29

papers

29

all docs

516710

795 16
citations h-index
29 29
docs citations times ranked

501196
28

g-index

1318

citing authors



10

12

14

16

18

m

ARTICLE IF CITATIONS
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Exploring YAP1-centered networks linking dysfunctional CFTR to epitheliald€“mesenchymal transition.
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Searching for a Paradigm Shift in AuEer-Electron Cancer Therapy with Tumor-Specific Radiopeptides
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An open-source high-content analysis workflow for CFTR function measurements using the
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Organoids as a personalized medicine tool for ultra-rare mutations in cystic fibrosis: The case of
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Full Rescue of F508del-CFTR Processing and Function by CFTR Modulators Can Be Achieved by Removal
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Unravelling the antitumoral potential of novel bis(thiosemicarbazonato) Zn(ll) complexes: structural
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A novel microscopy-based assay identifies extended synaptotagmin-1 (ESYT1) as a positive regulator of
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The neuronal S100B protein is a calcium-tuned suppressor of amyloid-i2 aggregation. Science Advances,
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Correction of a Cystic Fibrosis Splicing Mutation by Antisense Oligonucleotides. Human Mutation, 95 66
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Investigating Alternative Transport of Integral Plasma Membrane Proteins from the ER to the Golgi:
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Protein Traffic Disorders: an Effective High-Throughput Fluorescence Microscopy Pipeline for Drug
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Transcriptome meta-analysis reveals common differential and global gene expression profiles in cystic
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Structural Heterogeneity and Bioimaging of S100 Amyloid Assemblies. , 2014, , 197-212. 4
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BIOCHEMICAL AND BIOPHYSICAL CHARACTERIZATION OF RECOMBINANT YEAST PROTEASOME MATURATION
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Intrinsically Disordered and Aggregation Prone Regions Underlie 12-Aggregation in S100 Proteins. PLoS 95 29
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Highly Active Thermozyme. Journal of Bacteriology, 2012, 194, 677-685.
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Metal ions as modulators of protein conformation and misfolding in neurodegeneration.
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