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collision cross sections (V). Application to polypeptides. International Journal of Mass Spectrometry, 1.5 57
2013, 354-355, 275-280.

A novel projection approximation algorithm for the fast and accurate computation of molecular
collision cross sections (). Model parameterization and definition of empirical shape factors for
proteins. International Journal of Mass Spectrometry, 2013, 345-347, 89-96.

Factors Contributing to the Collision Cross Section of Polyatomic lons in the Kilodalton to

Gigadalton Range: Application to lon Mobility Measurements. Analytical Chemistry, 2013, 85, 2191-2199. 6.5 74

Dimerization of Chirally Mutated Enkephalin Neurotransmitters: Implications for Peptide and Protein
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