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Biogeographical Patterns of Bacterial Communities and Their Antibiotic Resistomes in the Inland
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Treated wastewater irrigation promotes the spread of antibiotic resistance into subsoil pore-water.
Environment International, 2021, 146, 106190.

Antibiotic resistance gene load and irrigation intensity determine the impact of wastewater irrigation

on antimicrobial resistance in the soil microbiome. Water Research, 2021, 193, 116818. 11.3 38

Biotransformation of lincomycin and fluoroquinolone antibiotics by the ammonia oxidizers AOA, AOB
and comammox: A comparison of removal, pathways, and mechanisms. Water Research, 2021, 196, 117003.

Simultaneous estimation of parameters governing the vertical and horizontal transfer of antibiotic
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A converging subset of soil bacterial taxa is permissive to the IncP-1 plasmid pKJK5 across a range of
soil copper contamination. FEMS Microbiology Ecology, 2020, 96, .

Zinc can counteract selection for ciprofloxacin resistance. FEMS Microbiology Letters, 2020, 367, . 1.8 16

Selection for antimicrobial resistance is reduced when embedded in a natural microbial community.
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Metagenomic and metatranscriptomic analyses reveal activity and hosts of antibiotic resistance genes
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AMR gene removal by conjugative delivery of CRISPR-Cas9. Access Microbiology, 2019, 1, .

Microplastic pollution increases gene exchange in aquatic ecosystems. Environmental Pollution, 2018, 75 397
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Environmental dimensions of antibiotic resistance: assessment of basic science gaps. FEMS
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Assessment of molecular detection of anaerobic ammonium-oxidizing (anammox) bacteria in different
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Metal stressors consistently modulate bacterial conjugal plasmid uptake potential in a
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Novel assay to measure the plasmid mobilizing potential of mixed microbial communities. Frontiers in
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Quantification and Isolation of Transconjugants. Springer Protocols, 2014, , 275-288. )

Longa€term manure exposure increases soil bacterial community potential for plasmid uptake.
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