP
genomePsizePplasticityfPBMCmBiologydP2020dPipdPoh 7.3 16

65 zovinePGenomePDatabaserPnewPannotationPtoolsPforPaPnewPreferencePgenomefPNucleicmAcidsm
ResearchdP2020dPlpdPDnoneDnpi 20.1 12

64 MaizeMinerPyPDataPMiningPWarehousePforPthePMaizePGeneticsPandPGenomicsPDatabasefPFrontiersminm
PlantmSciencedP2020dPiidPmqjokh 6.2 3

63 DePnovoPassemblyPofPthePcattlePreferencePgenomePwithPsingleemoleculePsequencingfPGigaSciencedP
2020dPqdP 7.6 140

62
DifferentialPgenePexpressionPinPresponsePtoPeCrykfiybPingestionPinPanPunselectedPandP
eCrykfiybeselectedPwesternPcornProotwormPZDiabroticaPvirgiferaPvirgiferaPLeConteaPpopulationfP
ScientificmReportsdP2019dPqdPlpqn

4.9 7

61 ypollorPDemocratizingPgenomePannotationfPPLoSmComputationalmBiologydP2019dPimdPeihhnoqh 5 90

60 MaizeGDzPjhiprPthePmaizePmultiegenomePgeneticsPandPgenomicsPdatabasefPNucleicmAcidsmResearchdP
2019dPlodPDiilneDiiml 20.1 121

59 ygzioDataPconsortiumPrecommendationsPforPsustainablePgenomicsPandPgeneticsPdatabasesPforP
agriculturefPDatabase:mthemJournalmofmBiologicalmDatabasesmandmCurationdP2018dPjhipdP 5 28

58 zovinePGenomePDatabaserPToolsPforPMiningPthePzosPtaurusPGenomefPMethodsminmMolecularmBiologydP
2018dPiomodPjiiejlq 1.4 4

57 HymenopteraPGenomePDatabaserPUsingPHymenopteraMinePtoPEnhancePGenomicPStudiesPofP
HymenopteranPInsectsfPMethodsminmMolecularmBiologydP2018dPiomodPmikemmn 1.4 6
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56 GlobalPmisregulationPofPgenesPlargelyPuncoupledPtoPDNyPmethylomePepimutationsPcharacterizesPaP
congenitalPovergrowthPsyndromefPScientificmReportsdP2017dPodPijnno 4.9 15

55 GlobalPassessmentPofPimprintedPgenePexpressionPinPthePbovinePconceptusPbyPnextPgenerationP
sequencingfPEpigeneticsdP2016dPiidPmhiein 5.7 36

54 HymenopteraPGenomePDatabaserPintegratingPgenomePannotationsPinPHymenopteraMinefPNucleicm
AcidsmResearchdP2016dPlldPDoqkephh 20.1 80

53 zovinePGenomePDatabaserPnewPtoolsPforPgleaningPfunctionPfromPthePzosPtaurusPgenomefPNucleicm
AcidsmResearchdP2016dPlldPDpkleq 20.1 69

52 JzrowserPaPdynamicPwebPplatformPforPgenomePvisualizationPandPanalysisfPGenomemBiologydP2016dPiodPnn 18.3 393

51 ThePgenomesPofPtwoPkeyPbumblebeePspeciesPwithPprimitivePeusocialPorganizationfPGenomemBiologydP
2015dPindPon 18.3 229

50 CoordinatedPinternationalPactionPtoPacceleratePgenomeetoephenomePwithPFyyNGdPthePFunctionalP
ynnotationPofPynimalPGenomesPprojectfPGenomemBiologydP2015dPindPmo 18.3 196

49 IdentificationPofPRESTPtargetsPinPthePXenopusPtropicalisPgenomefPBMCmGenomicsdP2015dPindPkph 4.5 4

48
CharacterizationPofPglobalPlossPofPimprintingPinPfetalPovergrowthPsyndromePinducedPbyPassistedP
reproductionfPProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericadP2015dP
iijdPlnipejk

11.5 71

47 FindingPthePmissingPhoneyPbeePgenesrPlessonsPlearnedPfromPaPgenomePupgradefPBMCmGenomicsdP
2014dPimdPpn 4.5 284

46 MolecularPtracesPofPalternativePsocialPorganizationPinPaPtermitePgenomefPNaturemCommunicationsdP
2014dPmdPknkn 17.4 250

45 WebPypollorPaPwebebasedPgenomicPannotationPeditingPplatformfPGenomemBiologydP2013dPildPRqk 18.3 237

44 SocialPinsectPgenomesPexhibitPdramaticPevolutionPinPgenePcompositionPandPregulationPwhileP
preservingPregulatoryPfeaturesPlinkedPtoPsocialityfPGenomemResearchdP2013dPjkdPijkmelo 9.7 166

43 ThePimKPInitiativerPadvancingParthropodPgenomicsPforPknowledgedPhumanPhealthdPagriculturedPandPtheP
environmentfPJournalmofmHereditydP2013dPihldPmqmenhh 2.4 253

42 DeepPsequencingPrevealsPcomplexPmechanismsPofPdiapausePpreparationPinPthePinvasivePmosquitodP
yedesPalbopictusfPProceedingsmofmthemRoyalmSocietymB:mBiologicalmSciencesdP2013dPjphdPjhikhilk 4.4 102

41 TranscriptomePsequencingPasPaPplatformPtoPelucidatePmolecularPcomponentsPofPthePdiapauseP
responsePinPthePysianPtigerPmosquitodfPPhysiologicalmEntomologydP2013dPkpdPiokeipi 1.9 21

40
RNyPinterferencePknockdownPofPDNyPmethyletransferasePkPaffectsPgenePalternativePsplicingPinPtheP
honeyPbeefPProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericadP2013dP
iihdPijomhem

11.5 178

39
RNyeSeqPrevealsPearlyPdistinctionsPandPlatePconvergencePofPgenePexpressionPbetweenPdiapausePandP
quiescencePinPthePysianPtigerPmosquitodPyedesPalbopictusfPJournalmofmExperimentalmBiologydP2013dP
jindPlhpjeqh

3 55

(2013-2017)
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38 TranscriptomePanalysisPofPthePhoneyPbeePfungalPpathogendPyscosphaeraPapisrPimplicationsPforPhostP
pathogenesisfPBMCmGenomicsdP2012dPikdPjpm 4.5 25

37 yPdePnovoPtranscriptomePofPthePysianPtigerPmosquitodPyedesPalbopictusdPtoPidentifyPcandidateP
transcriptsPforPdiapausePpreparationfPBMCmGenomicsdP2011dPijdPniq 4.5 88

36 DraftPgenomePofPthePgloballyPwidespreadPandPinvasivePyrgentinePantPZLinepithemaPhumileafP
ProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericadP2011dPihpdPmnokep 11.5 214

35 zovinePGenomePDatabaserPintegratedPtoolsPforPgenomePannotationPandPdiscoveryfPNucleicmAcidsm
ResearchdP2011dPkqdPDpkhel 20.1 24

34 DraftPgenomePofPthePredPharvesterPantPPogonomyrmexPbarbatusfPProceedingsmofmthemNationalm
AcademymofmSciencesmofmthemUnitedmStatesmofmAmericadP2011dPihpdPmnnoeoj 11.5 200

33 ThePgenomePsequencePofPthePleafecutterPantPyttaPcephalotesPrevealsPinsightsPintoPitsPobligateP
symbioticPlifestylefPPLoSmGeneticsdP2011dPodPeihhjhho 6 191

32 HymenopteraPGenomePDatabaserPintegratedPcommunityPresourcesPforPinsectPspeciesPofPthePorderP
HymenopterafPNucleicmAcidsmResearchdP2011dPkqdPDnmpenj 20.1 130

31 DevelopmentPandPapplicationPofPbovinePandPporcinePoligonucleotideParraysPwithPproteinebasedP
annotationfPJournalmofmBiomedicinemandmBiotechnologydP2010dPjhihdPlmknkp 7

30
GenomePsequencesPofPthePhumanPbodyPlousePandPitsPprimaryPendosymbiontPprovidePinsightsPintoP
thePpermanentPparasiticPlifestylefPProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedm
StatesmofmAmericadP2010dPihodPijinpeok

11.5 383

29 FunctionalPandPevolutionaryPinsightsPfromPthePgenomesPofPthreePparasitoidPNasoniaPspeciesfPScience
dP2010dPkjodPklkep 33.3 682

28 ThePpeaPaphidPgenomePsequencePbringsPtheoriesPofPinsectPdefensePintoPquestionfPGenomemBiologydP
2010dPiidPihn 18.3 26

27 GenomicPsurveyPofPthePectoparasiticPmitePVarroaPdestructordPaPmajorPpestPofPthePhoneyPbeePypisP
melliferafPBMCmGenomicsdP2010dPiidPnhj 4.5 99

26 zovinePGenomePDatabaserPsupportingPcommunityPannotationPandPanalysisPofPthePzosPtaurusP
genomefPBMCmGenomicsdP2010dPiidPnlm 4.5 21

25 DiscoveryPofPcandidatePgenesPandPpathwaysPinPthePendometriumPregulatingPovinePblastocystP
growthPandPconceptusPelongationfPPhysiologicalmGenomicsdP2009dPkqdPpmeqq 3.6 66

24 ThePgenomePsequencePofPtaurinePcattlerPaPwindowPtoPruminantPbiologyPandPevolutionfPSciencedP2009dP
kjldPmjjep 33.3 863

23 ThePgenomePofPthePmodelPbeetlePandPpestPTriboliumPcastaneumfPNaturedP2008dPlmjdPqlqemm 50.4 1043

22
ynalysisPofPSusPscrofaPliverPproteomePandPidentificationPofPproteinsPdifferentiallyPexpressedP
betweenPgendersdPandPconventionalPandPgeneticallyPenhancedPlinesfPComparativemBiochemistrymandm
PhysiologymPartmD:mGenomicsmandmProteomicsdP2008dPkdPjklelj

2 17

21 ThePemergingPworldPofPwikisfPSciencedP2008dPkjhdPijpqeqh 33.3 21
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20 PredictionPofPProteinPInterdomainPLinkerPRegionsPbyPaPNonstationaryPHiddenPMarkovPModelfP
JournalmofmthemAmericanmStatisticalmAssociationdP2008dPihkdPihpmeihqq 2.8 1

19
ManualPsuperscaffoldingPofPhoneyPbeePZypisPmelliferaaPchromosomesPijeinrPimplicationsPforPtheP
draftPgenomePassemblyPversionPldPgenePannotationdPandPchromosomePstructurefPInsectmMolecularm
BiologydP2007dPindPlhieih

3.4 10

18 ComputationalPandPtranscriptionalPevidencePforPmicroRNysPinPthePhoneyPbeePgenomefPGenomem
BiologydP2007dPpdPRqo 18.3 74

17 CreatingPaPhoneyPbeePconsensusPgenePsetfPGenomemBiologydP2007dPpdPRik 18.3 266

16 CommunityPannotationrPproceduresdPprotocolsdPandPsupportingPtoolsfPGenomemResearchdP2006dPindPikjqekk9.7 39

15 PatternsPofPconservationPandPchangePinPhoneyPbeePdevelopmentalPgenesfPGenomemResearchdP2006dP
indPikonepl 9.7 108

14 ThePgenomePofPthePseaPurchinPStrongylocentrotusPpurpuratusfPSciencedP2006dPkildPqliemj 33.3 886

13 InsightsPintoPsocialPinsectsPfromPthePgenomePofPthePhoneybeePypisPmelliferafPNaturedP2006dPllkdPqkielq 50.4 1414

12 ConservedPorthologPsetsPinPforestPtreesfPTreemGeneticsmandmGenomesdP2006dPkdPnieoh 2.1 18

11 PredictionPofPproteinPinterdomainPlinkerPregionsPbyPaPhiddenPMarkovPmodelfPBioinformaticsdP2005dP
jidPjjnleoh 7.2 15

10 LowecopyPmicrosatellitePrecoveryPfromPaPconiferPgenomefPTheoreticalmandmAppliedmGeneticsdP2001dP
ihkdPiipqeiiqm 6 30

9 FamiliesPofPclusteredPmicrosatellitesPinPaPconiferPgenomefPMolecularmGeneticsmandmGenomicsdP2001dP
jnmdPmkmelj 3.1 22

8 MicrosatellitePanalysisPofPPinusPtaedaPLfPinPZimbabwefPHereditydP2000dPplPZPPtPjadPjniep 3.6 18

7 RetroelementsPcontributePtoPthePexcessPlowecopyenumberPDNyPinPpinefPMolecularmGeneticsmandm
GenomicsdP2000dPjnldPloemm 27

6 ComparativePgenomicsPofPplantPchromosomesfPPlantmCelldP2000dPijdPimjkelh 11.6 269

5 LowecopyPmicrosatellitePmarkersPforPPinusPtaedaPLffPGenomedP2000dPlkdPmmhemmm 2.4 74

4 LowecopyPmicrosatellitePmarkersPforPPinusPtaedaPLffPGenomedP2000dPlkdPmmhemmm 2.4 25

3 LowecopyPmicrosatellitePmarkersPforPPinusPtaedaPLfPGenomedP2000dPlkdPmmhem 2.4 9

(2000-2008)
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2 LeafelevelPandPwholeeplantPgasPexchangePcharacteristicsPofPshortleafPpinePexposedPtoPozonePandP
simulatedPacidPrainfPTreemPhysiologydP1994dPildPknieol 4.2 15

1 DetectionPofPalternativePsplicingPinPDiabroticaPvirgiferaPvirgiferaPLeContedPinPassociationPwithPztP
resistancePusingPRNyeseqPandPPaczioPIsoeSeq 1
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