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Phiclust: a clusterability measure for single-cell transcriptomics reveals phenotypic subpopulations.
Genome Biology, 2022, 23, 18.

A gastruloid model of the interaction between embryonic and extra-embryonic cell types. Journal of 5.5 12
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Dynamic Enhancer DNA Methylation as Basis for Transcriptional and Cellular Heterogeneity of ESCs.
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Deciphering Metabolic Heterogeneity by Single-Cell Analysis. Analytical Chemistry, 2019, 91, 13314-13323. 6.5 87

Single-cell transcriptomics reveals gene expression dynamics of human fetal kRidney development. PLoS
Biology, 2019, 17, e3000152.
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Dynamics of lineage commitment revealed by single-cell transcriptomics of differentiating embryonic
stem cells. Nature Communications, 2017, 8, 1096.
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Embryonic Stem Cells. Stem Cell Reports, 2016, 6, 85-94. ’

Differential Stoichiometry among Core Ribosomal Proteins. Cell Reports, 2015, 13, 865-873.
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FuseFISH: Robust Detection of Transcribed Gene Fusions in Single Cells. Cell Reports, 2014, 6, 18-23.

Transcriptional profiling of cells sorted by RNA abundance. Nature Methods, 2014, 11, 549-551. 19.0 34
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Quantification of Biological Interactions with Particle Image Cross-Correlation Spectroscopy 0.5 37
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Robust assessment of protein complex formation in vivo via single-molecule intensity distributions of
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Protein Incorporation in Giant Lipid Vesicles under Physiological Conditions. ChemBioChem, 2010, 11, 5
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Membrane-Mediated Interactions Measured Using Membrane Domains. Biophysical Journal, 2009, 96,
4906-4915.

Membrane heterogeneity 4€“ from lipid domains to curvature effects. Soft Matter, 2009, 5, 3174. 2.7 92

Accurate Determination of Elastic Parameters for Multicomponent Membranes. Physical Review
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Particle Image Correlation Spectroscopy (PICS): Retrieving Nanometer-Scale Correlations from
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