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Transcriptome analysis of Eucalyptus grandis genotypes reveals constitutive overexpression of genes
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Resistance of mango cultivar UbA; to Ceratocystis fimbriata depends on the pathogen's physiological
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Validation and use of a qPCR protocol to quantify the spread of Ralstonia solanacearum in
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First Draft Genome Sequence of Xanthomonas axonopodis pv. eucalyptorum, Causal Agent of Bacterial
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