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76 tnaβJexonucleaseWlikeJdomainJofJsasbJpromotesJspacerJintegrationJinJaJtypeJyWuJsτySατWsasJ
systemXJEMBOnReportsVJ2018VJaiVJ 6.5 21

75 VoroMβqjJqssessmentJofJproteinJstructureJqualityJusingJinteratomicJcontactJareasXJProteins:n
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54 MethodsJforJsequenceWstructureJalignmentXJMethodsninnMolecularnBiologyVJ2012VJhegVJeeWhb 1.4 5

53 StructuralJandJfunctionalJanalysisJofJrareJmissenseJmutationsJinJhumanJchorionicJgonadotrophinJ
˛†WsubunitXJMolecularnHumannReproductionVJ2012VJahVJcgiWiZ 4.4 19
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genomeJsizeXJNucleicnAcidsnResearchVJ2011VJciVJhbiaWcZe 20.1 13

˜�eslovas Venclovas

4
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29 qssessmentJofJprogressJoverJtheJsqSαJexperimentsXJProteins:nStructure,nFunctionnandnBioinformatics
VJ2003VJecJSupplJfVJeheWie 4.2 101
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11 ₁umericalJcriteriaJforJtheJevaluationJofJabJinitioJpredictionsJofJproteinJstructureXJProteins:n
Structure,nFunctionnandnBioinformaticsVJ1997VJbiVJadZWaeZ 4.2 1

10 ₁umericalJcriteriaJforJtheJevaluationJofJabJinitioJpredictionsJofJproteinJstructureXJProteins:n
Structure,nFunctionnandnBioinformaticsVJ1997VJSupplJaVJadZWeZ 4.2 5
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