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k Paper IF Citations

170 uLTetratricopeptideLRepeatLScaffoldLwouplesLSignalLxetectionLtoLOdhβLPhosphorylationLinL
MetabolicLwontrolLbyLtheLProteinLKinaseLPkn bLMBio_L2021_Lef_Ledekekfe 7.8 1

169
SevereLSpinalLwordLβnjuryLinLRatsLβnducesLwhronicLwhangesLinLtheLSpinalLwordLandLwerebralLwortexL
Metabolism_LudjustedLbyLThiamineLThatLβmprovesLLocomotorLPerformancebLFrontiershinhMolecularh
Neuroscience_L2021_Leh_Ljfdimg

6.1 4

168 gxLarchitectureLandLstructuralLflexibilityLrevealedLinLtheLsubfamilyLofLlargeLglutamateL
dehydrogenasesLbyLaLmycobacterialLenzymebLCommunicationshBiology_L2021_Lh_Ljlh 6.7 1

167 SepzLisLtheLztsZLanchorLinLarchaea_LwithLfeaturesLofLanLancestralLcellLdivisionLsystembLNatureh
Communications_L2021_Lef_Lgfeh 17.4 7

166
ProteomeLremodelingLinLtheLMycobacteriumLtuberculosisLPkn LknockoutnLMolecularLevidenceLforL
theLroleLofLthisLkinaseLinLcellLenvelopeLbiogenesisLandLhypoxiaLresponsebLJournalhofhProteomics_L
2021_Lfhh_Ledhfkj

3.9 3

165 yliminationLofLPknLLandLMSMy _hfhfLinLaltersLtheLcharacterLofLtheLouterLcellLenvelopeLandLselectsL
forLmutationsLinLLsrfbLCellhSurface_L2021_Lk_Ledddjd 4.8 0

164 yssentialLdynamicLinterdependenceLofLztsZLandLSepzLforLZaringLandLseptumLformationLinL
worynebacteriumLglutamicumbLNaturehCommunications_L2020_Lee_Lejhe 17.4 11

163 UnexpectedLelectronLspinLdensityLonLtheLaxialLmethionineLligandLinLwuLsuggestsLitsLinvolvementLinL
electronLpathwaysbLChemicalhCommunications_L2020_Lij_Leffgaeffj 5.8 0

162 urabidopsisLthalianaLαcceLisLaLScoalikeLmetallochaperoneLforLwuLassemblyLinLwytochromeLcLOxidasebL
FEBShJournal_L2020_Lflk_Lkhmakjf 5.7 8

161 StructuralLinsightsLintoLtheLfunctionalLversatilityLofLanLzαuLdomainLproteinLinLmycobacterialL
signalingbLSciencehSignaling_L2019_Lef_L 8.8 13

160 uLnovelLvariantLmbjheurTLinLtheLmitochondrialLMTaTzLgeneLisLassociatedLwithLepilepticL
encephalopathyLinLadolescentbLMitochondrion_L2019_Lhk_Ledaek 4.9 2

159 NovelLmechanisticLinsightsLintoLphysiologicalLsignalingLpathwaysLmediatedLbyLmycobacterialL
SercThrLproteinLkinasesbLGeneshandhImmunity_L2019_Lfd_Lglgagmg 4.4 11

158 TheLcrystalLstructureLofLRvfmmeLfromLMycobacteriumLtuberculosisnLunLzLbindingLproteinLwithL
unknownLfunctionbLJournalhofhStructuralhBiology_L2019_Lfdj_Lfejaffh 3.4

157 OverallLStructuresLofLMycobacteriumLtuberculosisLxNuL yraseLRevealLtheLRoleLofLaL
worynebacterialesL yrvaSpecificLβnsertLinLuTPaseLuctivitybLStructure_L2019_Lfk_Likmailmbei 5.2 14

156 xoubleLautoinhibitionLmechanismLofLsignalLtransductionLuTPasesLwithLnumerousLdomainsLUSTuNxVL
withLaLtetratricopeptideLrepeatLsensorbLNucleichAcidshResearch_L2019_Lhk_Lgkmiagled 20.1 4

155 NovelLmechanisticLinsightsLintoLphysiologicalLsignalingLpathwaysLmediatedLbyLmycobacterialL
SercThrLproteinLkinasesbLMicrobeshandhInfection_L2019_Lfe_Lfffaffm 9.3 4

154
wonformationalLtransitionsLinLtheLactiveLsiteLofLmycobacterialLfaoxoglutarateLdehydrogenaseLuponL
bindingLphosphonateLanaloguesLofLfaoxoglutaratenLzromLaLMichaelisalikeLcomplexLtoLThxPLadductsbL
JournalhofhStructuralhBiology_L2019_Lfdl_Lelfaemd

3.4 7
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153 αighaThroughputLwrystallizationLPipelineLatLtheLwrystallographyLworeLzacilityLofLtheLβnstitutL
PasteurbLMolecules_L2019_Lfh_L 4.8 17

152 TheLReactionLMechanismLofLMetalloa˛†aLactamasesLβsLTunedLbyLtheLwonformationLofLanLuctiveaSiteL
MobileLLoopbLAntimicrobialhAgentshandhChemotherapy_L2019_Ljg_L 5.9 18

151 NewLsubstratesLandLinteractorsLofLtheLmycobacterialLSerinecThreonineLproteinLkinaseLPkn L
identifiedLbyLaLtailoredLinteractomicLapproachbLJournalhofhProteomics_L2019_Lemf_Lgfeaggg 3.9 10

150 wonformationalLplasticityLofLtheLresponseLregulatorLwpxR_LaLkeyLplayerLinL ammaproteobacteriaL
virulenceLandLdrugaresistancebLJournalhofhStructuralhBiology_L2018_Lfdh_Lejiaeke 3.4 7

149 TheLsynthesisLandLkineticLevaluationLofLarylL˛–aaminophosphonatesLasLnovelLinhibitorsLofLTb´ cruziL
transasialidasebLEuropeanhJournalhofhMedicinalhChemistry_L2018_Leil_Lfiagg 6.8 9

148 TheLcrystalLstructureLofLPknβLfromLMycobacteriumLtuberculosisLshowsLanLinactive_L
pseudokinasealikeLconformationbLFEBShJournal_L2017_Lflh_Ljdfajeh 5.7 3

147 StructuralLwouplingLbetweenLuutokinaseLandLPhosphotransferaseLReactionsLinLaLvacterialLαistidineL
KinasebLStructure_L2017_Lfi_Lmgmamhhbeg 5.2 22

146 Pkn LsensesLaminoLacidLavailabilityLtoLcontrolLmetabolismLandLvirulenceLofLMycobacteriumL
tuberculosisbLPLoShPathogens_L2017_Leg_Leeddjgmm 7.6 58

145 xelayedLβnfluenceLofLSpinalLwordLβnjuryLonLtheLuminoLucidsLofLNOLMetabolismLinLRatLwerebralL
wortexLβsLuttenuatedLbyLThiaminebLFrontiershinhMedicine_L2017_Lh_Lfhm 4.9 10

144 SercThrLPhosphorylationLRegulatesLtheLzattyLucylauMPLLigaseLuctivityLofLzadxgf_LanLyssentialL
ynzymeLinLMycolicLucidLviosynthesisbLJournalhofhBiologicalhChemistry_L2016_Lfme_Lffkmgaffldi 5.4 12

143 StructuralLvasisLofLPullulanaseLMembraneLvindingLandLSecretionLRevealedLbyLXaRayL
wrystallography_LMolecularLxynamicsLandLviochemicalLunalysisbLStructure_L2016_Lfh_Lmfaedh 5.2 24

142 ModificationLinLhydrophobicLpackingLofLαuMPLdomainLinducesLaLdestabilizationLofLtheL
autoaphosphorylationLsiteLinLtheLhistidineLkinaseLwpxubLBiopolymers_L2016_Ledi_Ljkdalf 2.2 2

141 MolecularLvasisLofLMembraneLussociationLbyLtheLPhosphatidylinositolLMannosyltransferaseLPimuL
ynzymeLfromLMycobacteriabLJournalhofhBiologicalhChemistry_L2016_Lfme_Legmiiaegmjg 5.4 11

140 vidirectionalLullostericLwommunicationLbetweenLtheLuTPavindingLSiteLandLtheLRegulatoryLPβzL
PocketLinLPxKeLProteinLKinasebLCellhChemicalhBiology_L2016_Lfg_Leemgaefdi 8.2 44

139 ThiophenecarboxamideLxerivativesLuctivatedLbyLythuLKillLMycobacteriumLtuberculosisLbyLβnhibitingL
theLwTPLSynthetaseLPyr bLChemistryhandhBiology_L2015_Lff_Lmekafk 51

138 MolecularLvasisLofLtheLuctivityLandLtheLRegulationLofLtheLyukaryoticalikeLScTLProteinLKinaseLPkn L
fromLMycobacteriumLtuberculosisbLStructure_L2015_Lfg_Ledgmahl 5.2 26

137 SecondaryLstructureLreshufflingLmodulatesLglycosyltransferaseLfunctionLatLtheLmembranebLNatureh
ChemicalhBiology_L2015_Lee_Lejal 11.7 30

136 TheLcrystalLstructureLofLtheLcatalyticLdomainLofLtheLsercthrLkinaseLPknuLfromLMbLtuberculosisLshowsL
anLSrcalikeLautoinhibitedLconformationbLProteins:hStructurexhFunctionhandhBioinformatics_L2015_Llg_Lmlfal 4.2 10

(2015-2019)
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135 uLdualLconformationLofLtheLpostadecarboxylationLintermediateLisLassociatedLwithLdistinctLenzymeL
statesLinLmycobacterialLK xLU˛–aketoglutarateLdecarboxylaseVbLBiochemicalhJournal_L2014_Lhik_Lhfiagh 3.8 23

134 StructuralLstudiesLsuggestLaLpeptidoglycanLhydrolaseLfunctionLforLtheLMycobacteriumLtuberculosisL
TatasecretedLproteinLRvfificbLJournalhofhStructuralhBiology_L2014_Lell_Leijajh 3.4 6

133 StructureafunctionLrelationshipsLofLmembraneaassociatedL TavLglycosyltransferasesbLGlycobiology_L
2014_Lfh_Ledlafh 5.8 63

132 uLnovelLPlasmodiumaspecificLprodomainLfoldLregulatesLtheLmalariaLdrugLtargetLSUveLsubtilasebL
NaturehCommunications_L2014_Li_Lhlgg 17.4 11

131 SegmentalLhelicalLmotionsLandLdynamicalLasymmetryLmodulateLhistidineLkinaseL
autophosphorylationbLPLoShBiology_L2014_Lef_Leeddekkj 9.7 79

130 PotentLandLspecificLinhibitionLofLglycosidasesLbyLsmallLartificialLbindingLproteinsLUaffitinsVbLPLoShONE
_L2014_Lm_Lemkhgl 3.7 33

129  enerationLofLaLvectorLsuiteLforLproteinLsolubilityLscreeningbLFrontiershinhMicrobiology_L2014_Li_Ljk 5.7 20

128
βnhibitionLofLMycobacteriumLtuberculosisLPkn LbyLnonacatalyticLrubredoxinLdomainLspecificL
modificationnLreactionLofLanLelectrophilicLnitroafattyLacidLwithLtheLzeaSLcenterbLFreehRadicalhBiologyh
andhMedicine_L2013_Lji_Leidaeje

7.8 24

127 ToleranceLofLtheLarchaealLSackdLscaffoldLproteinLtoLalternativeLlibraryLdesignsnLcharacterizationLofL
antiaimmunoglobulinL LuffitinsbLProteinhEngineeringxhDesignhandhSelection_L2013_Lfj_Lfjkaki 1.9 33

126  aruLisLanLessentialLregulatorLofLmetabolismLinLMycobacteriumLtuberculosisbLMolecularhMicrobiology
_L2013_Lmd_Lgijajj 4.1 43

125 StructuralLbasisLforLfeedaforwardLtranscriptionalLregulationLofLmembraneLlipidLhomeostasisLinL
StaphylococcusLaureusbLPLoShPathogens_L2013_Lm_Leeddgedl 7.6 31

124 SubstrateaselectiveLinhibitionLofLproteinLkinaseLPxKeLbyLsmallLcompoundsLthatLbindLtoLtheL
PβzapocketLallostericLdockingLsitebLChemistryhandhBiology_L2012_Lem_Leeifajg 52

123 MechanisticLinsightsLintoLtheLretainingLglucosylagaphosphoglycerateLsynthaseLfromLmycobacteriabL
JournalhofhBiologicalhChemistry_L2012_Lflk_Lfhjhmaje 5.4 16

122 wonformationalLchangesLuponLligandLbindingLinLtheLessentialLclassLββLfumaraseLRvedmlcLfromL
MycobacteriumLtuberculosisbLFEBShLetters_L2012_Lilj_Lejdjaee 3.8 17

121 zunctionalLplasticityLandLallostericLregulationLofL˛–aketoglutarateLdecarboxylaseLinLcentralL
mycobacterialLmetabolismbLChemistryhandhBiology_L2011_Lel_Ledeeafd 60

120 ullostericLregulationLofLproteinLkinaseLPKw˛¶LbyLtheLNaterminalLweLdomainLandLsmallLcompoundsLtoL
theLPβzapocketbLChemistryhandhBiology_L2011_Lel_Lehjgakg 48

119
wrystalLstructureLofLanLenzymaticallyLinactiveLtransasialidasealikeLlectinLfromLTrypanosomaLcruzinLtheL
carbohydrateLbindingLmechanismLinvolvesLresidualLsialidaseLactivitybLBiochimicahEthBiophysicahActahyh
ProteinshandhProteomics_L2011_Leleh_Leeihaje

4 18

118 gaKetoaiaaminohexanoateLcleavageLenzymenLaLcommonLfoldLforLanLuncommonLwlaisenatypeL
condensationbLJournalhofhBiologicalhChemistry_L2011_Lflj_Lfkgmmahdi 5.4 14
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117 viologicalLandLstructuralLcharacterizationLofLtheLMycobacteriumLsmegmatisLnitroreductaseLNfnv_L
andLitsLroleLinLbenzothiazinoneLresistancebLMolecularhMicrobiology_L2010_Lkk_Leekfali 4.1 53

116 uLnovelLroleLofLmalonylauwPLinLlipidLhomeostasisbLBiochemistry_L2010_Lhm_Lgejeak 3.2 26

115 MolecularLbasisLofLphosphatidylamyoainositolLmannosideLbiosynthesisLandLregulationLinL
mycobacteriabLJournalhofhBiologicalhChemistry_L2010_Lfli_Lggikkalg 5.4 78

114 wrystalLstructureLofLMycobacteriumLtuberculosisLLppu_LaLlipoproteinLconfinedLtoLpathogenicL
mycobacteriabLProteins:hStructurexhFunctionhandhBioinformatics_L2010_Lkl_Lkjmakf 4.2 2

113 StructuralLplasticityLandLcatalysisLregulationLofLaLthermosensorLhistidineLkinasebLProceedingshofhtheh
NationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmerica_L2009_Ledj_Lejeliamd 11.5 135

112 StructuralLplasticityLandLdistinctLdrugabindingLmodesLofLLfrR_LaLmycobacterialLeffluxLpumpL
regulatorbLJournalhofhBacteriology_L2009_Leme_Lkigeak 3.5 29

111
SubstrateainducedLconformationalLchangesLinLtheLessentialLperipheralLmembraneaassociatedL
mannosyltransferaseLPimuLfromLmycobacterianLimplicationsLforLcatalysisbLJournalhofhBiologicalh
Chemistry_L2009_Lflh_Lfejegafi

5.4 30

110 vacterialLmetabolismLunderLzαuLcontrolbLStructure_L2009_Lek_Lhlkal 5.2

109 TheLzαuacontainingLproteinL aruLactsLasLaLphosphorylationadependentLmolecularLswitchLinL
mycobacterialLsignalingbLFEBShLetters_L2009_Lilg_Lgdeak 3.8 40

108 MechanismsLdeterminingLcellLmembraneLexpressionLofLdifferentLgammadeltaLTwRLchainLpairingsbL
EuropeanhJournalhofhImmunology_L2009_Lgm_Lemgkahj 6.1 3

107 StructureLofLMycobacteriumLtuberculosisLRvfkeh_LaLrepresentativeLofLaLduplicatedLgeneLfamilyLinL
uctinobacteriabLActahCrystallographicahSectionhF:hStructuralhBiologyhCommunications_L2009_Lji_Lmkfak 6

106  enomeawideLregulonLandLcrystalLstructureLofLvlaβLURvelhjcVLfromLMycobacteriumLtuberculosisbL
MolecularhMicrobiology_L2009_Lke_Leedfaej 4.1 51

105 StructureLandLallostericLeffectsLofLlowamolecularaweightLactivatorsLonLtheLproteinLkinaseLPxKebL
NaturehChemicalhBiology_L2009_Li_Lkilajh 11.7 115

104 xiscoveryLofLnovelLinhibitorsLofLTrypanosomaLcruziLtransasialidaseLfromLinLsilicoLscreeningbL
BioorganichandhMedicinalhChemistryhLetters_L2009_Lem_Lilmamj 2.9 60

103 zunctionalLinLvitroLassemblyLofLtheLintegralLmembraneLbacterialLthermosensorLxesKbLProteinh
ExpressionhandhPurification_L2009_Ljj_Lgmahi 2 34

102 RegulationLofLglutamateLmetabolismLbyLproteinLkinasesLinLmycobacteriabLMolecularhMicrobiology_L
2008_Lkd_Lehdlafg 4.1 130

101 urtificialLbindingLproteinsLUuffitinsVLasLprobesLforLconformationalLchangesLinLsecretinLPulxbLJournalh
ofhMolecularhBiology_L2008_Lglg_Ledilajl 6.5 40

100 RisingLstandardsLforLtuberculosisLdrugLdevelopmentbLTrendshinhPharmacologicalhSciences_L2008_Lfm_Likjale13.2 67

(2008-2010)
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99 KineticLandLmechanisticLanalysisLofLTrypanosomaLcruziLtransasialidaseLrevealsLaLclassicalLpingapongL
mechanismLwithLacidcbaseLcatalysisbLBiochemistry_L2008_Lhk_Lgidkaef 3.2 51

98
wrystalLstructureLofLaLmonoclonalLantibodyLdirectedLagainstLanLantigenicLdeterminantLcommonLtoL
OgawaLandLβnabaLserotypesLofLVibrioLcholeraeLOebLProteins:hStructurexhFunctionhandhBioinformatics_L
2008_Lkd_Lflhal

4.2 5

97 MycobacterialLSercThrLproteinLkinasesLandLphosphatasesnLphysiologicalLrolesLandLtherapeuticL
potentialbLBiochimicahEthBiophysicahActahyhProteinshandhProteomics_L2008_Leklh_Lemgafdf 4 142

96 StructuralLinsightsLintoLsialicLacidLenzymologybLCurrenthOpinionhinhChemicalhBiology_L2008_Lef_Lijiakf 9.7 62

95 venzoicLacidLandLpyridineLderivativesLasLinhibitorsLofLTrypanosomaLcruziLtransasialidasebLBioorganich
andhMedicinalhChemistry_L2007_Lei_Lfedjaem 3.4 38

94
βnsightsLintoLtheLinteraringLplasticityLofLcaseinolyticLproteasesLfromLtheLXarayLstructureLofL
MycobacteriumLtuberculosisLwlpPebLActahCrystallographicahSectionhD:hBiologicalhCrystallography_L
2007_Ljg_Lfhmaim

51

93 TheLcrystalLstructureLofLTrypanosomaLcruziLarginineLkinasebLProteins:hStructurexhFunctionhandh
Bioinformatics_L2007_Ljm_Lfdmaef 4.2 22

92 βnsightsLintoLtheLcatalyticLmechanismLofLPPMLSercThrLphosphatasesLfromLtheLatomicLresolutionL
structuresLofLaLmycobacterialLenzymebLStructure_L2007_Lei_Lljgakf 5.2 41

91 TheLcrystalLstructureLofLMbLlepraeLMLfjhdcLdefinesLaLlargeLfamilyLofLputativeL
SaadenosylmethionineadependentLmethyltransferasesLinLmycobacteriabLProteinhScience_L2007_Lej_Lelmjamdh6.3 12

90  eneticLbasisLforLtheLbiosynthesisLofLmethylglucoseLlipopolysaccharidesLinLMycobacteriumL
tuberculosisbLJournalhofhBiologicalhChemistry_L2007_Lflf_Lfkfkdafkfkj 5.4 47

89 MolecularLrecognitionLandLinterfacialLcatalysisLbyLtheLessentialLphosphatidylinositolL
mannosyltransferaseLPimuLfromLmycobacteriabLJournalhofhBiologicalhChemistry_L2007_Lflf_Lfdkdiaeh 5.4 102

88 RemodelingLaLxNuabindingLproteinLasLaLspecificLinLvivoLinhibitorLofLbacterialLsecretinLPulxbL
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmerica_L2007_Ledh_Lekmlgal 11.5 68

87 TheLcrystalLstructureLofLRvdlegcLfromLMycobacteriumLtuberculosisLrevealsLaLnewLfamilyLofLfattyL
acidabindingLproteinalikeLproteinsLinLbacteriabLJournalhofhBacteriology_L2007_Lelm_Lelmmamdh 3.5 12

86 StructuralLandLbindingLstudiesLofLtheLthreeametalLcenterLinLtwoLmycobacterialLPPMLSercThrLproteinL
phosphatasesbLJournalhofhMolecularhBiology_L2007_Lgkh_Llmdal 6.5 52

85 PeroxynitriteLtransformsLnerveLgrowthLfactorLintoLanLapoptoticLfactorLforLmotorLneuronsbLFreeh
RadicalhBiologyhandhMedicine_L2006_Lhe_Lejgfahh 7.8 34

84 TheLSercThrLproteinLkinaseLPknvLisLessentialLforLsustainingLmycobacterialLgrowthbLJournalhofh
Bacteriology_L2006_Lell_Lkkklalh 3.5 150

83 StructuralLandLkineticLanalysisLofLtwoLcovalentLsialosylaenzymeLintermediatesLonLTrypanosomaL
rangeliLsialidasebLJournalhofhBiologicalhChemistry_L2006_Lfle_Lhehmaii 5.4 73

82
wrystalLstructure_LcatalyticLmechanism_LandLmitogenicLpropertiesLofLTrypanosomaLcruziLprolineL
racemasebLProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmerica_L2006_L
edg_Lekdiaed

11.5 85
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81 TheLstructureLofLPknvLinLcomplexLwithLmitoxantrone_LanLuTPacompetitiveLinhibitor_LsuggestsLaL
modeLofLproteinLkinaseLregulationLinLmycobacteriabLFEBShLetters_L2006_Lild_Lgdelaff 3.8 87

80 βmplementationLofLsemiaautomatedLcloningLandLprokaryoticLexpressionLscreeningnLtheLimpactLofL
SPβNybLActahCrystallographicahSectionhD:hBiologicalhCrystallography_L2006_Ljf_Leedgaeg 49

79 StructureLofLarmadilloLuwvPnLaLnewLmemberLofLtheLacylawouabindingLproteinLfamilybLActah
CrystallographicahSectionhF:hStructuralhBiologyhCommunications_L2006_Ljf_Lmilaje 10

78 StructuralLbasisLofLlipidLbiosynthesisLregulationLinL ramapositiveLbacteriabLEMBOhJournal_L2006_Lfi_Lhdkhalg13 95

77 ullostericLactivationLofLtheLproteinLkinaseLPxKeLwithLlowLmolecularLweightLcompoundsbLEMBOh
Journal_L2006_Lfi_Lihjmald 13 88

76 wontinuousLfluorimetricLassayLforLhighathroughputLscreeningLofLinhibitorsLofLtransasialidaseLfromL
TrypanosomaLcruzibLAnalyticalhBiochemistry_L2006_Lgik_Lgdfah 3.1 17

75
TheLcrystalLstructureLofLMycobacteriumLtuberculosisLadenylateLkinaseLinLcomplexLwithLtwoL
moleculesLofLuxPLandLMgfZLsupportsLanLassociativeLmechanismLforLphosphorylLtransferbLProteinh
Science_L2006_Lei_Lehlmamg

6.3 31

74 uLsialidaseLmutantLdisplayingLtransasialidaseLactivitybLJournalhofhMolecularhBiology_L2005_Lghi_Lmfgagh 6.5 71

73
wonservedLautophosphorylationLpatternLinLactivationLloopsLandLjuxtamembraneLregionsLofL
MycobacteriumLtuberculosisLSercThrLproteinLkinasesbLBiochemicalhandhBiophysicalhResearchh
Communications_L2005_Lggg_Llilajk

3.4 75

72 MicrobiologybLTvaaaLnewLtarget_LaLnewLdrugbLScience_L2005_Lgdk_Lfehai 33.3 44

71
wrystallizationLandLpreliminaryLcrystallographicLanalysisLofLPimu_LanLessentialLmannosyltransferaseL
fromLMycobacteriumLsmegmatisbLActahCrystallographicahSectionhF:hStructuralhBiologyh
Communications_L2005_Lje_Lielafd

11

70 StructureLandLmechanismLofLtheLalkylLhydroperoxidaseLuhpw_LaLkeyLelementLofLtheLMycobacteriumL
tuberculosisLdefenseLsystemLagainstLoxidativeLstressbLJournalhofhBiologicalhChemistry_L2005_Lfld_Lfikgiahf5.4 81

69 βdentificationLofLtheLcriticalLresiduesLinvolvedLinLpeptidoglycanLdetectionLbyLNodebLJournalhofh
BiologicalhChemistry_L2005_Lfld_Lgljhlaij 5.4 91

68 wrystalLstructureLofLglycogenLsynthasenLhomologousLenzymesLcatalyzeLglycogenLsynthesisLandL
degradationbLEMBOhJournal_L2004_Lfg_Lgemjafdi 13 132

67 StructuralLinsightsLintoLtheLcatalyticLmechanismLofLTrypanosomaLcruziLtransasialidasebLStructure_L
2004_Lef_Lkkialh 5.2 177

66 zirstLstructuralLglimpseLatLaLbacterialLSercThrLproteinLphosphatasebLStructure_L2004_Lef_Lemfgah 5.2 7

65
wharacterizationLofLaLUxPaNaacetylaxagalactosaminenpolypeptideL
NaacetylgalactosaminyltransferaseLwithLanLunusualLlectinLdomainLfromLtheLplatyhelminthLparasiteL
ychinococcusLgranulosusbLBiochemicalhJournal_L2004_Lglf_Lideaed

3.8 24

64 wrystalLstructureLofLtheLcatalyticLdomainLofLtheLPknvLserinecthreonineLkinaseLfromLMycobacteriumL
tuberculosisbLJournalhofhBiologicalhChemistry_L2003_Lfkl_Legdmhaedd 5.4 124

(2003-2006)

7



63
PknvLkinaseLactivityLisLregulatedLbyLphosphorylationLinLtwoLThrLresiduesLandLdephosphorylationLbyL
PstP_LtheLcognateLphosphoaSercThrLphosphatase_LinLMycobacteriumLtuberculosisbLMolecularh
Microbiology_L2003_Lhm_Lehmgaidl

4.1 143

62 PreliminaryLcrystallographicLstudiesLofLglycogenLsynthaseLfromLugrobacteriumLtumefaciensbLActah
CrystallographicahSectionhD:hBiologicalhCrystallography_L2003_Lim_Lifjal 5

61 TrypanosomaLcruziLtransasialidaseLoperatesLthroughLaLcovalentLsialylaenzymeLintermediatenLtyrosineL
isLtheLcatalyticLnucleophilebLJournalhofhthehAmericanhChemicalhSociety_L2003_Lefi_Lkigfag 16.4 171

60 SubafamiliesLofLalphacbetaLbarrelLenzymesnLaLnewLadenineLdeaminaseLfamilybLJournalhofhMolecularh
Biology_L2003_Lggh_Leeekage 6.5 29

59 TheLhighLresolutionLstructuresLofLfreeLandLinhibitoraboundLTrypanosomaLrangeliLsialidaseLandLitsL
comparisonLwithLTbLcruziLtransasialidasebLJournalhofhMolecularhBiology_L2003_Lgfi_Lkkgalh 6.5 61

58 TheLcrystalLstructureLofLaLplantLlectinLinLcomplexLwithLtheLTnLantigenbLFEBShLetters_L2003_Ligj_Ledjaed 3.8 42

57 wrystallizationLandLpreliminaryLcrystallographicLanalysisLofLaLnovelLcytochromeLPhidLfromL
MycobacteriumLtuberculosisbLActahCrystallographicahSectionhD:hBiologicalhCrystallography_L2002_Lil_Lkdhai 5

56 wrystallizationLandLpreliminaryLXarayLanalysisLofLtheLhydroperoxidaseLβLwaterminalLdomainLfromL
yscherichiaLcolibLActahCrystallographicahSectionhD:hBiologicalhCrystallography_L2002_Lil_Lligai 4

55 udvantagesLofLhigharesolutionLphasingnLMuxLtoLatomicLresolutionbLActahCrystallographicahSectionhD:h
BiologicalhCrystallography_L2002_Lil_Lehggahe 13
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52 eα_Legw_LeiNLNMRLsequenceaspecificLresonanceLassignmentLofLaLwlostridiumLthermocellumLtypeLββL
cohesinLmodulebLJournalhofhBiomolecularhNMR_L2002_Lfg_Lkgah 3 10

51
βnductionLofLprotectiveLimmunityLbyLsyntheticLVibrioLcholeraeLhexasaccharideLderivedLfromLVbL
choleraeLOeLOgawaLlipopolysaccharideLboundLtoLaLproteinLcarrierbLJournalhofhInfectioushDiseases_L
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7 73

50
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49
xuplicatedLdockerinLsubdomainsLofLwlostridiumLthermocellumLendoglucanaseLwelxLbindLtoLaL
cohesinLdomainLofLtheLscaffoldingLproteinLwipuLwithLdistinctLthermodynamicLparametersLandLaL
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3.2 66

48 utomicLUdbmhLuVLresolutionLstructureLofLanLinvertingLglycosidaseLinLcomplexLwithLsubstratebLJournalh
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Medicine_L1999_Lelm_Lgleamh 16.6 633
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35 UseLofLsiteadirectedLmutagenesisLtoLprobeLtheLstructure_LfunctionLandLisoniazidLactivationLofLtheL
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34 UseLofLsiteadirectedLmutagenesisLtoLprobeLtheLstructure_LfunctionLandLisoniazidLactivationLofLtheL
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30 TheLcrystalLstructureLofLaLtypeLβLcohesinLdomainLatLebkLuLresolutionbLJournalhofhMolecularhBiology_L
1997_Lfkg_Lkdeaeg 6.5 81

29 uminoLacidLsequenceLandLthreeadimensionalLstructureLofLtheLTnaspecificLisolectinLvhLfromLViciaL
villosabLFEBShLetters_L1997_Lhef_Lemdaj 3.8 21

28 TheLMvPLfusionLproteinLrestoresLtheLactivityLofLtheLfirstLphosphataseLdomainLofLwxhibLFEBShLetters_L
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26 cxNuLcloningLandLsequencingLrevealLtheLmajorLhorseLallergenLyquLceLtoLbeLaLglycoproteinLmemberL
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14 wrystalLstructureLofLaLcrossareactionLcomplexLbetweenLzabLzmbegbkLandLguineaLfowlLlysozymebL
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10 wrystallizationLandLpreliminaryLdiffractionLanalysisLofLtheLcatalyticLdomainLofLxylanaseLZLfromL
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5
PreliminaryLcrystallographicLstudyLofLaLcomplexLbetweenLanLheterocliticLantiahenLeggawhiteL
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