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101 uvolutionaryJclassificationJofJsτySατWsasJsystemsjJaJburstJofJclassJbJandJderivedJvariantsXJNaturen
ReviewsnMicrobiologyVJ2020VJahVJfgWhc 22.2 545

100 qJmodifiedJdefinitionJofJSovVJaJsegmentWbasedJmeasureJforJproteinJsecondaryJstructureJpredictionJ
assessmentXJProteins:nStructure,nFunctionnandnBioinformaticsVJ1999VJcdVJbbZWc 4.2 257

99 StructureWbasedJpredictionsJofJτadaVJτadiVJxusaJandJτadagJparticipationJinJslidingJclampJandJ
clampWloadingJcomplexesXJNucleicnAcidsnResearchVJ2000VJbhVJbdhaWic 20.1 234

98 qJcyclicJoligonucleotideJsignalingJpathwayJinJtypeJyyyJsτySατWsasJsystemsXJScienceVJ2017VJcegVJfZeWfZi 33.3 226

97 αrogrammableJτ₁qJshreddingJbyJtheJtypeJyyyWqJsτySατWsasJsystemJofJStreptococcusJthermophilusXJ
MolecularnCellVJ2014VJefVJeZfWag 17.6 195

96 αrocessingJandJanalysisJofJsqSαcJproteinJstructureJpredictionsXJProteins:nStructure,nFunctionnandn
BioinformaticsVJ1999VJcgVJbbWbi 4.2 193

95 αrogressJoverJtheJfirstJdecadeJofJsqSαJexperimentsXJProteins:nStructure,nFunctionnandnBioinformatics
VJ2005VJfaJSupplJgVJbbeWcf 4.2 160

94 SpatiotemporalJsontrolJofJTypeJyyyWqJsτySατWsasJymmunityjJsouplingJt₁qJtegradationJwithJtheJ
TargetJτ₁qJτecognitionXJMolecularnCellVJ2016VJfbVJbieWcZf 17.6 149

93 qJslidingJclampJmodelJforJtheJτadaJfamilyJofJcellJcycleJcheckpointJproteinsXJCellVJ1999VJifVJgfiWgZ 56.2 138

92 αrocessingJandJanalysisJofJsqSαcJproteinJstructureJpredictionsXJProteins:nStructure,nFunctionnandn
BioinformaticsVJ1999VJSupplJcVJbbWi 4.2 122

91 αrocessingJandJevaluationJofJpredictionsJinJsqSαdXJProteins:nStructure,nFunctionnandnBioinformaticsVJ
2001VJSupplJeVJacWba 4.2 114

90 qssessmentJofJprogressJoverJtheJsqSαJexperimentsXJProteins:nStructure,nFunctionnandnBioinformatics
VJ2003VJecJSupplJfVJeheWie 4.2 101

89 sqtWscorejJaJnewJcontactJareaJdifferenceWbasedJfunctionJforJevaluationJofJproteinJstructuralJ
modelsXJProteins:nStructure,nFunctionnandnBioinformaticsVJ2013VJhaVJadiWfb 4.2 90

88 TypeJyyyJsτySατWsasJymmunityjJMajorJtifferencesJrrushedJqsideXJTrendsninnMicrobiologyVJ2017VJbeVJdiWfa 12.4 88

87
ussentialJrolesJforJimuqQWJandJimurWencodedJaccessoryJfactorsJinJtnaubWdependentJmutagenesisJinJ
MycobacteriumJtuberculosisXJProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitednStatesnofn
AmericaVJ2010VJaZgVJacZicWh

11.5 84

86 VoroMβqjJqssessmentJofJproteinJstructureJqualityJusingJinteratomicJcontactJareasXJProteins:n
Structure,nFunctionnandnBioinformaticsVJ2017VJheVJaacaWaade 4.2 82

85 αhysicalJandJfunctionalJinteractionsJbetweenJMutYJglycosylaseJhomologueJRMYxSJandJcheckpointJ
proteinsJτadiWτadaWxusaXJBiochemicalnJournalVJ2006VJdZZVJecWfb 3.8 76

˜�eslovas Venclovas

2



84 αqMJrecognitionJbyJminiatureJsτySατWsasabfJnucleasesJtriggersJprogrammableJdoubleWstrandedJ
t₁qJtargetJcleavageXJNucleicnAcidsnResearchVJ2020VJdhVJeZafWeZbc 20.1 72

83 qJvitaminJrâ��â��JtransporterJinJMycobacteriumJtuberculosisXJOpennBiologyVJ2013VJcVJabZage 7 63

82 viveWstrandedJbetaWsheetJsandwichedJwithJtwoJalphaWhelicesjJaJstructuralJlinkJbetweenJrestrictionJ
endonucleasesJucoτyJandJucoτVXJProteins:nStructure,nFunctionnandnBioinformaticsVJ1994VJbZVJbgiWhb 4.2 60

81 rlindJpredictionJofJhomoWJandJheteroWproteinJcomplexesjJTheJsqSαacWsqατyJexperimentXJProteins:n
Structure,nFunctionnandnBioinformaticsVJ2019VJhgVJabZZWabba 4.2 58

80
xowJareJtτ₁qsJandJmτ₁qJarrangedJinJtheJribosomeoJqnJattemptJtoJcorrelateJtheJstereochemistryJ
ofJtheJtτ₁qWmτ₁qJinteractionJwithJconstraintsJimposedJbyJtheJribosomalJtopographyXJNucleicnAcidsn
ResearchVJ1992VJbZVJbfbgWcg

20.1 58

79 somparisonJofJperformanceJinJsuccessiveJsqSαJexperimentsXJProteins:nStructure,nFunctionnandn
BioinformaticsVJ2001VJSupplJeVJafcWgZ 4.2 56

78
somparativeJmodelingJinJsqSαfJusingJconsensusJapproachJtoJtemplateJselectionVJ
sequenceWstructureJalignmentVJandJstructureJassessmentXJProteins:nStructure,nFunctionnandn
BioinformaticsVJ2005VJfaJSupplJgVJiiWaZe

4.2 53

77 somparativeJmodelingJinJsqSαejJprogressJisJevidentVJbutJalignmentJerrorsJremainJaJsignificantJ
hindranceXJProteins:nStructure,nFunctionnandnBioinformaticsVJ2003VJecJSupplJfVJchZWh 4.2 50

76 somprehensiveJanalysisJofJt₁qJpolymeraseJyyyJ˛–JsubunitsJandJtheirJhomologsJinJbacterialJgenomesXJ
NucleicnAcidsnResearchVJ2014VJdbVJacicWdac 20.1 48

75 TheJlogicJofJt₁qJreplicationJinJdoubleWstrandedJt₁qJvirusesjJinsightsJfromJglobalJanalysisJofJviralJ
genomesXJNucleicnAcidsnResearchVJ2016VJddVJdeeaWfd 20.1 47

74 vunctionalJmappingJofJtheJplantJsmallJτ₁qJmethyltransferasejJxu₁aJphysicallyJinteractsJwithJxYLaJ
andJtysuτWLy uJaJproteinsXJNucleicnAcidsnResearchVJ2015VJdcVJbhZbWab 20.1 43

73 xumanJxLTvJmediatesJpostreplicationJrepairJbyJitsJxyτq₁JdomainWdependentJreplicationJforkJ
remodellingXJNucleicnAcidsnResearchVJ2015VJdcVJaZbggWia 20.1 42

72 qJcatalogueJofJbiochemicallyJdiverseJsτySατWsasiJorthologsXJNaturenCommunicationsVJ2020VJaaVJeeab 17.4 41

71 VoronotajJqJfastJandJreliableJtoolJforJcomputingJtheJverticesJofJtheJVoronoiJdiagramJofJatomicJ
ballsXJJournalnofnComputationalnChemistryVJ2014VJceVJfgbWha 3.5 40

70 ustimationJofJmodelJaccuracyJinJsqSαacXJProteins:nStructure,nFunctionnandnBioinformaticsVJ2019VJhgVJacfaWacgg4.2 39

69 tetectionJofJdistantJevolutionaryJrelationshipsJbetweenJproteinJfamiliesJusingJtheoryJofJsequenceJ
profileWprofileJcomparisonXJBMCnBioinformaticsVJ2010VJaaVJhi 3.6 39

68
StructureWbasedJsequenceJalignmentJforJtheJbetaWtrefoilJsubdomainJofJtheJclostridialJneurotoxinJ
familyJprovidesJresidueJlevelJinformationJaboutJtheJputativeJgangliosideJbindingJsiteXJFEBSnLettersVJ
2000VJdhbVJaaiWbd

3.8 36

67
wenerationJofJt₁qJcleavageJspecificitiesJofJtypeJyyJrestrictionJendonucleasesJbyJreassortmentJofJ
targetJrecognitionJdomainsXJProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitednStatesnofn
AmericaVJ2007VJaZdVJaZcehWfc

11.5 32
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66
somparativeJmodelingJofJsqSαdJtargetJproteinsjJcombiningJresultsJofJsequenceJsearchJwithJ
threeWdimensionalJstructureJassessmentXJProteins:nStructure,nFunctionnandnBioinformaticsVJ2001VJ
SupplJeVJdgWed

4.2 32

65 xhayJt₁qJmethyltransferaseJusesJtheJprotrudingJwlnbcgJforJactiveJflippingJofJitsJtargetJcytosineXJ
StructureVJ2004VJabVJaZdgWee 5.2 31

64 MolecularJmodelingWbasedJanalysisJofJinteractionsJinJtheJτvsWdependentJclampWloadingJprocessXJ
ProteinnScienceVJ2002VJaaVJbdZcWaf 6.3 29

63 TheJcytolyticJactivityJofJvaginolysinJstrictlyJdependsJonJcholesterolJandJisJpotentiatedJbyJhumanJ
steiXJToxinsVJ2015VJgVJaaZWbh 4.9 28

62 s₂MqJserverJforJproteinJdistantJhomologyJsearchXJBioinformaticsVJ2010VJbfVJaiZeWf 7.2 28

61 sriteriaJforJevaluatingJproteinJstructuresJderivedJfromJcomparativeJmodelingXJProteins:nStructure,n
FunctionnandnBioinformaticsVJ1997VJbiVJgWac 4.2 28

60 αSyWrLqSTWySSjJanJintermediateJsequenceJsearchJtoolJforJestimationJofJtheJpositionWspecificJ
alignmentJreliabilityXJBMCnBioinformaticsVJ2005VJfVJahe 3.6 28

59 SomeJmeasuresJofJcomparativeJperformanceJinJtheJthreeJsqSαsXJProteins:nStructure,nFunctionnandn
BioinformaticsVJ1999VJcgVJbcaWbcg 4.2 27

58 tifferentJenzymesJwithJsimilarJstructuresJinvolvedJinJMgRbUSWmediatedJpolynucleotidylJtransferXJ
NaturenStructuralnBiologyVJ1995VJbVJhchWda 27

57 ydentificationJofJnewJhomologsJofJαtWRtYuSX JnucleasesJbyJsupportJvectorJmachinesJtrainedJonJ
dataJderivedJfromJprofileWprofileJalignmentsXJNucleicnAcidsnResearchVJ2011VJciVJaahgWif 20.1 26

56 tistinctJdoubleWJandJsingleWstrandedJt₁qJbindingJofJuXJcoliJreplicativeJt₁qJpolymeraseJyyyJalphaJ
subunitXJACSnChemicalnBiologyVJ2008VJcVJeggWhg 4.9 26

55 ₁ovelJvamiliesJofJqrchaeoWuukaryoticJαrimasesJqssociatedJwithJMobileJweneticJulementsJofJ
racteriaJandJqrchaeaXJJournalnofnMolecularnBiologyVJ2018VJdcZVJgcgWgeZ 6.5 22

54 sodonWanticodonJpairingXJqJmodelJforJinteractingJcodonWanticodonJduplexesJlocatedJatJtheJ
ribosomalJqWJandJαWsitesXJFEBSnLettersVJ1992VJcacVJaccWg 3.8 22

53 tnaβJexonucleaseWlikeJdomainJofJsasbJpromotesJspacerJintegrationJinJaJtypeJyWuJsτySατWsasJ
systemXJEMBOnReportsVJ2018VJaiVJ 6.5 21

52 sonformationalJanalysisJofJprocessivityJclampsJinJsolutionJdemonstratesJthatJtertiaryJstructureJ
doesJnotJcorrelateJwithJproteinJdynamicsXJStructureVJ2014VJbbVJegbWeha 5.2 21

51 ₁umericalJcriteriaJforJtheJevaluationJofJabJinitioJpredictionsJofJproteinJstructureXJProteins:n
Structure,nFunctionnandnBioinformaticsVJ1997VJbiVJadZWaeZ 4.2 21

50 uvolutionaryJandJfunctionalJclassificationJofJtheJsqτvJdomainJsuperfamilyVJkeyJsensorsJinJ
prokaryoticJantivirusJdefenseXJNucleicnAcidsnResearchVJ2020VJdhVJhhbhWhhdg 20.1 21

49 somparativeJanalysisJofJmethodsJforJevaluationJofJproteinJmodelsJagainstJnativeJstructuresXJ
BioinformaticsVJ2019VJceVJicgWidd 7.2 21
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48 StructuralJandJfunctionalJanalysisJofJrareJmissenseJmutationsJinJhumanJchorionicJgonadotrophinJ
˛†WsubunitXJMolecularnHumannReproductionVJ2012VJahVJcgiWiZ 4.4 19

47 qJstructureWfunctionJanalysisJofJtheJyeastJulgaJproteinJrevealsJtheJimportanceJofJαs₁qJunloadingJinJ
genomeJstabilityJmaintenanceXJNucleicnAcidsnResearchVJ2017VJdeVJcahiWcbZc 20.1 18

46 TheJuseJofJautomaticJtoolsJandJhumanJexpertiseJinJtemplateWbasedJmodelingJofJsqSαhJtargetJ
proteinsXJProteins:nStructure,nFunctionnandnBioinformaticsVJ2009VJggJSupplJiVJhaWh 4.2 18

45 qddressingJtheJissueJofJsequenceWtoWstructureJalignmentsJinJcomparativeJmodelingJofJsqSαcJ
targetJproteinsXJProteins:nStructure,nFunctionnandnBioinformaticsVJ1999VJcgVJgcWhZ 4.2 18

44 VoroprotjJanJinteractiveJtoolJforJtheJanalysisJandJvisualizationJofJcomplexJgeometricJfeaturesJofJ
proteinJstructureXJBioinformaticsVJ2011VJbgVJgbcWd 7.2 17

43 ThermodynamicsJofJradicicolJbindingJtoJhumanJxspiZJalphaJandJbetaJisoformsXJBiophysicaln
ChemistryVJ2010VJaebVJaecWfc 3.5 17

42 αredictionJofJproteinJassembliesVJtheJnextJfrontierjJTheJsqSαadWsqατyJexperimentXJProteins:n
Structure,nFunctionnandnBioinformaticsVJ2021VJhiVJahZZWahbc 4.2 17

41 VoroMβqJwebJserverJforJassessingJthreeWdimensionalJstructuresJofJproteinsJandJproteinJ
complexesXJNucleicnAcidsnResearchVJ2019VJdgVJWdcgWWddb 20.1 16

40 tiversityJandJevolutionJofJrWfamilyJt₁qJpolymerasesXJNucleicnAcidsnResearchVJ2020VJdhVJaZadbWaZaef 20.1 15

39 SequenceWstructureJmappingJerrorsJinJtheJαtrjJ₂rWfoldJdomainsXJProteinnScienceVJ2004VJacVJaeidWfZb 6.3 14

38 StructureJofJssmbJelucidatesJtheJrelationshipJbetweenJsmallJsubunitsJofJsτySατWsasJeffectorJ
complexesXJFEBSnLettersVJ2016VJeiZVJaebaWi 3.8 14

37 somputationalJanalysisJofJt₁qJreplicasesJinJdoubleWstrandedJt₁qJvirusesjJrelationshipJwithJtheJ
genomeJsizeXJNucleicnAcidsnResearchVJ2011VJciVJhbiaWcZe 20.1 13

36 TransposonWassociatedJTnprJisJaJprogrammableJτ₁qWguidedJt₁qJendonucleaseXJNatureVJ2021VJeiiVJfibWfif50.4 13

35 TheJααyctJwebJserverJforJsearchingVJanalyzingJandJmodelingJproteinWproteinJinteractionsJinJtheJ
contextJofJctJstructuresXJBioinformaticsVJ2017VJccVJiceWicg 7.2 13

34 TheJsqtWscoreJwebJserverjJcontactJareaWbasedJcomparisonJofJstructuresJandJinterfacesJofJproteinsVJ
nucleicJacidsJandJtheirJcomplexesXJNucleicnAcidsnResearchVJ2014VJdbVJWbeiWfc 20.1 12

33 TwoJdistinctJSSrJproteinJfamiliesJinJnucleoWcytoplasmicJlargeJt₁qJvirusesXJBioinformaticsVJ2012VJbhVJcahfWiZ7.2 12

32 ₁ewJinsightsJintoJtheJstructuresJandJinteractionsJofJbacterialJYWfamilyJt₁qJpolymerasesXJNucleicn
AcidsnResearchVJ2019VJdgVJdcicWddZe 20.1 10

31 t₁qJslidingJclampsjJjustJtheJrightJtwistJtoJloadJontoJt₁qXJCurrentnBiologyVJ2005VJaeVJτihiWib 6.3 10
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30 αqMJrecognitionJbyJminiatureJsτySατJnucleasesJtriggersJprogrammableJdoubleWstrandedJt₁qJ
targetJcleavage 9

29 ModelingJofJproteinJcomplexesJinJsqατyJτoundJcgJusingJtemplateWbasedJapproachJcombinedJwithJ
modelJselectionXJProteins:nStructure,nFunctionnandnBioinformaticsVJ2018VJhfJSupplJaVJbibWcZa 4.2 8

28 StructuralJmodelingJofJproteinJcomplexesjJsurrentJcapabilitiesJandJchallengesXJProteins:nStructure,n
FunctionnandnBioinformaticsVJ2019VJhgVJabbbWabcb 4.2 8

27 xerpesviralJhelicaseWprimaseJsubunitJULhJisJinactivatedJrWfamilyJpolymeraseXJBioinformaticsVJ2014VJ
cZVJbZicWg 7.2 8

26 τestrictionJendonucleaseJrpuzyJspecificJforJtheJeQWssswTJsequenceJisJrelatedJtoJtheJarchaealJ
xollidayJjunctionJresolvaseJfamilyXJNucleicnAcidsnResearchVJ2007VJceVJbcggWhi 20.1 8

25 Voros₁₁jJteepJconvolutionalJneuralJnetworkJbuiltJonJctJVoronoiJtessellationJofJproteinJ
structuresXJBioinformaticsVJ2021VJ 7.2 8

24 ModelingJSqτSWsoVWbJproteinsJinJtheJsqSαWcommonsJexperimentXJProteins:nStructure,nFunctionnandn
BioinformaticsVJ2021VJhiVJaihgWaiif 4.2 8

23 SelectionJandJcharacterizationJofJantiWMUsWaJscvvsJintendedJforJtargetedJtherapyXJClinicalnCancern
ResearchVJ2003VJiVJchdeSWecS 12.9 8

22 Voros₁₁jJteepJconvolutionalJneuralJnetworkJbuiltJonJctJVoronoiJtessellationJofJproteinJstructures 6

21 xuα₁WM₁TJToxinWqntitoxinJSystemjJTheJxuα₁JτibonucleaseJysJ₁eutralizedJbyJ₂ligoqMαylationXJ
MolecularnCellVJ2020VJhZVJieeWigZXeg 17.6 5

20 MethodsJforJsequenceWstructureJalignmentXJMethodsninnMolecularnBiologyVJ2012VJhegVJeeWhb 1.4 5

19 ₁umericalJcriteriaJforJtheJevaluationJofJabJinitioJpredictionsJofJproteinJstructureXJProteins:n
Structure,nFunctionnandnBioinformaticsVJ1997VJSupplJaVJadZWeZ 4.2 5

18 TheJuseJofJinteratomicJcontactJareasJtoJquantifyJdiscrepanciesJbetweenJτ₁qJctJmodelsJandJ
referenceJstructuresXJNucleicnAcidsnResearchVJ2014VJdbVJedZgWae 20.1 4

17 TheJ₁WterminalJregionJofJtheJbacterialJt₁qJpolymeraseJαolsJfeaturesJaJpairJofJdomainsVJbothJ
distantlyJrelatedJtoJdomainJVJofJtheJt₁qJpolymeraseJyyyJˇ�JsubunitXJFEBSnJournalVJ2011VJbghVJcaZiWah 5.7 4

16 τeWsearcherjJaJsystemJforJrecurrentJdetectionJofJhomologousJproteinJsequencesXJBMCn
BioinformaticsVJ2008VJiVJbif 3.6 4

15 SomeJmeasuresJofJcomparativeJperformanceJinJtheJthreeJsqSαsXJProteins:nStructure,nFunctionnandn
BioinformaticsVJ1999VJSupplJcVJbcaWg 4.2 4

14 TemplateWbasedJmodelingJofJdiverseJproteinJinteractionsJinJsqατyJroundsJchWdeXJProteins:n
Structure,nFunctionnandnBioinformaticsVJ2020VJhhVJiciWidg 4.2 3

13 xowJαroteinsJSlideJonJt₁qJ2010VJciWfh 3
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12 riochemicallyJdiverseJsτySατWsasiJorthologs 2

11 qJnovelJinducibleJmutagenesisJsystemJinJMycobacteriumJtuberculosisXJFASEBnJournalVJ2012VJbfVJbbbXa 0.9 2

10 ₁τeqaJcXiiaWaw´ n´ sJspliceWsiteJvariantJcausesJfamilialJdfVXYJpartialJgonadalJdysgenesisJwithJ
incompleteJpenetranceXJClinicalnEndocrinologyVJ2021VJidVJfefWfff 3.4 2

9 ModelingJofJproteinJcomplexesJinJsqSαadJwithJemphasisJonJtheJinteractionJinterfaceJpredictionXJ
Proteins:nStructure,nFunctionnandnBioinformaticsVJ2021VJhiVJahcdWahdc 4.2 2

8 sontactJqreaWrasedJStructuralJqnalysisJofJαroteinsJandJTheirJsomplexesJUsingJsqtWScoreXJMethodsn
innMolecularnBiologyVJ2020VJbaabVJgeWiZ 1.4 2

7 TemplateWrasedJModelingJofJαroteinJsomplexesJUsingJtheJααyctJWebJServerXJMethodsninnMolecularn
BiologyVJ2020VJbafeVJaciWaee 1.4 2

6 sriteriaJforJevaluatingJproteinJstructuresJderivedJfromJcomparativeJmodelingXJProteins:nStructure,n
FunctionnandnBioinformaticsVJ1997VJSupplJaVJgWac 4.2 2

5 TheJxWsubunitJofJtheJrestrictionJendonucleaseJsglyJcontainsJaJprototypeJtuqtWZaJhelicaseWlikeJ
motorXJNucleicnAcidsnResearchVJ2018VJdfVJbefZWbegb 20.1 1

4 ₁umericalJcriteriaJforJtheJevaluationJofJabJinitioJpredictionsJofJproteinJstructureXJProteins:n
Structure,nFunctionnandnBioinformaticsVJ1997VJbiVJadZWaeZ 4.2 1

3 wenomeJτeplicationJofJracterialJandJqrchaealJVirusesJ2021VJdbiWdch 0

2 soverJymageVJVolumeJheVJyssueJfXJProteins:nStructure,nFunctionnandnBioinformaticsVJ2017VJheVJsaWsa 4.2

1 TheJpathJofJaJproteinJchainJcanJbeJapproximatedJbyJtheJconformationJdictatedJbyJinterpeptideJ
ionicJbridgesXJFEBSnLettersVJ1992VJcZbVJegWfZ 3.8
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