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448 MicrotiterKplateKassayKforKassessmentKofK}isteriaKmonocytogenesKbiofilmKformationYKAppliedbandb
EnvironmentalbMicrobiologyWK2002WKgiWKcjfaXi 4.8 648

447
tultureKindependentKanalysisKofKilealKmucosaKrevealsKaKselectiveKincreaseKinKinvasiveKvscherichiaKcoliK
ofKnovelKphylogenyKrelativeKtoKdepletionKofKtlostridialesKinKtrohnRsKdiseaseKinvolvingKtheKileumYK
ISMEbJournalWK2007WKbWKeadXbi

11.9 483

446 }isteriaKmonocytogenesKlineageskKxenomicsWKevolutionWKecologyWKandKphenotypicKcharacteristicsYK
InternationalbJournalbofbMedicalbMicrobiologyWK2011WKdabWKhjXjg 3.7 433

445 }isteriaKmonocytogenesKpersistenceKinKfoodXassociatedKenvironmentskKepidemiologyWKstrainK
characteristicsWKandKimplicationsKforKpublicKhealthYKJournalbofbFoodbProtectionWK2014WKhhWKbfaXha 2.5 417

444 RibotypesKandKvirulenceKgeneKpolymorphismsKsuggestKthreeKdistinctK}isteriaKmonocytogenesK
lineagesKwithKdifferencesKinKpathogenicKpotentialYKInfectionbandbImmunityWK1997WKgfWKchahXbg 3.7 379

443 rnimalKcontactKasKaKsourceKofKhumanKnonXtyphoidalKsalmonellosisYKVeterinarybResearchWK2011WKecWKde 3.8 276

442 }isteriaKmonocytogenesKsigmaKsKregulatesKstressKresponseKandKvirulenceKfunctionsYKJournalbofb
BacteriologyWK2003WKbifWKfhccXde 3.5 276

441 vcologyKandKtransmissionKofK}isteriaKmonocytogenesKinfectingKruminantsKandKinKtheKfarmK
environmentYKAppliedbandbEnvironmentalbMicrobiologyWK2004WKhaWKeefiXgh 4.8 264

440 rlternativeKsigmaKfactorsKandKtheirKrolesKinKbacterialKvirulenceYKMicrobiologybandbMolecularbBiologyb
ReviewsWK2005WKgjWKfchXed 13.2 256

439 zdentificationKofK ovelKMobilizedKtolistinKResistanceKxeneKinKaKMultidrugXResistantWK
tolistinXSusceptibleKSalmonellaKentericaKSerotypeKTyphimuriumKzsolateYKMBioWK2019WKbaWK 7.8 247

438 xeneralKstressKtranscriptionKfactorKsigmasKandKitsKroleKinKacidKtoleranceKandKvirulenceKofK}isteriaK
monocytogenesYKJournalbofbBacteriologyWK1998WKbiaWKdgfaXg 3.5 235

437 }isteriaKmonocytogenesKisolatesKfromKfoodsKandKhumansKformKdistinctKbutKoverlappingKpopulationsYK
AppliedbandbEnvironmentalbMicrobiologyWK2004WKhaWKfiddXeb 4.8 199

436 MolecularKstudiesKonKtheKecologyKofK}isteriaKmonocytogenesKinKtheKsmokedKfishKprocessingK
industryYKAppliedbandbEnvironmentalbMicrobiologyWK2001WKghWKbjiXcaf 4.8 185

435 MultistateKoutbreakKofK}isteriaKmonocytogenesKinfectionKlinkedKtoKdelicatessenKturkeyKmeatYK
ClinicalbInfectiousbDiseasesWK2005WKeaWKjgcXh 11.6 179

434 }andscapeKandKmeteorologicalKfactorsKaffectingKprevalenceKofKthreeKfoodXborneKpathogensKinKfruitK
andKvegetableKfarmsYKAppliedbandbEnvironmentalbMicrobiologyWK2013WKhjWKfiiXgaa 4.8 176

433 tomparativeKgeneticKcharacterizationKofK}isteriaKmonocytogenesKisolatesKfromKhumanKandKanimalK
listeriosisKcasesYKMicrobiologybkUnitedbKingdomlWK2001WKbehWKbajfXbbae 2.9 175

432 vmergenceWKdistributionWKandKmolecularKandKphenotypicKcharacteristicsKofKSalmonellaKentericaK
serotypeKeWfWbckikXYKFoodbornebPathogensbandbDiseaseWK2009WKgWKeahXbf 3.8 169
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431 vvolutionKandKmolecularKphylogenyKofK}isteriaKmonocytogenesKisolatedKfromKhumanKandKanimalK
listeriosisKcasesKandKfoodsYKJournalbofbBacteriologyWK2005WKbihWKffdhXfb 3.5 163

430  ationwideKoutbreakKofKlisteriosisKdueKtoKcontaminatedKmeatYKEpidemiologybandbInfectionWK2006WK
bdeWKheeXfb 4.3 157

429 tomparativeKgenomicsKofKtheKbacterialKgenusK}isteriakKxenomeKevolutionKisKcharacterizedKbyKlimitedK
geneKacquisitionKandKlimitedKgeneKlossYKBMCbGenomicsWK2010WKbbWKgii 4.5 151

428 tharacteristicsKandKdistributionKofK}isteriaKsppYWKincludingK}isteriaKspeciesKnewlyKdescribedKsinceK
caajYKAppliedbMicrobiologybandbBiotechnologyWK2016WKbaaWKfchdXih 5.7 151

427
sigmasXdependentKgeneKinductionKandKexpressionKinK}isteriaKmonocytogenesKduringKosmoticKandK
acidKstressKconditionsKsimulatingKtheKintestinalKenvironmentYKMicrobiologybkUnitedbKingdomlWK2004WK
bfaWKdiedXdiff

2.9 146

426
ueepKR rKsequencingKofK}YKmonocytogenesKrevealsKoverlappingKandKextensiveKstationaryKphaseK
andKsigmaKsXdependentKtranscriptomesWKincludingKmultipleKhighlyKtranscribedKnoncodingKR rsYK
BMCbGenomicsWK2009WKbaWKgeb

4.5 145

425 }isteriaKmarthiiKspYKnovYWKisolatedKfromKtheKnaturalKenvironmentWKwingerK}akesK ationalKworestYK
InternationalbJournalbofbSystematicbandbEvolutionarybMicrobiologyWK2010WKgaWKbciaXbcii 2.2 144

424
SelectK}isteriaKmonocytogenesKsubtypesKcommonlyKfoundKinKfoodsKcarryKdistinctKnonsenseK
mutationsKinKinlrWKleadingKtoKexpressionKofKtruncatedKandKsecretedKinternalinKrWKandKareKassociatedK
withKaKreducedKinvasionKphenotypeKforKhumanKintestinalKepithelialKcellsYKAppliedbandbEnvironmentalb
MicrobiologyWK2005WKhbWKihgeXhc

4.8 144

423 uetectionKofKvscherichiaKcoliK°bfhkyhKbyKmultiplexKãtRYKJournalbofbClinicalbMicrobiologyWK1995WKddWKcbiiXjb9.7 143

422 ModulationKofKstressKandKvirulenceKinK}isteriaKmonocytogenesYKTrendsbinbMicrobiologyWK2008WKbgWKdiiXjg 12.4 142

421 torrelationsKbetweenKmolecularKsubtypingKandKserotypingKofK}isteriaKmonocytogenesYKJournalbofb
ClinicalbMicrobiologyWK2001WKdjWKchaeXh 9.7 140

420
tomparativeKanalysisKofKtheKsigmaKsXdependentKstressKresponsesKinK}isteriaKmonocytogenesKandK
}isteriaKinnocuaKstrainsKexposedKtoKselectedKstressKconditionsYKAppliedbandbEnvironmentalb
MicrobiologyWK2008WKheWKbfiXhb

4.8 130

419 SigmaKsKcontributesKtoKãrfrXmediatedKvirulenceKinK}isteriaKmonocytogenesYKInfectionbandbImmunityWK
2002WKhaWKdjeiXfc 3.7 129

418 MolecularKSubtypingKMethodsKforK}isteriaKmonocytogenesYKJournalbofbAOACbINTERNATIONALWK2002WK
ifWKfceXfdc 1.7 127

417 ShortXtermKgenomeKevolutionKofK}isteriaKmonocytogenesKinKaKnonXcontrolledKenvironmentYKBMCb
GenomicsWK2008WKjWKfdj 4.5 123

416 uiversityKofK}isteriaKspeciesKinKurbanKandKnaturalKenvironmentsYKAppliedbandbEnvironmentalb
MicrobiologyWK2012WKhiWKeecaXdd 4.8 116

415 ãhysiologyKandKgeneticsKofK}isteriaKmonocytogenesKsurvivalKandKgrowthKatKcoldKtemperaturesYK
CriticalbReviewsbinbFoodbSciencebandbNutritionWK2009WKejWKcdhXfd 11.5 114

414 }igaseKchainKreactionKS}tRTXXoverviewKandKapplicationsYKGenomebResearchWK1994WKdWKSfbXge 9.7 114
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413 zdentificationKandKcharacterizationKofKpsychrotolerantKsporeformersKassociatedKwithKfluidKmilkK
productionKandKprocessingYKAppliedbandbEnvironmentalbMicrobiologyWK2012WKhiWKbifdXge 4.8 113

412
inlrKprematureKstopKcodonsKareKcommonKamongK}isteriaKmonocytogenesKisolatesKfromKfoodsKandK
yieldKvirulenceXattenuatedKstrainsKthatKconferKprotectionKagainstKfullyKvirulentKstrainsYKAppliedbandb
EnvironmentalbMicrobiologyWK2008WKheWKgfhaXid

4.8 113

411 RapidKwholeXgenomeKsequencingKforKsurveillanceKofKSalmonellaKentericaKserovarKenteritidisYK
EmergingbInfectiousbDiseasesWK2014WKcaWKbdagXbe 10.2 112

410
znternationalK}ifeKSciencesKznstituteK orthKrmericaK}isteriaKmonocytogenesKstrainKcollectionkK
developmentKofKstandardK}isteriaKmonocytogenesKstrainKsetsKforKresearchKandKvalidationKstudiesYK
JournalbofbFoodbProtectionWK2006WKgjWKcjcjXdi

2.5 111

409 xrowthKandKstressKresistanceKvariationKinKcultureKbrothKamongK}isteriaKmonocytogenesKstrainsKofK
variousKserotypesKandKoriginsYKJournalbofbFoodbProtectionWK2006WKgjWKcgeaXh 2.5 111

408 MolecularKSubtypingKandKTrackingKofK}isteriaKmonocytogenesKinK}atinXStyleKwreshXtheeseK
ãrocessingKãlantsYKJournalbofbDairybScienceWK2004WKihWKciadXbc 4 108

407 TrackingKofK}isteriaKmonocytogenesKinKsmokedKfishKprocessingKplantsYKJournalbofbFoodbProtectionWK
2004WKghWKdciXeb 2.5 107

406 ãathogenWKhostKandKenvironmentalKfactorsKcontributingKtoKtheKpathogenesisKofKlisteriosisYKCellularb
andbMolecularbLifebSciencesWK2003WKgaWKjaeXbi 10.3 106

405 MolecularKandKphenotypicKcharacterizationKofKãseudomonasKsppYKisolatedKfromKmilkYKAppliedbandb
EnvironmentalbMicrobiologyWK2000WKggWKcaifXjf 4.8 106

404 }isteriaKmonocytogenesKcontaminationKpatternsKforKtheKsmokedKfishKprocessingKenvironmentKandK
forKrawKfishYKJournalbofbFoodbProtectionWK2003WKggWKfcXga 2.5 105

403 SalmonellaKentericaKserotypeKeWfWbckikXWKanKemergingKSalmonellaKserotypeKthatKrepresentsKmultipleK
distinctKclonesYKJournalbofbClinicalbMicrobiologyWK2009WKehWKdfegXfg 9.7 103

402 }ongitudinalKstudiesKonK}isteriaKinKsmokedKfishKplantskKimpactKofKinterventionKstrategiesKonK
contaminationKpatternsYKJournalbofbFoodbProtectionWK2004WKghWKcfaaXbe 2.5 101

401 RiskKfactorsKassociatedKwithKSalmonellaKandK}isteriaKmonocytogenesKcontaminationKofKproduceK
fieldsYKAppliedbandbEnvironmentalbMicrobiologyWK2013WKhjWKhgbiXch 4.8 100

400 SigmaKsKcontributesKtoK}isteriaKmonocytogenesKgastrointestinalKinfectionKbutKnotKtoKsystemicK
spreadKinKtheKguineaKpigKinfectionKmodelYKInfectionbandbImmunityWK2006WKheWKihgXig 3.7 100

399 xenomeKsequencingKrevealsKdiversificationKofKvirulenceKfactorKcontentKandKpossibleKhostK
adaptationKinKdistinctKsubpopulationsKofKSalmonellaKentericaYKBMCbGenomicsWK2011WKbcWKecf 4.5 99

398
ãulsedXfieldKgelKelectrophoresisKSãwxvTKanalysisKofKtemporallyKmatchedK}isteriaKmonocytogenesK
isolatesKfromKhumanKclinicalKcasesWKfoodsWKruminantKfarmsWKandKurbanKandKnaturalKenvironmentsK
revealsKsourceXassociatedKasKwellKasKwidelyKdistributedKãwxvKtypesYKJournalbofbClinicalbMicrobiologyWK
2007WKefWKigfXhd

9.7 99

397
WholeXxenomeKSequencingKrllowsKforKzmprovedKzdentificationKofKãersistentK}isteriaK
monocytogenesKinKwoodXrssociatedKvnvironmentsYKAppliedbandbEnvironmentalbMicrobiologyWK2015WK
ibWKgaceXdh

4.8 98

396
vxposureKtoKsaltKandKorganicKacidsKincreasesKtheKabilityKofK}isteriaKmonocytogenesKtoKinvadeKtacoXcK
cellsKbutKdecreasesKitsKabilityKtoKsurviveKgastricKstressYKAppliedbandbEnvironmentalbMicrobiologyWK2006
WKhcWKfdieXjf

4.8 98

Martin Wiedmann

4



395 xeneticKandKphenotypicKcharacterizationKofK}isteriaKmonocytogenesKlineageKzzzYKMicrobiologybkUnitedb
KingdomlWK2006WKbfcWKgifXgjd 2.9 98

394 tharacterizationKandKpathogenicKpotentialKofK}isteriaKmonocytogenesKisolatesKfromKtheKsmokedK
fishKindustryYKAppliedbandbEnvironmentalbMicrobiologyWK2001WKghWKgegXfd 4.8 95

393  aturalKatypicalK}isteriaKinnocuaKstrainsKwithK}isteriaKmonocytogenesKpathogenicityKislandKbKgenesYK
AppliedbandbEnvironmentalbMicrobiologyWK2004WKhaWKecfgXgg 4.8 94

392 u rKsequenceXbasedKsubtypingKandKevolutionaryKanalysisKofKselectedKSalmonellaKentericaK
serotypesYKJournalbofbClinicalbMicrobiologyWK2005WKedWKdgiiXji 9.7 92

391 zdentificationKofKcomponentsKofKtheKsigmaKsKregulonKinK}isteriaKmonocytogenesKthatKcontributeKtoK
acidKandKsaltKtoleranceYKAppliedbandbEnvironmentalbMicrobiologyWK2008WKheWKgieiXfi 4.8 91

390 MicroarrayXbasedKcharacterizationKofKtheK}isteriaKmonocytogenesKcoldKregulonKinKlogXKandK
stationaryXphaseKcellsYKAppliedbandbEnvironmentalbMicrobiologyWK2007WKhdWKgeieXji 4.8 91

389 xenomeKdiversificationKinKphylogeneticKlineagesKzKandKzzKofK}isteriaKmonocytogeneskKidentificationKofK
segmentsKuniqueKtoKlineageKzzKpopulationsYKJournalbofbBacteriologyWK2003WKbifWKffhdXie 3.5 88

388 tontributionsKofK}isteriaKmonocytogenesKsigmasKandKãrfrKtoKexpressionKofKvirulenceKandKstressK
responseKgenesKduringKextraXKandKintracellularKgrowthYKMicrobiologybkUnitedbKingdomlWK2006WKbfcWKbichXbidi2.9 88

387 RationalKdesignKofKu rKsequenceXbasedKstrategiesKforKsubtypingK}isteriaKmonocytogenesYKJournalb
ofbClinicalbMicrobiologyWK2002WKeaWKddbjXcf 9.7 87

386 WhenKcheeseKgetsKtheKblueskKãseudomonasKfluorescensKasKtheKcausativeKagentKofKcheeseKspoilageYK
JournalbofbDairybScienceWK2011WKjeWKdbhgXid 4 86

385 }isteriaKmonocytogenesKinKmultipleKhabitatsKandKhostKpopulationskKreviewKofKavailableKdataKforK
mathematicalKmodelingYKFoodbornebPathogensbandbDiseaseWK2006WKdWKdbjXdg 3.8 85

384
TranscriptomicKandKphenotypicKanalysesKidentifyKcoregulatedWKoverlappingKregulonsKamongKãrfrWK
ttsRWKyrcrWKandKtheKalternativeKsigmaKfactorsKsigmasWKsigmatWKsigmayWKandKsigma}KinK}isteriaK
monocytogenesYKAppliedbandbEnvironmentalbMicrobiologyWK2011WKhhWKbihXcaa

4.8 84

383 MolecularKsubtypingKtoKdetectKhumanKlisteriosisKclustersYKEmergingbInfectiousbDiseasesWK2003WKjWKghcXia 10.2 84

382 }isteriaKmonocytogenesKsigmasKmodulatesKãrfrXmediatedKvirulenceKfactorKexpressionYKInfectionb
andbImmunityWK2009WKhhWKcbbdXce 3.7 83

381
rKwholeXgenomeKsingleKnucleotideKpolymorphismXbasedKapproachKtoKtraceKandKidentifyKoutbreaksK
linkedKtoKaKcommonKSalmonellaKentericaKsubspYKentericaKserovarKMontevideoKpulsedXfieldKgelK
electrophoresisKtypeYKAppliedbandbEnvironmentalbMicrobiologyWK2011WKhhWKigeiXff

4.8 80

380
SigmaSsTXdependentKexpressionKpatternsKofKcompatibleKsoluteKtransporterKgenesKoputrKandK
lmobecbKandKtheKconjugatedKbileKsaltKhydrolaseKgeneKbshKinK}isteriaKmonocytogenesYKMicrobiologyb
kUnitedbKingdomlWK2003WKbejWKdcehXdcfg

2.9 80

379 °micsKapproachesKinKfoodKsafetykKfulfillingKtheKpromisepYKTrendsbinbMicrobiologyWK2014WKccWKchfXib 12.4 78

378 }ineageKspecificKrecombinationKratesKandKmicroevolutionKinK}isteriaKmonocytogenesYKBMCb
EvolutionarybBiologyWK2008WKiWKchh 3 78

(2008-2006)
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377
RecurrentKandKSporadicK}isteriaKmonocytogenesKtontaminationKinKrlheirasKRepresentsK
tonsiderableKuiversityWKzncludingKVirulenceXrttenuatedKzsolatesYKAppliedbandbEnvironmentalb
MicrobiologyWK2008WKheWKjcaXjca

4.8 78

376
}isteriaKmonocytogenesKshowsKtemperatureXdependentKandKXindependentKresponsesKtoKsaltKstressWK
includingKresponsesKthatKinduceKcrossXprotectionKagainstKotherKstressesYKAppliedbandbEnvironmentalb
MicrobiologyWK2012WKhiWKcgacXbc

4.8 77

375
}isteriaKfloridensisKspYKnovYWK}isteriaKaquaticaKspYKnovYWK}isteriaKcornellensisKspYKnovYWK}isteriaKripariaK
spYKnovYKandK}isteriaKgrandensisKspYKnovYWKfromKagriculturalKandKnaturalKenvironmentsYKInternationalb
JournalbofbSystematicbandbEvolutionarybMicrobiologyWK2014WKgeWKbiicXbiij

2.2 76

374 tomparisonKofKtypingKmethodsKwithKaKnewKprocedureKbasedKonKsequenceKcharacterizationKforK
SalmonellaKserovarKpredictionYKJournalbofbClinicalbMicrobiologyWK2013WKfbWKbhigXjh 9.7 76

373
}isteriaKmonocytogenesK{sigma}sKhasKaKsmallKcoreKregulonKandKaKconservedKroleKinKvirulenceKbutK
makesKdifferentialKcontributionsKtoKstressKtoleranceKacrossKaKdiverseKcollectionKofKstrainsYKAppliedb
andbEnvironmentalbMicrobiologyWK2010WKhgWKecbgXdc

4.8 76

372 rntimicrobialKresistanceKinKnontyphoidalKSalmonellaYKJournalbofbFoodbProtectionWK2007WKhaWKhiaXja 2.5 76

371 RoleKofKsigmasKinKregulatingKtheKcompatibleKsoluteKuptakeKsystemsKofK}isteriaKmonocytogeneskK
osmoticKinductionKofKoputKisKsigmasKdependentYKAppliedbandbEnvironmentalbMicrobiologyWK2003WKgjWKcabfXcc4.8 76

370 MolecularKcharacterizationKofK}isteriaKmonocytogenesKfromKnaturalKandKurbanKenvironmentsYK
JournalbofbFoodbProtectionWK2006WKgjWKjdXbaf 2.5 75

369
teftiofurXresistantKSalmonellaKstrainsKisolatedKfromKdairyKfarmsKrepresentKmultipleKwidelyK
distributedKsubtypesKthatKevolvedKbyKindependentKhorizontalKgeneKtransferYKAntimicrobialbAgentsb
andbChemotherapyWK2005WKejWKeagbXh

5.9 74

368 TheKvvolvingKRoleKofKtoliformsKrsKzndicatorsKofKUnhygienicKãrocessingKtonditionsKinKuairyKwoodsYK
FrontiersbinbMicrobiologyWK2016WKhWKbfej 5.7 72

367 }isteriaKbooriaeKspYKnovYKandK}isteriaKnewyorkensisKspYKnovYWKfromKfoodKprocessingKenvironmentsKinK
theKUSrYKInternationalbJournalbofbSystematicbandbEvolutionarybMicrobiologyWK2015WKgfWKcigXcjc 2.2 71

366 MultilocusKsequenceKtypingKofK}isteriaKmonocytogenesKbyKuseKofKhypervariableKgenesKrevealsKclonalK
andKrecombinationKhistoriesKofKthreeKlineagesYKAppliedbandbEnvironmentalbMicrobiologyWK2004WKhaWKcbjdXcad4.8 70

365 uiverseKgenoXKandKphenotypesKofKpersistentK}isteriaKmonocytogenesKisolatesKfromKfermentedKmeatK
sausageKproductionKfacilitiesKinKãortugalYKAppliedbandbEnvironmentalbMicrobiologyWK2011WKhhWKchabXbf 4.8 69

364
uifferentiationKofK}isteriaKmonocytogenesKandK}isteriaKinnocuaKbyKbgSKrR rKgenesKandKintraspeciesK
discriminationKofK}isteriaKmonocytogenesKstrainsKbyKrandomKamplifiedKpolymorphicKu rK
polymorphismsYKAppliedbandbEnvironmentalbMicrobiologyWK1993WKfjWKdaeXi

4.8 69

363 RibotypeKdiversityKofK}isteriaKmonocytogenesKstrainsKassociatedKwithKoutbreaksKofKlisteriosisKinK
ruminantsYKJournalbofbClinicalbMicrobiologyWK1996WKdeWKbaigXja 9.7 69

362  isinKresistanceKofK}isteriaKmonocytogenesKisKincreasedKbyKexposureKtoKsaltKstressKandKisKmediatedK
viaK}iaRYKAppliedbandbEnvironmentalbMicrobiologyWK2013WKhjWKfgicXi 4.8 68

361
uistributionKofK}isteriaKmonocytogenesKmolecularKsubtypesKamongKhumanKandKfoodKisolatesKfromK
 ewKYorkKStateKshowsKpersistenceKofKhumanKdiseaseXXassociatedK}isteriaKmonocytogenesKstrainsKinK
retailKenvironmentsYKJournalbofbFoodbProtectionWK2004WKghWKbebhXci

2.5 67

360 rKpopulationKgeneticsXbasedKandKphylogeneticKapproachKtoKunderstandingKtheKevolutionKofK
virulenceKinKtheKgenusK}isteriaYKAppliedbandbEnvironmentalbMicrobiologyWK2010WKhgWKgaifXbaa 4.8 66
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359 }isteriaKmonocytogenesKsubgroupsKzzzrWKzzzsWKandKzzztKdelineateKgeneticallyKdistinctKpopulationsKwithK
variedKpathogenicKpotentialYKJournalbofbClinicalbMicrobiologyWK2006WKeeWKeccjXdd 9.7 64

358 rttributingKriskKtoK}isteriaKmonocytogenesKsubgroupskKdoseKresponseKinKrelationKtoKgeneticK
lineagesYKJournalbofbFoodbProtectionWK2006WKgjWKddfXee 2.5 64

357 vvaluationKofKMyelicobacterKheilmanniiMKsubtypesKinKtheKgastricKmucosasKofKcatsKandKdogsYKJournalbofb
ClinicalbMicrobiologyWK2004WKecWKcbeeXfb 9.7 64

356 znfluenceKofKrawKmilkKqualityKonKprocessedKdairyKproductskKyowKdoKrawKmilkKqualityKtestKresultsK
relateKtoKproductKqualityKandKyieldpYKJournalbofbDairybScienceWK2016WKjjWKbabciXbabej 4 64

355 ãersistentK}isteriaKmonocytogenesKsubtypesKisolatedKfromKaKsmokedKfishKprocessingKfacilityK
includedKbothKphageKsusceptibleKandKresistantKisolatesYKFoodbMicrobiologyWK2013WKdfWKdiXei 6 62

354 rKbaaXYearKReviewkKMicrobiologyKandKsafetyKofKmilkKhandlingYKJournalbofbDairybScienceWK2017WKbaaWKjjddXjjfb4 62

353 xenomicKepidemiologyKofKSalmonellaKentericaKserotypeKvnteritidisKbasedKonKpopulationKstructureK
ofKprevalentKlineagesYKEmergingbInfectiousbDiseasesWK2014WKcaWKbeibXj 10.2 62

352
WholeXxenomeKSequencingKofKurugXResistantKSalmonellaKentericaKzsolatesKfromKuairyKtattleKandK
yumansKinK ewKYorkKandKWashingtonKStatesKRevealsKSourceKandKxeographicKrssociationsYKAppliedb
andbEnvironmentalbMicrobiologyWK2017WKidWK

4.8 61

351
σuantitativeKriskKassessmentKofKlisteriosisXassociatedKdeathsKdueKtoK}isteriaKmonocytogenesK
contaminationKofKdeliKmeatsKoriginatingKfromKmanufactureKandKretailYKJournalbofbFoodbProtectionWK
2010WKhdWKgcaXda

2.5 61

350 xenomeXwideKanalysesKrevealKlineageKspecificKcontributionsKofKpositiveKselectionKandK
recombinationKtoKtheKevolutionKofK}isteriaKmonocytogenesYKBMCbEvolutionarybBiologyWK2008WKiWKcdd 3 61

349 RecombinationKandKpositiveKselectionKcontributeKtoKevolutionKofK}isteriaKmonocytogenesKinlrYK
MicrobiologybkUnitedbKingdomlWK2007WKbfdWKcgggXcghi 2.9 61

348 ãrevalenceKandKmolecularKdiversityKofK}isteriaKmonocytogenesKinKretailKestablishmentsYKJournalbofb
FoodbProtectionWK2009WKhcWKcddhXej 2.5 60

347 znhibitionKofKbfXlipoxygenaseKleadsKtoKdelayedKorganelleKdegradationKinKtheKreticulocyteYKFEBSb
LettersWK2001WKeijWKfbXe 3.8 60

346 SeekKandKdestroyKprocesskK}isteriaKmonocytogenesKprocessKcontrolsKinKtheKreadyXtoXeatKmeatKandK
poultryKindustryYKJournalbofbFoodbProtectionWK2015WKhiWKedgXef 2.5 59

345 uevelopmentKofKMolecularKTypingKMethodsKforKsacillusKsppYKandKãaenibacillusKsppYKzsolatedKfromK
wluidKMilkKãroductsYKJournalbofbFoodbScienceWK2006WKhbWKMfaXMfg 3.4 59

344 xeographicalKandKmeteorologicalKfactorsKassociatedKwithKisolationKofK}isteriaKspeciesKinK ewKYorkK
StateKproduceKproductionKandKnaturalKenvironmentsYKJournalbofbFoodbProtectionWK2014WKhhWKbjbjXci 2.5 58

343
}isteriaKmonocytogenesKfecalKsheddingKinKdairyKcattleKshowsKhighKlevelsKofKdayXtoXdayKvariationKandK
includesKoutbreaksKandKsporadicKcasesKofKsheddingKofKspecificK}YKmonocytogenesKsubtypesYK
PreventivebVeterinarybMedicineWK2007WKiaWKcihXdaf

3.1 58

342 TheK}isteriaKmonocytogenesKprfrãcKpromoterKisKregulatedKbyKsigmaKsKinKaKgrowthKphaseKdependentK
mannerYKFEMSbMicrobiologybLettersWK2005WKcefWKdcjXdg 2.9 58

(2005-2006)
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341
ãrevalenceWKdistributionWKandKdiversityKofK}isteriaKmonocytogenesKinKretailKenvironmentsWKfocusingK
onKsmallKestablishmentsKandKestablishmentsKwithKaKhistoryKofKfailedKinspectionsYKJournalbofbFoodb
ProtectionWK2011WKheWKbaidXjf

2.5 57

340
TemperatureXdependentKexpressionKofK}isteriaKmonocytogenesKinternalinKandKinternalinXlikeKgenesK
suggestsKfunctionalKdiversityKofKtheseKproteinsKamongKtheKlisteriaeYKAppliedbandbEnvironmentalb
MicrobiologyWK2007WKhdWKciagXbe

4.8 55

339 rKsmallKR rKcontrolsKexpressionKofKtheKchitinaseKthirKinK}isteriaKmonocytogenesYKPLoSbONEWK2011WK
gWKebjabj 3.7 55

338 SpatialKandKTemporalKwactorsKrssociatedKwithKanKzncreasedKãrevalenceKofK}isteriaKmonocytogenesK
inKSpinachKwieldsKinK ewKYorkKStateYKAppliedbandbEnvironmentalbMicrobiologyWK2015WKibWKgafjXgj 4.8 54

337 vvaluationKofKdairyKpowderKproductsKimplicatesKthermophilicKsporeformersKasKtheKprimaryK
organismsKofKinterestYKJournalbofbDairybScienceWK2014WKjhWKceihXjh 4 54

336 xenomicKcharacterizationKprovidesKnewKinsightKintoKSalmonellaKphageKdiversityYKBMCbGenomicsWK
2013WKbeWKeib 4.5 54

335 xenomeKwideKevolutionaryKanalysesKrevealKserotypeKspecificKpatternsKofKpositiveKselectionKinK
selectedKSalmonellaKserotypesYKBMCbEvolutionarybBiologyWK2009WKjWKcge 3 54

334
ãroteomicKanalysesKofKaK}isteriaKmonocytogenesKmutantKlackingKsigmasKidentifyKnewKcomponentsK
ofKtheKsigmasKregulonKandKhighlightKaKroleKforKsigmasKinKtheKutilizationKofKglycerolYKAppliedbandb
EnvironmentalbMicrobiologyWK2008WKheWKfjeXgae

4.8 54

333 TranscriptomicKandKphenotypicKanalysesKsuggestKaKnetworkKbetweenKtheKtranscriptionalKregulatorsK
yrcrKandKsigmasKinK}isteriaKmonocytogenesYKAppliedbandbEnvironmentalbMicrobiologyWK2007WKhdWKhjibXjb 4.8 54

332 sacterialKtrackingKinKaKdairyKproductionKsystemKusingKphenotypicKandKribotypingKmethodsYKJournalbofb
FoodbProtectionWK1998WKgbWKbddgXea 2.5 54

331 ãroposalKofKaKTaxonomicK omenclatureKforKtheKsacillusKcereusKxroupKWhichKReconcilesKxenomicK
uefinitionsKofKsacterialKSpeciesKwithKtlinicalKandKzndustrialKãhenotypesYKMBioWK2020WKbbWK 7.8 53

330
MultilocusKsequenceKtypingKsupportsKtheKhypothesisKthatKcowXKandKhumanXassociatedKSalmonellaK
isolatesKrepresentKdistinctKandKoverlappingKpopulationsYKAppliedbandbEnvironmentalbMicrobiologyWK
2006WKhcWKhfhfXif

4.8 53

329 σuantitativeKriskKassessmentKforK}isteriaKmonocytogenesKinKselectedKcategoriesKofKdeliKmeatskK
impactKofKlactateKandKdiacetateKonKlisteriosisKcasesKandKdeathsYKJournalbofbFoodbProtectionWK2009WKhcWKjhiXij2.5 52

328 }ongitudinalKmonitoringKofK}isteriaKmonocytogenesKcontaminationKpatternsKinKaKfarmsteadKdairyK
processingKfacilityYKJournalbofbDairybScienceWK2007WKjaWKcfbhXce 4 52

327 SaltKstressKphenotypesKinK}isteriaKmonocytogenesKvaryKbyKgeneticKlineageKandKtemperatureYK
FoodbornebPathogensbandbDiseaseWK2010WKhWKbfdhXej 3.8 51

326 vquineKstomachsKharborKanKabundantKandKdiverseKmucosalKmicrobiotaYKAppliedbandbEnvironmentalb
MicrobiologyWK2012WKhiWKcfccXdc 4.8 51

325
ãhenotypicKandKtranscriptomicKanalysesKdemonstrateKinteractionsKbetweenKtheKtranscriptionalK
regulatorsKttsRKandKSigmaKsKinK}isteriaKmonocytogenesYKAppliedbandbEnvironmentalbMicrobiologyWK
2007WKhdWKhjghXia

4.8 51

324
tharacterizationKofKvmeticKandKuiarrhealKStrainsKwromKaKcabgKwoodborneK°utbreakKUsingK
WholeXxenomeKSequencingkKrddressingKtheKMicrobiologicalWKvpidemiologicalWKandKsioinformaticK
thallengesYKFrontiersbinbMicrobiologyWK2019WKbaWKbee

5.7 50
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323
TheKalternativeKsigmaKfactorKsigmaKsKandKtheKvirulenceKgeneKregulatorKãrfrKbothKregulateK
transcriptionKofK}isteriaKmonocytogenesKinternalinsYKAppliedbandbEnvironmentalbMicrobiologyWK2007WK
hdWKcjbjXda

4.8 49

322
MultilocusKsequenceKtypingKofKStreptococcusKuberisKprovidesKsensitiveKandKepidemiologicallyK
relevantKsubtypeKinformationKandKrevealsKpositiveKselectionKinKtheKvirulenceKgeneKpaurYKJournalbofb
ClinicalbMicrobiologyWK2005WKedWKceahXbh

9.7 49

321
vvaluationKofKfarmKmanagementKpracticesKasKriskKfactorsKforKclinicalKlisteriosisKandKfecalKsheddingKofK
}isteriaKmonocytogenesKinKruminantsYKJournalbofbthebAmericanbVeterinarybMedicalbAssociationWK2005WK
cchWKbiaiXbe

1 49

320 TheKcostKandKbenefitKofK}isteriaKmonocytogenesKfoodKsafetyKmeasuresYKCriticalbReviewsbinbFoodb
SciencebandbNutritionWK2004WKeeWKfbdXcd 11.5 49

319 zrrigationKzsKSignificantlyKrssociatedKwithKanKzncreasedKãrevalenceKofK}isteriaKmonocytogenesKinK
ãroduceKãroductionKvnvironmentsKinK ewKYorkKStateYKJournalbofbFoodbProtectionWK2015WKhiWKbbdcXeb 2.5 48

318 SelectionKandKtharacterizationKofKãhageXResistantKMutantKStrainsKofK}isteriaKmonocytogenesK
RevealKyostKxenesK}inkedKtoKãhageKrdsorptionYKAppliedbandbEnvironmentalbMicrobiologyWK2015WKibWKecjfXdaf4.8 48

317 MolecularKmethodsKforKserovarKdeterminationKofKSalmonellaYKCriticalbReviewsbinbMicrobiologyWK2015WK
ebWKdajXcf 7.8 48

316
SigmasXdependentKandKsigmasXindependentKmechanismsKcontributeKtoKtranscriptionKofK}isteriaK
monocytogenesKcoldKstressKgenesKduringKcoldKshockKandKcoldKgrowthYKAppliedbandbEnvironmentalb
MicrobiologyWK2007WKhdWKgabjXcj

4.8 48

315 }isteriaKmonocytogenesKandK}isteriaKsppYKcontaminationKpatternsKinKretailKdelicatessenK
establishmentsKinKthreeKUYSYKstatesYKJournalbofbFoodbProtectionWK2014WKhhWKbjcjXdj 2.5 47

314 RealXtimeKãtRKdetectionKofKãaenibacillusKsppYKinKrawKmilkKtoKpredictKshelfKlifeKperformanceKofK
pasteurizedKfluidKmilkKproductsYKAppliedbandbEnvironmentalbMicrobiologyWK2012WKhiWKfiffXgd 4.8 47

313 uevelopmentKofKaKmultilocusKvariableXnumberKofKtandemKrepeatKtypingKmethodKforK}isteriaK
monocytogenesKserotypeKebKstrainsYKInternationalbJournalbofbFoodbMicrobiologyWK2008WKbceWKcdjXej 5.8 47

312 RecurrentKandKsporadicK}isteriaKmonocytogenesKcontaminationKinKalheirasKrepresentsKconsiderableK
diversityWKincludingKvirulenceXattenuatedKisolatesYKAppliedbandbEnvironmentalbMicrobiologyWK2007WKhdWKdiihXjf4.8 47

311 zdentificationKandKcharacterizationKofKnovelKSalmonellaKmobileKelementsKinvolvedKinKtheK
disseminationKofKgenesKlinkedKtoKvirulenceKandKtransmissionYKPLoSbONEWK2012WKhWKeebceh 3.7 46

310 MolecularKsubtypingKandKcharacterizationKofKbovineKandKhumanKStreptococcusKagalactiaeKisolatesYK
JournalbofbClinicalbMicrobiologyWK2005WKedWKbbhhXig 9.7 46

309 vvolutionaryKdynamicsKofKtheKaccessoryKgenomeKofK}isteriaKmonocytogenesYKPLoSbONEWK2013WKiWKeghfbb 3.7 45

308
TheKtranscriptionalKresponseKofK}isteriaKmonocytogenesKduringKadaptationKtoKgrowthKonKlactateK
andKdiacetateKincludesKsynergisticKchangesKthatKincreaseKfermentativeKacetoinKproductionYKAppliedb
andbEnvironmentalbMicrobiologyWK2011WKhhWKfcjeXdag

4.8 45

307 σuantitativeKriskKassessmentKofKlisteriosisKdueKtoKconsumptionKofKrawKmilkYKJournalbofbFoodb
ProtectionWK2011WKheWKbcgiXib 2.5 45

306
tontributionsKofKtwoXcomponentKregulatoryKsystemsWKalternativeKsigmaKfactorsWKandKnegativeK
regulatorsKtoK}isteriaKmonocytogenesKcoldKadaptationKandKcoldKgrowthYKJournalbofbFoodbProtectionWK
2008WKhbWKecaXf

2.5 45

(2008-2007)
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305 tomparativeKgenomicKanalysisKofKtheKsigsKoperonKinK}isteriaKmonocytogenesKandKinKotherK
xramXpositiveKbacteriaYKCurrentbMicrobiologyWK2004WKeiWKdjXeg 2.4 45

304 MolecularKsubtypingKmethodsKforK}isteriaKmonocytogenesYKJournalbofbAOACbINTERNATIONALWK2002WK
ifWKfceXdb 1.7 45

303 SporeKpopulationsKamongKbulkKtankKrawKmilkKandKdairyKpowdersKareKsignificantlyKdifferentYKJournalb
ofbDairybScienceWK2015WKjiWKiejcXfae 4 44

302 yomopolymericKtractsKrepresentKaKgeneralKregulatoryKmechanismKinKprokaryotesYKBMCbGenomicsWK
2010WKbbWKbac 4.5 44

301 uetectionKofK}isteriaKmonocytogenesKwithKaKnonisotopicKpolymeraseKchainKreactionXcoupledKligaseK
chainKreactionKassayYKAppliedbandbEnvironmentalbMicrobiologyWK1993WKfjWKchedXf 4.8 44

300 VariationKinK}isteriaKmonocytogenesKdoseKresponsesKinKrelationKtoKsubtypesKencodingKaKfullXlengthK
orKtruncatedKinternalinKrYKAppliedbandbEnvironmentalbMicrobiologyWK2011WKhhWKbbhbXia 4.8 43

299 }isteriaKmonocytogenesKinternalinsKareKhighlyKdiverseKandKevolvedKbyKrecombinationKandKpositiveK
selectionYKInfectionobGeneticsbandbEvolutionWK2006WKgWKdhiXij 4.5 43

298 SubtypingKofKbacterialKfoodborneKpathogensYKNutritionbReviewsWK2002WKgaWKcabXi 6.4 43

297
rutomatedKribotypingKusingKdifferentKenzymesKtoKimproveKdiscriminationKofK}isteriaK
monocytogenesKisolatesWKwithKaKparticularKfocusKonKserotypeKebKstrainsYKJournalbofbClinicalb
MicrobiologyWK2001WKdjWKdaacXf

9.7 43

296
MolecularKandKphenotypicKcharacterizationKofK}isteriaKmonocytogenesKfromKUYSYKuepartmentKofK
rgricultureKwoodKSafetyKandKznspectionKServiceKsurveillanceKofKreadyXtoXeatKfoodsKandKprocessingK
facilitiesYKJournalbofbFoodbProtectionWK2010WKhdWKigbXj

2.5 42

295
ModelingKofKspatiallyKreferencedKenvironmentalKandKmeteorologicalKfactorsKinfluencingKtheK
probabilityKofK}isteriaKspeciesKisolationKfromKnaturalKenvironmentsYKAppliedbandbEnvironmentalb
MicrobiologyWK2009WKhfWKfijdXjaj

4.8 42

294 uiagnosisKandKepidemiologicalKassociationKofK}isteriaKmonocytogenesKstrainsKinKtwoKoutbreaksKofK
listerialKencephalitisKinKsmallKruminantsYKJournalbofbClinicalbMicrobiologyWK1994WKdcWKjjbXg 9.7 42

293 ResilienceKinKtheKwaceKofKUncertaintykKSigmaKwactorKsKwineXTunesKxeneKvxpressionKToKSupportK
yomeostasisKinKxramXãositiveKsacteriaYKAppliedbandbEnvironmentalbMicrobiologyWK2016WKicWKeefgXeegj 4.8 42

292
RapidWKyighXThroughputKzdentificationKofKrnthraxXtausingKandKvmeticKsacillusKcereusKxroupK
xenomeKrssembliesKviaKsTyperWKaKtomputationalKToolKforKVirulenceXsasedKtlassificationKofKsacillusK
cereusKxroupKzsolatesKbyKUsingK ucleotideKSequencingKuataYKAppliedbandbEnvironmentalb
MicrobiologyWK2017WKidWK

4.8 40

291 MultilocusKsequenceKtypingKofKoutbreakXassociatedK}isteriaKmonocytogenesKisolatesKtoKidentifyK
epidemicKclonesYKFoodbornebPathogensbandbDiseaseWK2010WKhWKcfhXgf 3.8 40

290
uefinitionKofKgeneticallyKdistinctKattenuationKmechanismsKinKnaturallyKvirulenceXattenuatedK}isteriaK
monocytogenesKbyKcomparativeKcellKcultureKandKmolecularKcharacterizationYKAppliedbandb
EnvironmentalbMicrobiologyWK2005WKhbWKdjaaXba

4.8 40

289 SilageKcollectedKfromKdairyKfarmsKharborsKanKabundanceKofKlisteriaphagesKwithKconsiderableKhostK
rangeKandKgenomeKsizeKdiversityYKAppliedbandbEnvironmentalbMicrobiologyWK2012WKhiWKigggXhf 4.8 39

288 woodKmicrobeKtrackerkKaKwebXbasedKtoolKforKstorageKandKcomparisonKofKfoodXassociatedKmicrobesYK
JournalbofbFoodbProtectionWK2013WKhgWKcidXje 2.5 39
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287 SalmonellaKentericaKserotypeKterroKamongKdairyKcattleKinK ewKYorkkKanKemergingKpathogenpYK
FoodbornebPathogensbandbDiseaseWK2010WKhWKgfjXgf 3.8 39

286 SomeK}isteriaKmonocytogenesKoutbreakKstrainsKdemonstrateKsignificantlyKreducedKinvasionWKinlrK
transcriptKlevelsWKandKswarmingKmotilityKinKvitroYKAppliedbandbEnvironmentalbMicrobiologyWK2009WKhfWKfgehXfi4.8 39

285
}isteriaKmonocytogenesKgrownKatKh´°KtKshowsKreducedKacidKsurvivalKandKanKalteredKtranscriptionalK
responseKtoKacidKshockKcomparedKtoK}YKmonocytogenesKgrownKatKdh´°KtYKAppliedbandbEnvironmentalb
MicrobiologyWK2012WKhiWKdiceXdg

4.8 39

284
tomparativeKevaluationKofKcultureXKandKsrXKpolymeraseKchainKreactionXbasedKdetectionKmethodsK
forK}isteriaKsppYKandK}isteriaKmonocytogenesKinKenvironmentalKandKrawKfishKsamplesYKJournalbofbFoodb
ProtectionWK2001WKgeWKbfcbXg

2.5 39

283 TranscriptomicKrnalysisKofKtheKrdaptationKofK}isteriaKmonocytogenesKtoKxrowthKonKVacuumXãackedK
toldKSmokedKSalmonYKAppliedbandbEnvironmentalbMicrobiologyWK2015WKibWKgibcXce 4.8 38

282 tomparativeKgenomicKandKmorphologicalKanalysesKofK}isteriaKphagesKisolatedKfromKfarmK
environmentsYKAppliedbandbEnvironmentalbMicrobiologyWK2014WKiaWKegbgXcf 4.8 38

281 uiscriminationKofK}isteriaKmonocytogenesKfromKotherK}isteriaKspeciesKbyKligaseKchainKreactionYK
AppliedbandbEnvironmentalbMicrobiologyWK1992WKfiWKdeedXh 4.8 38

280 ãrecisionKfoodKsafetykKrKsystemsKapproachKtoKfoodKsafetyKfacilitatedKbyKgenomicsKtoolsYKTrACbpb
TrendsbinbAnalyticalbChemistryWK2017WKjgWKfcXgb 14.6 37

279 }isteriosisKoutbreakKinKdairyKcattleKcausedKbyKanKunusualK}isteriaKmonocytogenesKserotypeKebKstrainYK
JournalbofbVeterinarybDiagnosticbInvestigationWK2011WKcdWKbffXi 1.5 37

278
tombinedKsigsKallelicKtypingKandKmultiplexKãtRKprovideKimprovedKdiscriminatoryKpowerKandK
reliabilityKforK}isteriaKmonocytogenesKmolecularKserotypingYKJournalbofbMicrobiologicalbMethodsWK
2007WKgiWKfcXj

2.8 37

277 uetectionKofKbovineKherpesvirusXbKinKbovineKsemenKbyKaKnestedKãtRKassayYKJournalbofbVirologicalb
MethodsWK1993WKeeWKbcjXdj 2.6 37

276 toliformKdetectionKinKcheeseKisKassociatedKwithKspecificKcheeseKcharacteristicsWKbutKnoKassociationK
wasKfoundKwithKpathogenKdetectionYKJournalbofbDairybScienceWK2016WKjjWKgbafXgbca 4 36

275 ãroductionKofKhemolysinKs}KbyKsacillusKcereusKgroupKisolatesKofKdairyKoriginKisKassociatedKwithK
wholeXgenomeKphylogeneticKcladeYKBMCbGenomicsWK2016WKbhWKfib 4.5 36

274 SymposiumKreviewkKvffectKofKpostXpasteurizationKcontaminationKonKfluidKmilkKqualityYKJournalbofb
DairybScienceWK2018WKbabWKigbXiha 4 36

273 zntracladeKVariabilityKinKToxinKãroductionKandKtytotoxicityKofKsacillusKcereusKxroupKTypeKStrainsKandK
uairyXrssociatedKzsolatesYKAppliedbandbEnvironmentalbMicrobiologyWK2018WKieWK 4.8 35

272 vnvironmentalKresponsesKandKphageKsusceptibilityKinKfoodborneKpathogenskKimplicationsKforK
improvingKapplicationsKinKfoodKsafetyYKCurrentbOpinionbinbBiotechnologyWK2014WKcgWKefXj 11.4 35

271
}isteriaKmonocytogenesKwcdgfKcarriesKseveralKauthenticKmutationsKpotentiallyKleadingKtoKtruncatedK
geneKproductsWKincludingKinlsWKandKdemonstratesKatypicalKphenotypicKcharacteristicsYKJournalbofb
FoodbProtectionWK2007WKhaWKeicXi

2.5 35

270 SporeKtestKparametersKmatterkKMesophilicKandKthermophilicKsporeKcountsKdetectedKinKrawKmilkKandK
dairyKpowdersKdifferKsignificantlyKbyKtestKmethodYKJournalbofbDairybScienceWK2016WKjjWKfbiaXfbjb 4 35

(2016-2010)
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269 rKstandardKbacterialKisolateKsetKforKresearchKonKcontemporaryKdairyKspoilageYKJournalbofbDairyb
ScienceWK2015WKjiWKfiagXbh 4 34

268 vyeKinfectionsKdueKtoK}isteriaKmonocytogenesKinKthreeKcowsKandKoneKhorseYKJournalbofbVeterinaryb
DiagnosticbInvestigationWK2004WKbgWKegeXj 1.5 34

267 uifferentKmanagementKpracticesKareKassociatedKwithKmesophilicKandKthermophilicKsporeKlevelsKinK
bulkKtankKrawKmilkYKJournalbofbDairybScienceWK2015WKjiWKeddiXfb 4 33

266 ResultsKfromKrawKmilkKmicrobiologicalKtestsKdoKnotKpredictKtheKshelfXlifeKperformanceKofK
commerciallyKpasteurizedKfluidKmilkYKJournalbofbDairybScienceWK2011WKjeWKbcbbXcc 4 33

265 MolecularKecologyKofK}isteriaKmonocytogenesKandKotherK}isteriaKspeciesKinKsmallKandKveryKsmallK
readyXtoXeatKmeatKprocessingKplantsYKJournalbofbFoodbProtectionWK2011WKheWKgdXhh 2.5 33

264
TheKprevalenceKofKmultidrugKresistanceKisKhigherKamongKbovineKthanKhumanKSalmonellaKentericaK
serotypeK ewportWKTyphimuriumWKandKeWfWbckikXKisolatesKinKtheKUnitedKStatesKbutKdiffersKbyKserotypeK
andKgeographicKregionYKAppliedbandbEnvironmentalbMicrobiologyWK2010WKhgWKfjehXfj

4.8 33

263 trossKTalkKbetweenKSigsKandKãrfrKinK}isteriaKmonocytogenesKwacilitatesKTransitionsKbetweenKvxtraXK
andKzntracellularKvnvironmentsYKMicrobiologybandbMolecularbBiologybReviewsWK2019WKidWK 13.2 32

262 tomparativeKrnalysisKofKToolsKandKrpproachesKforKSourceKTrackingKinKaKwoodKwacilityKUsingK
WholeXxenomeKSequenceKuataYKFrontiersbinbMicrobiologyWK2019WKbaWKjeh 5.7 32

261 zdentificationKofKdairyKfarmKmanagementKpracticesKassociatedKwithKtheKpresenceKofKpsychrotolerantK
sporeformersKinKbulkKtankKmilkYKJournalbofbDairybScienceWK2014WKjhWKeaidXjg 4 32

260 sigmaSsTKandKsigmaS}TKcontributeKtoK}isteriaKmonocytogenesKbaeadSKresponseKtoKtheKantimicrobialK
peptidesKSdptKandKnisinYKFoodbornebPathogensbandbDiseaseWK2009WKgWKbafhXgf 3.8 32

259
VirRXMediatedKResistanceKofK}isteriaKmonocytogenesKagainstKwoodKrntimicrobialsKandK
trossXãrotectionKznducedKbyKvxposureKtoK°rganicKrcidKSaltsYKAppliedbandbEnvironmentalb
MicrobiologyWK2015WKibWKeffdXgc

4.8 31

258 zdentificationKandKcharacterizationKofKpsychrotolerantKcoliformKbacteriaKisolatedKfromKpasteurizedK
fluidKmilkYKJournalbofbDairybScienceWK2016WKjjWKbdaXea 4 31

257 SalmonellaKbacteriophageKdiversityKreflectsKhostKdiversityKonKdairyKfarmsYKFoodbMicrobiologyWK2013WK
dgWKchfXif 6 31

256 xenomeKsequencingKidentifiesK}isteriaKfleischmanniiKsubspYKcoloradonensisKsubspYKnovYWKisolatedK
fromKaKranchYKInternationalbJournalbofbSystematicbandbEvolutionarybMicrobiologyWK2013WKgdWKdcfhXdcgi 2.2 31

255 uistributionsKofKSalmonellaKsubtypesKdifferKbetweenKtwoKUYSYKproduceXgrowingKregionsYKAppliedbandb
EnvironmentalbMicrobiologyWK2014WKiaWKdjicXjb 4.8 31

254
RecombinationKandKpositiveKselectionKcontributedKtoKtheKevolutionKofK}isteriaKmonocytogenesK
lineagesKzzzKandKzVWKtwoKdistinctKandKwellKsupportedKuncommonK}YKmonocytogenesKlineagesYK
InfectionobGeneticsbandbEvolutionWK2011WKbbWKbiibXja

4.5 31

253
wS}K{bXcaiWKaKvirulentKuncommonKphylogeneticKlineageKzVK}isteriaKmonocytogenesKstrainKwithKaK
smallKchromosomeKsizeKandKaKputativeKvirulenceKplasmidKcarryingKinternalinXlikeKgenesYKAppliedbandb
EnvironmentalbMicrobiologyWK2012WKhiWKbihgXij

4.8 31

252
uifferentialKregulationKofK}isteriaKmonocytogenesKinternalinKandKinternalinXlikeKgenesKbyKsigmasK
andKãrfrKasKrevealedKbyKsubgenomicKmicroarrayKanalysesYKFoodbornebPathogensbandbDiseaseWK2008WK
fWKebhXdf

3.8 31
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251 }isteriaKmonocytogenesKinKtheKthineseKfoodKsystemkKstrainKcharacterizationKthroughKpartialKactrK
sequencingKandKtissueXcultureKpathogenicityKassaysYKJournalbofbMedicalbMicrobiologyWK2005WKfeWKcbhXcce 3.2 31

250
vmbracingKuiversitykKuifferencesKinKVirulenceKMechanismsWKuiseaseKSeverityWKandKyostKrdaptationsK
tontributeKtoKtheKSuccessKofK ontyphoidalKasKaKwoodborneKãathogenYKFrontiersbinbMicrobiologyWK
2019WKbaWKbdgi

5.7 30

249
vvolutionKofK}isteriaKmonocytogenesKinKaKwoodKãrocessingKãlantKznvolvesK}imitedKSingleX ucleotideK
SubstitutionsKbutKtonsiderableKuiversificationKbyKxainKandK}ossKofKãrophagesYKAppliedbandb
EnvironmentalbMicrobiologyWK2020WKigWK

4.8 30

248 tontributionsKofKˇ�SsTKandKãrfrKtoK}isteriaKmonocytogenesKsaltKstressKunderKfoodKrelevantK
conditionsYKInternationalbJournalbofbFoodbMicrobiologyWK2014WKbhhWKjiXbai 5.8 29

247 ãeroxideKtestKstripsKdetectKaddedKhydrogenKperoxideKinKrawKmilkKatKlevelsKaffectingKbacterialKloadYK
JournalbofbFoodbProtectionWK2014WKhhWKbiajXbd 2.5 29

246 rKdecadeKofKimprovementkK ewKYorkKStateKfluidKmilkKqualityYKJournalbofbDairybScienceWK2012WKjfWKhdieXja 4 29

245 MultilocusKvariableXnumberKtandemXrepeatKmethodKforKtypingKSalmonellaKentericaKserovarK
 ewportYKJournalbofbClinicalbMicrobiologyWK2009WKehWKbjdeXi 9.7 29

244 TheK}isteriaKmonocytogenesKˇ�sKregulonKandKitsKvirulenceXassociatedKfunctionsKareKinhibitedKbyKaK
smallKmoleculeYKMBioWK2011WKcWK 7.8 29

243 xrowthKandKpersistenceKofK}isteriaKmonocytogenesKisolatesKonKtheKplantKmodelKrrabidopsisK
thalianaYKFoodbMicrobiologyWK2008WKcfWKgjiXhae 6 29

242
rpplicationKofKtheKsrXKforKscreeningZgenusK}isteriaKpolymeraseKchainKreactionKsystemKforK
monitoringK}isteriaKspeciesKinKcoldXsmokedKfishKandKinKtheKsmokedKfishKprocessingKenvironmentYK
JournalbofbFoodbProtectionWK2000WKgdWKdedXg

2.5 29

241 rKphageXencodedKantiXtRzSãRKenablesKcompleteKevasionKofKtypeKVzXrKtRzSãRXtasKimmunityYKScienceWK
2020WKdgjWKfeXfj 33.3 28

240 SystematicKreviewKofKtheKˇ�KregulonKsupportsKaKroleKinKstressKresponseWKvirulenceKandKmetabolismYK
FuturebMicrobiologyWK2019WKbeWKiabXici 2.9 28

239 rKSystX°MztSKrpproachKtoKvnsuringKwoodKSafetyKandKReducingKtheKvconomicKsurdenKofK
SalmonellosisYKFrontiersbinbMicrobiologyWK2017WKiWKjjg 5.7 28

238 warmKanimalKcontactKasKriskKfactorKforKtransmissionKofKbovineXassociatedKSalmonellaKsubtypesYK
EmergingbInfectiousbDiseasesWK2012WKbiWKbjcjXdg 10.2 28

237
ãrevalenceKandKdistributionKofK}isteriaKmonocytogenesKinlrKallelesKproneKtoKphaseKvariationKandK
inlrKallelesKwithKprematureKstopKcodonKmutationsKamongKhumanWKfoodWKanimalWKandKenvironmentalK
isolatesYKAppliedbandbEnvironmentalbMicrobiologyWK2015WKibWKiddjXef

4.8 27

236 tharacterizationKofKtheKcytolethalKdistendingKtoxinKStyphoidKtoxinTKinKnonXtyphoidalKSalmonellaK
serovarsYKGutbPathogensWK2015WKhWKbj 5.4 27

235
tomplexKznteractionsKsetweenKWeatherWKandKMicrobialKandKãhysicochemicalKWaterKσualityKzmpactK
theK}ikelihoodKofKuetectingKwoodborneKãathogensKinKrgriculturalKWaterYKFrontiersbinbMicrobiologyWK
2020WKbbWKbde

5.7 27

234 rssessmentKandKtomparisonKofKMolecularKSubtypingKandKtharacterizationKMethodsKforYKFrontiersbinb
MicrobiologyWK2019WKbaWKbfjb 5.7 27

(2019-2005)
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233 ãulsedXfieldKgelKelectrophoresisKdiversityKofKhumanKandKbovineKclinicalKSalmonellaKisolatesYK
FoodbornebPathogensbandbDiseaseWK2010WKhWKhahXbh 3.8 27

232 rntimicrobialKresistantKSalmonellaKinKdairyKcattleKinKtheKUnitedKStatesYKVeterinarybResearchb
CommunicationsWK2009WKddWKbjbXcaj 2.9 27

231 tomparisonKofKpublicKhealthKimpactKofK}isteriaKmonocytogenesKproductXtoXproductKandK
environmentXtoXproductKcontaminationKofKdeliKmeatsKatKretailYKJournalbofbFoodbProtectionWK2011WKheWKbigaXi2.5 27

230 }isteriaKmonocytogenesKandKhemolyticK}isteriaKinnocuaKinKpoultryYKPoultrybScienceWK2012WKjbWKcbfiXgd 3.9 27

229 MolecularKepidemiologyKandKclusterKanalysisKofKhumanKlisteriosisKcasesKinKthreeKUYSYKstatesYKJournalb
ofbFoodbProtectionWK2006WKgjWKbgiaXj 2.5 27

228 uailyKvariabilityKofK}isteriaKcontaminationKpatternsKinKaKcoldXsmokedKsalmonKprocessingKoperationYK
JournalbofbFoodbProtectionWK2006WKgjWKcbcdXdd 2.5 27

227 }owKprevalenceKofK}isteriaKmonocytogenesKinKhumanKstoolYKJournalbofbFoodbProtectionWK2005WKgiWKbhiXib 2.5 27

226
ãseudomonasKfluorescensKgroupKbacterialKstrainsKareKresponsibleKforKrepeatKandKsporadicK
postpasteurizationKcontaminationKandKreducedKfluidKmilkKshelfKlifeYKJournalbofbDairybScienceWK2018WK
babWKhhiaXhiaa

4 27

225 ãrevalenceKandKgrowthKofK}isteriaKonKnaturallyKcontaminatedKsmokedKsalmonKoverKciKdaysKofK
storageKatKeKdegreesKtYKJournalbofbFoodbProtectionWK2004WKghWKbaccXg 2.5 26

224 uetectionKofK}isteriaKinKcrawfishKprocessingKplantsKandKinKrawWKwholeKcrawfishKandKprocessedK
crawfishKSãrocambarusKsppYTYKJournalbofbFoodbProtectionWK2002WKgfWKbhdfXj 2.5 26

223 TemperatureKSignificantlyKrffectsKtheKãlaquingKandKrdsorptionKvfficienciesKofK}isteriaKãhagesYK
FrontiersbinbMicrobiologyWK2016WKhWKgdb 5.7 26

222 TaxonomicKreassessmentKofK eXlikeKvirusesKusingKcomparativeKgenomicsKandKproteomicsKsuggestsKaK
newKsubfamilyKXKMvnquartavirinaeMYKArchivesbofbVirologyWK2015WKbgaWKdafdXgc 2.6 25

221
TheKtytolethalKuistendingKToxinKãroducedKbyK ontyphoidalKSalmonellaKSerotypesK{avianaWK
MontevideoWK°ranienburgWKandKMississippiKznducesKu rKuamageKinKaKMannerKSimilarKtoKThatKofK
SerotypeKTyphiYKMBioWK2016WKhWK

7.8 25

220 StructuredKexpertKelicitationKaboutK}isteriaKmonocytogenesKcrossXcontaminationKinKtheK
environmentKofKretailKdeliKoperationsKinKtheKUnitedKStatesYKRiskbAnalysisWK2012WKdcWKbbdjXfg 3.9 25

219 MathematicalKmodelKofK}isteriaKmonocytogenesKcrossXcontaminationKinKaKfishKprocessingKplantYK
JournalbofbFoodbProtectionWK2004WKghWKcgiiXjh 2.5 25

218  onXradioactiveKdetectionKofKMycobacteriumKtuberculosisK}tRKproductsKinKaKmicrotitreKplateK
formatYKMolecularbandbCellularbProbesWK1993WKhWKbhjXig 3.3 25

217 znvestigationKofKaKlisteriosisKepizooticKinKsheepKinK ewKYorkKstateYKAmericanbJournalbofbVeterinaryb
ResearchWK1997WKfiWKhddXh 1.1 25

216 ãrophageKSequenceKãrofilesKReflectKxenomeKuiversityKandKtanKseKUsedKforKyighKuiscriminationK
SubtypingYKFrontiersbinbMicrobiologyWK2018WKjWKidg 5.7 24

Martin Wiedmann
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215
rgarKdiskKdiffusionKandKautomatedKmicrobrothKdilutionKproduceKsimilarKantimicrobialKsusceptibilityK
testingKresultsKforKSalmonellaKserotypesK ewportWKTyphimuriumWKandKeWfWbckiXWKbutKdifferKinK
economicKcostYKFoodbornebPathogensbandbDiseaseWK2011WKiWKbcibXi

3.8 24

214
rllelicKexchangeKandKsiteXdirectedKmutagenesisKprobeKtheKcontributionKofKrctrKaminoXacidK
variabilityKtoKphosphorylationKandKvirulenceXassociatedKphenotypesKamongK}isteriaKmonocytogenesK
strainsYKFEMSbMicrobiologybLettersWK2006WKcfeWKdaaXh

2.9 24

213 SalmonellaKphagesKandKprophageskKgenomicsWKtaxonomyWKandKappliedKaspectsYKMethodsbinbMolecularb
BiologyWK2015WKbccfWKcdhXih 1.4 23

212 uevelopmentKandKValidationKofKãathogenKvnvironmentalKMonitoringKãrogramsKforKSmallKtheeseK
ãrocessingKwacilitiesYKJournalbofbFoodbProtectionWK2016WKhjWKcajfXcbag 2.5 23

211
}andscapeWKWaterKσualityWKandKWeatherKwactorsKrssociatedKWithKanKzncreasedK}ikelihoodKofK
woodborneKãathogenKtontaminationKofK ewKYorkKStreamsKUsedKtoKSourceKWaterKforKãroduceK
ãroductionYKFrontiersbinbSustainablebFoodbSystemsWK2020WKdWK

4.8 23

210
SubtypeKanalysisKofKSalmonellaKisolatedKfromKsubclinicallyKinfectedKdairyKcattleKandKdairyKfarmK
environmentsKrevealsKtheKpresenceKofKbothKhumanXKandKbovineXassociatedKsubtypesYKVeterinaryb
MicrobiologyWK2014WKbhaWKdahXbg

3.3 23

209 znternalKtranscribedKspacerKSzTSTKsequencingKrevealsKconsiderableKfungalKdiversityKinKdairyKproductsYK
JournalbofbDairybScienceWK2017WKbaaWKiibeXiicf 4 23

208 zdentificationKofKtoreKtompetenciesKforKanKUndergraduateKwoodKSafetyKturriculumKUsingKaK
ModifiedKuelphiKrpproachYKJournalbofbFoodbSciencebEducationWK2014WKbdWKbcXcb 0.8 23

207 RefinementKofKtheK}isteriaKmonocytogenesKˇ�sKregulonKthroughKquantitativeKproteomicKanalysisYK
MicrobiologybkUnitedbKingdomlWK2013WKbfjWKbbajXbbbj 2.9 23

206
zmplementationKofKstatisticalKtoolsKtoKsupportKidentificationKandKmanagementKofKpersistentK}isteriaK
monocytogenesKcontaminationKinKsmokedKfishKprocessingKplantsYKJournalbofbFoodbProtectionWK2013WK
hgWKhjgXibb

2.5 23

205 SigmasXKandKãrfrXdependentKtranscriptionKofKgenesKpreviouslyKclassifiedKasKputativeKconstituentsK
ofKtheK}isteriaKmonocytogenesKãrfrKregulonYKFoodbornebPathogensbandbDiseaseWK2008WKfWKcibXjd 3.8 23

204
}ineageKspecificKrecombinationKandKpositiveKselectionKinKcodingKandKintragenicKregionsKcontributedK
toKevolutionKofKtheKmainK}isteriaKmonocytogenesKvirulenceKgeneKclusterYKInfectionobGeneticsbandb
EvolutionWK2008WKiWKfggXhg

4.5 23

203 vquineKmotorKneuronKdiseaseKisKnotKlinkedKtoKtuZZnKsuperoxideKdismutaseKmutationskKsequenceK
analysisKofKtheKequineKtuZZnKsuperoxideKdismutaseKcu rYKGeneWK1996WKbhiWKidXi 3.8 23

202 zdentificationKofKvrwiniaKstewartiiKbyKaKligaseKchainKreactionKassayYKAppliedbandbEnvironmentalb
MicrobiologyWK1994WKgaWKchiXie 4.8 23

201 vnhancedKSanitationKStandardK°peratingKãroceduresKyaveK}imitedKzmpactKonK}isteriaK
monocytogenesKãrevalenceKinKRetailKuelisYKJournalbofbFoodbProtectionWK2017WKbjadXbjbc 2.5 22

200 SalmonellaKphagesKisolatedKfromKdairyKfarmsKinKThailandKshowKwiderKhostKrangeKthanKaKcomparableK
setKofKphagesKisolatedKfromKUYSYKdairyKfarmsYKVeterinarybMicrobiologyWK2014WKbhcWKdefXfc 3.3 22

199 ãroteinKlevelKidentificationKofKtheK}isteriaKmonocytogenesKsigmaKyWKsigmaK}WKandKsigmaKtKregulonsYK
BMCbMicrobiologyWK2013WKbdWKbfg 4.5 22

198 vvaluationKofKvariousKselectiveKmediaKforKtheKdetectionKofKãseudomonasKspeciesKinKpasteurizedK
milkYKJournalbofbDairybScienceWK2012WKjfWKbfgiXhe 4 22

(2012-2011)
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197 vfficacyKofKdifferentKantimicrobialsKonKinhibitionKofK}isteriaKmonocytogenesKgrowthKinKlaboratoryK
mediumKandKonKcoldXsmokedKsalmonYKInternationalbJournalbofbFoodbMicrobiologyWK2013WKbgfWKcgfXhf 5.8 22

196
SaltKstressXinducedKtranscriptionKofKˇ�sXKandKttsRXregulatedKgenesKinKpersistentKandKnonXpersistentK
}isteriaKmonocytogenesKstrainsKfromKfoodKprocessingKplantsYKFoodbornebPathogensbandbDiseaseWK
2012WKjWKbjiXcag

3.8 22

195 ruSrKwoundationKScholarKrwardXXrnKintegratedKscienceXbasedKapproachKtoKdairyKfoodKsafetykK
}isteriaKmonocytogenesKasKaKmodelKsystemYKJournalbofbDairybScienceWK2003WKigWKbigfXhf 4 22

194 rlternativeKsigmaKfactorKsigmasKisKnotKessentialKforKlisteriaKmonocytogenesKsurfaceKattachmentYK
JournalbofbFoodbProtectionWK2005WKgiWKdbbXh 2.5 22

193 tharacterizationKofKtheKprfrKvirulenceKgeneKclusterKinsertionKsiteKinKnonXhemolyticK}isteriaKsppYkK
probingKtheKevolutionKofKtheK}isteriaKvirulenceKgeneKislandYKCurrentbMicrobiologyWK2001WKedWKchbXh 2.4 22

192 uiversityKofKStreptococcusKagalactiaeKandKStaphylococcusKaureusKribotypesKrecoveredKfromK ewK
YorkKdairyKherdsYKAmericanbJournalbofbVeterinarybResearchWK1997WKfiWKeicXh 1.1 22

191 MolecularKinvestigationKofKaKlisteriosisKoutbreakKinKgoatsKcausedKbyKanKunusualKstrainKofK}isteriaK
monocytogenesYKJournalbofbthebAmericanbVeterinarybMedicalbAssociationWK1999WKcbfWKdgjXhbWKdea 1 22

190 SurvivalKandKdetectionKofKcoliformsWKvnterobacteriaceaeWKandKgramXnegativeKbacteriaKinKxreekK
yogurtYKJournalbofbDairybScienceWK2017WKbaaWKjfaXjga 4 21

189 vmergingKneedsKandKopportunitiesKinKfoodborneKdiseaseKdetectionKandKpreventionkKwromKtoolsKtoK
peopleYKFoodbMicrobiologyWK2018WKhfWKgfXhb 6 21

188 SurvivalKofKvscherichiaKcoliKonK}ettuceKunderKwieldKtonditionsKvncounteredKinKtheK ortheasternK
UnitedKStatesYKJournalbofbFoodbProtectionWK2017WKiaWKbcbeXbccb 2.5 20

187 vxplorationKofKtheKroleKofKtheKnonXcodingKR rKSbrvKinK}YKmonocytogenesKstressKresponseYK
InternationalbJournalbofbMolecularbSciencesWK2012WKbeWKdhiXjd 6.3 20

186
TemporalKxenomicKãhylogenyKReconstructionKzndicatesKaKxeospatialKTransmissionKãathKofKterroKinK
theKUnitedKStatesKandKaKtladeXSpecificK}ossKofKyydrogenKSulfideKãroductionYKFrontiersbinb
MicrobiologyWK2017WKiWKhdh

5.7 20

185 rssociationsKamongK}isteriaKmonocytogenesKgenotypesKandKdistinctKclinicalKmanifestationsKofK
listeriosisKinKcattleYKAmericanbJournalbofbVeterinarybResearchWK2006WKghWKgbgXcg 1.1 20

184 zmpactKofKinterventionKstrategiesKonK}isteriaKcontaminationKpatternsKinKcrawfishKprocessingKplantskK
aKlongitudinalKstudyYKJournalbofbFoodbProtectionWK2004WKghWKbbgdXj 2.5 20

183 xenomicsKtoolsKinKmicrobialKfoodKsafetyYKCurrentbOpinionbinbFoodbScienceWK2015WKeWKbafXbba 9.8 19

182 zdentificationKandKclassificationKofKsamplingKsitesKforKpathogenKenvironmentalKmonitoringKprogramsK
forK}isteriaKmonocytogeneskKResultsKfromKanKexpertKelicitationYKFoodbMicrobiologyWK2018WKhfWKcXbh 6 19

181
uesignKvlementsKofK}isteriaKvnvironmentalKMonitoringKãrogramsKinKwoodKãrocessingKwacilitieskKrK
ScopingKReviewKofKResearchKandKxuidanceKMaterialsYKComprehensivebReviewsbinbFoodbSciencebandb
FoodbSafetyWK2018WKbhWKbbfgXbbhb

16.4 19

180 TheKTyphoidKToxinKãroducedKbyKtheK ontyphoidalKSerotypeK{avianaKzsKRequiredKforKznductionKofKaK
u rKuamageKResponseKandKSystemicKSpreadYKMBioWK2018WKjWK 7.8 18
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179 yomeKrlonekKvliminationKofKrllKbutK°neKrlternativeKSigmaKwactorKinKrllowsKãredictionKofK ewKRolesK
forKˇ�YKFrontiersbinbMicrobiologyWK2017WKiWKbjba 5.7 18

178 vffectKofKcuringKmethodKandKfreezeXthawingKonKsubsequentKgrowthKofK}isteriaKmonocytogenesKonK
coldXsmokedKsalmonYKJournalbofbFoodbProtectionWK2012WKhfWKbgbjXcg 2.5 18

177 uistributionKofKinternalinKgeneKprofilesKofK}isteriaKmonocytogenesKisolatesKfromKdifferentKsourcesK
associatedKwithKphylogeneticKlineagesYKFoodbornebPathogensbandbDiseaseWK2007WKeWKcccXdc 3.8 18

176
 ovelKmethodKtoKidentifyKsourceXassociatedKphylogeneticKclusteringKshowsKthatK}isteriaK
monocytogenesKincludesKnicheXadaptedKclonalKgroupsKwithKdistinctKecologicalKpreferencesYKJournalb
ofbClinicalbMicrobiologyWK2006WKeeWKdhecXfb

9.7 18

175 UseKofKplasmidKprofilingKasKaKtypingKmethodKforKepidemiologicallyKrelatedKtlostridiumKperfringensK
isolatesKfromKfoodKpoisoningKcasesKandKoutbreaksYKLettersbinbAppliedbMicrobiologyWK1995WKcaWKcjaXe 2.9 18

174 °ptimizationKofKcombinationsKofKbactericidalKandKbacteriostaticKtreatmentsKtoKcontrolK}isteriaK
monocytogenesKonKcoldXsmokedKsalmonYKInternationalbJournalbofbFoodbMicrobiologyWK2014WKbhjWKbXj 5.8 17

173 rssessmentKcriteriaKandKapproachesKforKrapidKdetectionKmethodsKtoKbeKusedKinKtheKfoodKindustryYK
JournalbofbFoodbProtectionWK2014WKhhWKghaXja 2.5 17

172 RecurrentK}isteriaKmonocytogenesKinfectionkKrelapseKorKreinfectionKwithKaKuniqueKstrainKconfirmedK
byKmolecularKsubtypingYKClinicalbInfectiousbDiseasesWK2001WKddWKcfhXj 11.6 17

171 rKproposedKnewKbacteriophageKsubfamilykKM{erseyvirinaeMYKArchivesbofbVirologyWK2015WKbgaWKbacbXdd 2.6 16

170 σuantifyingKhumanKimpactKonKvarthRsKmicrobiomeYKNaturebMicrobiologyWK2016WKbWKbgbef 26.6 16

169 xenomicKcomparisonKofKsporeformingKbacilliKisolatedKfromKmilkYKBMCbGenomicsWK2014WKbfWKcg 4.5 16

168 xenomicKcharacterizationKofKSalmonellaKterroKSTdghWKanKemergingKSalmonellaKsubtypeKinKcattleKinK
theKUnitedKStatesYKBMCbGenomicsWK2014WKbfWKech 4.5 16

167 tomparativeKxenomicsKRevealsKtheKuiversityKofKRestrictionXModificationKSystemsKandKu rK
MethylationKSitesKinK}isteriaKmonocytogenesYKAppliedbandbEnvironmentalbMicrobiologyWK2017WKidWK 4.8 16

166 RegulatoryKnetworkKfeaturesKinK}isteriaKmonocytogenesXchangingKtheKwayKweKtalkYKFrontiersbinb
CellularbandbInfectionbMicrobiologyWK2014WKeWKbe 5.9 16

165 ReductionKofKpasteurizationKtemperatureKleadsKtoKlowerKbacterialKoutgrowthKinKpasteurizedKfluidK
milkKduringKrefrigeratedKstoragekKaKcaseKstudyYKJournalbofbDairybScienceWK2012WKjfWKehbXf 4 16

164 SalmonellaKterroKisolatedKoverKtheKpastKtwentyKyearsKfromKvariousKsourcesKinKtheKUSKrepresentKaK
singleKpredominantKpulsedXfieldKgelKelectrophoresisKtypeYKVeterinarybMicrobiologyWK2011WKbfaWKdijXjd 3.3 16

163
UseKofKmultipleXlocusKvariableKnumberKtandemKrepeatKanalysisKandKphageKtypingKforKsubtypingKofK
SalmonellaKvnteritidisKfromKsporadicKhumanKcasesKinKtheKUnitedKStatesYKJournalbofbAppliedb
MicrobiologyWK2010WKbaiWKifjXigh

4.7 16

162 tontributionsKtoKselectedKphenotypicKcharacteristicsKofKlargeKspeciesXKandKlineageXspecificKgenomicK
regionsKinK}isteriaKmonocytogenesYKFoodbMicrobiologyWK2009WKcgWKcbcXcd 6 16

(2009-2017)
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161 rssessmentKofK}isteriaKmonocytogenesKvirulenceKinKtheKxalleriaKmellonellaKinsectKlarvaeKmodelYK
PLoSbONEWK2017WKbcWKeabieffh 3.7 16

160 xeneticKStabilityKandKvvolutionKofKtheKrlleleWKUsedKforK}isteriaKSensuKStrictoKSubtypingKandK
ãhylogeneticKznferenceYKAppliedbandbEnvironmentalbMicrobiologyWK2017WKidWK 4.8 15

159 vnrs}ekKrnKagentXbasedKmodelKtoKunderstandK}isteriaKdynamicsKinKfoodKprocessingKfacilitiesYK
ScientificbReportsWK2019WKjWKejf 4.9 15

158 StochasticKandKuifferentialKrctivationKofKˇ�KandKãrfrKinKatKtheKSingleKtellK}evelKunderKuifferentK
vnvironmentalKStressKtonditionsYKFrontiersbinbMicrobiologyWK2017WKiWKdei 5.7 15

157 ValidationKofKtheKdMKmolecularKdetectionKsystemKforKtheKdetectionKofKlisteriaKinKmeatWKseafoodWK
dairyWKandKretailKenvironmentsYKJournalbofbFoodbProtectionWK2013WKhgWKiheXi 2.5 15

156 TransmissionKdynamicsKofKaKmultidrugXresistantKSalmonellaKtyphimuriumKoutbreakKinKaKdairyKfarmYK
FoodbornebPathogensbandbDiseaseWK2010WKhWKeghXhe 3.8 15

155 MarkovKchainKapproachKtoKanalyzeKtheKdynamicsKofKpathogenKfecalKsheddingXXexampleKofK}isteriaK
monocytogenesKsheddingKinKaKherdKofKdairyKcattleYKJournalbofbTheoreticalbBiologyWK2007WKcefWKeeXfi 2.3 15

154 tharacterizationKofKdominantKlacticKacidKbacteriaKisolatedKfromKSˆ£oK{orgeKcheeseWKusingKbiochemicalK
andKribotypingKmethodsYKJournalbofbAppliedbMicrobiologyWK2007WKbadWKbidiXee 4.7 15

153 vvaluationKofKdifferentKmethodsKtoKdetectKmicrobialKhygieneKindicatorsKrelevantKinKtheKdairyK
industryYKJournalbofbDairybScienceWK2016WKjjWKhaddXhaec 4 15

152  everthelessWKSheKResistedKXKRoleKofKtheKvnvironmentKonKSensitivityKtoK isinKTreatmentKinKaK
}aboratoryKtheeseKModelYKFrontiersbinbMicrobiologyWK2020WKbbWKgdf 5.7 14

151
TheKsileKStimulonKunderKrcidicKtonditionsKzsKtharacterizedKbyKStrainXSpecificKãatternsKandKtheK
UpregulationKofKMotilityWKtellKWallKModificationKwunctionsWKandKtheKãrfrKRegulonYKFrontiersbinb
MicrobiologyWK2018WKjWKbca

5.7 14

150 ãsychrotolerantKsporeXformerKgrowthKcharacterizationKforKtheKdevelopmentKofKaKdairyKspoilageK
predictiveKmodelYKJournalbofbDairybScienceWK2018WKbabWKgjgeXgjib 4 14

149 ãrevalenceWKãersistenceWKandKuiversityKofKandKSpeciesKinKãroduceKãackinghousesKinKThreeKUYSYK
StatesYKJournalbofbFoodbProtectionWK2020WKchhXcig 2.5 14

148  ationwideKgenomicKatlasKofKsoilXdwellingK}isteriaKrevealsKeffectsKofKselectionKandKpopulationK
ecologyKonKpangenomeKevolutionYKNaturebMicrobiologyWK2021WKgWKbacbXbada 26.6 14

147 uynamicKuuoXTheKSalmonellaKtytolethalKuistendingKToxinKtombinesKruãXRibosyltransferaseKandK
 ucleaseKrctivitiesKinKaK ovelKwormKofKtheKtytolethalKuistendingKToxinYKToxinsWK2016WKiWK 4.9 14

146 rpproachesKtoKempowerKtheKimplementationKofKnewKtoolsKtoKdetectKandKpreventKfoodborneK
pathogensKinKfoodKprocessingYKFoodbMicrobiologyWK2018WKhfWKbcgXbdc 6 13

145
ValidationKofKaKãreviouslyKuevelopedKxeospatialKModelKThatKãredictsKtheKãrevalenceKofK}isteriaK
monocytogenesKinK ewKYorkKStateKãroduceKwieldsYKAppliedbandbEnvironmentalbMicrobiologyWK2016WK
icWKhjhXiah

4.8 13

144 SalmonellaKentericaKserovarK°ranienburgKoutbreakKinKaKveterinaryKmedicalKteachingKhospitalKwithK
evidenceKofKnosocomialKandKonXfarmKtransmissionYKVectorpBornebandbZoonoticbDiseasesWK2014WKbeWKejgXfac2.4 13

Martin Wiedmann
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143 MultidrugXresistantKSalmonellaKtyphimuriumWKãacificK orthwestWKUnitedKStatesYKEmergingbInfectiousb
DiseasesWK2007WKbdWKbfidXg 10.2 13

142 uetectionKandKcharacterizationKofK}isteriaKmonocytogenesKinKSaoK{orgeKSãortugalTKcheeseK
productionYKJournalbofbDairybScienceWK2006WKijWKeefgXgb 4 13

141 ãhylogenyKandKfunctionalKconservationKofKsigmaSvTKinKendosporeXformingKbacteriaYKMicrobiologyb
kUnitedbKingdomlWK2000WKbegKSKãtKhTWKbfjdXbgad 2.9 13

140 vxposureKofKfluidKmilkKtoK}vuKlightKnegativelyKaffectsKconsumerKperceptionKandKaltersKunderlyingK
sensoryKpropertiesYKJournalbofbDairybScienceWK2016WKjjWKedajXedce 4 13

139
rKcenturyKofKgraykKrKgenomicKlocusKfoundKinKcKdistinctKãseudomonasKsppYKisKassociatedKwithK
historicalKandKcontemporaryKcolorKdefectsKinKdairyKproductsKworldwideYKJournalbofbDairybScienceWK
2019WKbacWKfjhjXgaaa

4 12

138 RapidKdetectionKandKcharacterizationKofKpostpasteurizationKcontaminantsKinKpasteurizedKfluidKmilkYK
JournalbofbDairybScienceWK2018WKbabWKhhegXhhfg 4 12

137 tontributionsKofKsixKlineageXspecificKinternalinXlikeKgenesKtoKinvasionKefficiencyKofK}isteriaK
monocytogenesYKFoodbornebPathogensbandbDiseaseWK2009WKgWKfhXha 3.8 12

136 sacterialKsporeKlevelsKinKbulkKtankKrawKmilkKareKinfluencedKbyKenvironmentalKandKcowKhygieneK
factorsYKJournalbofbDairybScienceWK2019WKbacWKjgijXjhab 4 12

135 rlternativeKapproachesKtoKtheKriskKmanagementKofK}isteriaKmonocytogenesKinKlowKriskKfoodsYKFoodb
ControlWK2021WKbcdWKbahgab 6.2 12

134 vscherichiaKcoliKtransferKfromKsimulatedKwildlifeKfecesKtoKlettuceKduringKfoliarKirrigationkKrKfieldK
studyKinKtheK ortheasternKUnitedKStatesYKFoodbMicrobiologyWK2017WKgiWKceXdd 6 11

133 TheK}isteriaKmonocytogenesKstrainKbaeadSKsiotycKdatabaseYKDatabase:bthebJournalbofbBiologicalb
DatabasesbandbCurationWK2015WKcabfWK 5 11

132 zssuesKtoKconsiderKwhenKsettingKinterventionKtargetsKwithKlimitedKdataKforKlowXmoistureKfoodK
commoditieskKaKpeanutKcaseKstudyYKJournalbofbFoodbProtectionWK2013WKhgWKdgaXj 2.5 11

131 TheKcombinationKofKlactateKandKdiacetateKsynergisticallyKreducesKcoldKgrowthKinKbrainKheartKinfusionK
brothKacrossK}isteriaKmonocytogenesKlineagesYKJournalbofbFoodbProtectionWK2010WKhdWKgdbXea 2.5 11

130 vvaluationKofKtheKpathogenicityKofK}isteriaKsppYKinKtaenorhabditisKelegansYKFoodbornebPathogensbandb
DiseaseWK2007WKeWKghXhd 3.8 11

129 uetectionKandKãrevalenceKofK}isteriaKinKUYSYKãroduceKãackinghousesKandKwreshXtutKwacilitiesYKJournalb
ofbFoodbProtectionWK2020WKidWKbgfgXbggg 2.5 11

128 TheKãlasmidomeKasKaKReservoirKofKrntibioticKResistanceYKMicroorganismsWK2020WKiWK 4.9 11

127
ãredictiveKModelsKMayKtomplementKorKãrovideKanKrlternativeKtoKvxistingKStrategiesKforKrssessingK
theKvntericKãathogenKtontaminationKStatusKofK ortheasternKStreamsKUsedKtoKãrovideKWaterKforK
ãroduceKãroductionYKFrontiersbinbSustainablebFoodbSystemsWK2020WKeWK

4.8 11

126 vnvironmentalKconditionsKandKserotypeKaffectK}isteriaKmonocytogenesKsusceptibilityKtoKphageK
treatmentKinKaKlaboratoryKcheeseKmodelYKJournalbofbDairybScienceWK2019WKbacWKjgheXjgii 4 11

(2019-2007)

19



125 vvaluationKofKbiopreservativesKinKxreekKyogurtKtoKinhibitKyeastKandKmoldKspoilageKandKdevelopmentK
ofKaKyogurtKspoilageKpredictiveKmodelYKJournalbofbDairybScienceWK2018WKbabWKbahfjXbahhe 4 11

124 SerotypeXspecificKevolutionaryKpatternsKofKantimicrobialXresistantKSalmonellaKentericaYKBMCb
EvolutionarybBiologyWK2019WKbjWKbdc 3 10

123 vvaluationKofKrealXtimeKnanoporeKsequencingKforKSalmonellaKserotypeKpredictionYKFoodbMicrobiology
WK2020WKijWKbadefc 6 10

122 rnKadvancedKbioinformaticsKapproachKforKanalyzingKR rXseqKdataKrevealsKsigmaKyXdependentK
regulationKofKcompetenceKgenesKinK}isteriaKmonocytogenesYKBMCbGenomicsWK2016WKbhWKbbf 4.5 10

121
}ongitudinalKassessmentKofKdairyKfarmKmanagementKpracticesKassociatedKwithKtheKpresenceKofK
psychrotolerantKsacillalesKsporesKinKbulkKtankKmilkKonKbaK ewKYorkKStateKdairyKfarmsYKJournalbofb
DairybScienceWK2017WKbaaWKihidXihjf

4 10

120 tonsensusKcategorizationKofKcheeseKbasedKonKwaterKactivityKandKpyXrKrationalKapproachKtoK
systemizingKcheeseKdiversityYKJournalbofbDairybScienceWK2017WKbaaWKiebXieh 4 10

119 vnvironmentalKReservoirKandKTransmissionKintoKtheKMammalianKyostK2007WKbbbXbdh 10

118 tharacterizationKofKrpoSKallelesKinKvscherichiaKcoliK°bfhkyhKandKinKotherKvYKcoliKserotypesYKJournalbofb
AppliedbMicrobiologyWK1999WKigWKcjfXdab 4.7 10

117
}isteriaKcossartiaeKspYKnovYWK}isteriaKfarberiKspYKnovYWK}isteriaKimmobilisKspYKnovYWK}isteriaKportnoyiKspYK
novYKandK}isteriaKrusticaKspYKnovYWKisolatedKfromKagriculturalKwaterKandKnaturalKenvironmentsYK
InternationalbJournalbofbSystematicbandbEvolutionarybMicrobiologyWK2021WKhbWK

2.2 10

116 seddingKandKbeddingKmanagementKpracticesKareKassociatedKwithKmesophilicKandKthermophilicKsporeK
levelsKinKbulkKtankKrawKmilkYKJournalbofbDairybScienceWK2019WKbacWKgiifXgjaa 4 9

115 ShortKcommunicationkKãseudomonasKazotoformansKcausesKgrayKdiscolorationKinKyTSTKfluidKmilkYK
JournalbofbDairybScienceWK2017WKbaaWKhjagXhjaj 4 9

114 tlinicalKfeaturesKofKhumanKsalmonellosisKcausedKbyKbovineXassociatedKsubtypesKinK ewKYorkYK
FoodbornebPathogensbandbDiseaseWK2012WKjWKhjgXiac 3.8 9

113 tompleteKxenomeKSequenceKofKtheKãorcineKStrainKsrachyspiraKpilosicoliKãedZgZhiSTYTYKGenomeb
AnnouncementsWK2013WKbWK 9

112 znternationalK}ifeKScienceKznstituteK orthKrmericaKtronobacterKSwormerlyKvnterobacterKsakazakiiTK
isolateKsetYKJournalbofbFoodbProtectionWK2013WKhgWKeaXfb 2.5 9

111 wluoroXphenylXstyreneXsulfonamideWKaKnovelKinhibitorKofKˇ�sKactivityWKpreventsKtheKactivationKofKˇ�sKbyK
environmentalKandKenergyKstressesKinKsacillusKsubtilisYKJournalbofbBacteriologyWK2013WKbjfWKcfajXbh 3.5 9

110 TemporalKclustersKofKbovineKSalmonellaKcasesKatKaKveterinaryKmedicalKteachingKhospitalWKbjjgXcaahYK
VectorpBornebandbZoonoticbDiseasesWK2010WKbaWKehbXj 2.4 9

109 rpplicationsKofKu rKamplificationKtechniquesKinKveterinaryKdiagnosticsYKVeterinarybResearchb
CommunicationsWK1995WKbjWKdhfXeah 2.9 9

108 }actococcusKpetauriKspYKnovYWKisolatedKfromKanKabscessKofKaKsugarKgliderYKInternationalbJournalbofb
SystematicbandbEvolutionarybMicrobiologyWK2017WKghWKedjhXeeae 2.2 9
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107 znvitedKreviewkKtontrollingKdairyKproductKspoilageKtoKreduceKfoodKlossKandKwasteYKJournalbofbDairyb
ScienceWK2021WKbaeWKbcfbXbcgb 4 9

106
vvaluationKofKinvrKuiversityKamongKSalmonellaKSpeciesKSuggestsKWhyKSomeKtommerciallyKrvailableK
RapidKuetectionK|itsKMayKwailKToKuetectKMultipleKSalmonellaKSubspeciesKandKSpeciesYKJournalbofb
FoodbProtectionWK2019WKicWKhbaXhbh

2.5 8

105 vvaluationKofKRapidKMolecularKuetectionKrssaysKforKSalmonellaKinKthallengingKwoodKMatricesKatK}owK
znoculationK}evelsKandKUsingKuifficultXtoXuetectKStrainsYKJournalbofbFoodbProtectionWK2015WKhiWKbgdcXeb 2.5 8

104
xrowthKtemperatureXdependentKcontributionsKofKresponseKregulatorsWKˇ�sWKãrfrWKandKmotilityK
factorsKtoK}isteriaKmonocytogenesKinvasionKofKtacoXcKcellsYKFoodbornebPathogensbandbDiseaseWK2010WK
hWKbddhXej

3.8 8

103 uetectionKofKbovineKleukocyteKadhesionKdeficiencyKbyKnonisotopicKligaseKchainKreactionYKAnimalb
GeneticsWK2009WKcfWKjfXji 2.5 8

102
rssemblyKandKtharacterizationKofKaKãathogenKStrainKtollectionKforKãroduceKSafetyKrpplicationskK
ãreXgrowthKtonditionsKyaveKaK}argerKvffectKonKãeroxyaceticKrcidKToleranceKThanKStrainKuiversityYK
FrontiersbinbMicrobiologyWK2019WKbaWKbccd

5.7 7

101 StartingKfromKtheKbenchXXpreventionKandKcontrolKofKfoodborneKandKzoonoticKdiseasesYKPreventiveb
VeterinarybMedicineWK2015WKbbiWKbijXjf 3.1 7

100 TheKruãXRibosylatingKToxinsKofYKToxinsWK2019WKbbWK 4.9 7

99 tlassificationKofK}isteriaKmonocytogenesKpersistenceKinKretailKdelicatessenKenvironmentsKusingK
expertKelicitationKandKmachineKlearningYKRiskbAnalysisWK2014WKdeWKbidaXef 3.9 7

98
rKbaXYearKReviewKofKtheKwoodKScienceKSummerKScholarsKãrogramkKrKModelKforKResearchKTrainingK
andKforKRecruitingKUndergraduateKStudentsKintoKxraduateKãrogramsKandKtareersKinKwoodKScienceYK
JournalbofbFoodbSciencebEducationWK2010WKjWKjiXbaf

0.8 7

97 RibotypeKdiversityKofK}isteriaKmonocytogenesKisolatesKfromKtwoKsalmonKprocessingKplantsKinK
 orwayYKInternationalbJournalbofbEnvironmentalbHealthbResearchWK2006WKbgWKdhfXid 3.6 7

96 rKligaseKchainKreactionKtargetingKtwoKadjacentKnucleotidesKallowsKtheKdifferentiationKofKcowpoxK
virusKfromKotherK°rthopoxvirusKspeciesYKJournalbofbVirologicalbMethodsWK1994WKejWKdfdXga 2.6 7

95 MilkingKtimeKhygieneKinterventionsKonKdairyKfarmsKreduceKsporeKcountsKinKrawKmilkYKJournalbofbDairyb
ScienceWK2020WKbadWKeaiiXeajj 4 7

94 rllKfoodKprocessesKhaveKaKresidualKriskWKsomeKareKsmallWKsomeKveryKsmallKandKsomeKareKextremelyK
smallkKzeroKriskKdoesKnotKexistYKCurrentbOpinionbinbFoodbScienceWK2021WKdjWKidXjc 9.8 7

93 woodKSafetyKandKvmployeeKyealthKzmplicationsKofKt°VzuXbjkKrKReviewYKJournalbofbFoodbProtectionWK
2021WKieWKbjhdXbjij 2.5 7

92
SpatiotemporalKrnalysisKofKMicrobiologicalKtontaminationKinK ewKYorkKStateKãroduceKwieldsK
followingKvxtensiveKwloodingKfromKyurricaneKzreneWKrugustKcabbYKJournalbofbFoodbProtectionWK2016WK
hjWKdieXjb

2.5 7

91 tomparativeKgenomicsKrevealsKdifferentKpopulationKstructuresKassociatedKwithKhostKandKgeographicK
originKinKantimicrobialXresistantKSalmonellaKentericaYKEnvironmentalbMicrobiologyWK2020WKccWKcibbXcici 5.2 7

90 RespondingKtoKbioterrorKconcernsKbyKincreasingKmilkKpasteurizationKtemperatureKwouldKincreaseK
estimatedKannualKdeathsKfromKlisteriosisYKJournalbofbFoodbProtectionWK2014WKhhWKgjgXhbc 2.5 6
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89 ˇ�SsTKplaysKaKlimitedKroleKinKtheKabilityKofK}isteriaKmonocytogenesKstrainKwcdgfKtoKsurviveKoxidativeK
andKacidKstressKandKinKitsKvirulenceKcharacteristicsYKJournalbofbFoodbProtectionWK2013WKhgWKcahjXig 2.5 6

88 rntimicrobialKdrugKresistanceKpatternsKamongKcattleXKandKhumanXassociatedKSalmonellaKstrainsYK
JournalbofbFoodbProtectionWK2013WKhgWKbghgXii 2.5 6

87 tlostridiumKtepidumKspYKnovYWKaKcloseKrelativeKofKtlostridiumKsporogenesKandKtlostridiumKbotulinumK
xroupKzYKInternationalbJournalbofbSystematicbandbEvolutionarybMicrobiologyWK2017WKghWKcdbhXcdcc 2.2 6

86 tereulideKSynthetaseKrcquisitionKandK}ossKvventsKwithinKtheKvvolutionaryKyistoryKofKxroupKzzzK
wacilitateKtheKTransitionKbetweenKvmeticKandKuiarrhealKwoodborneKãathogensYKMBioWK2020WKbbWK 7.8 6

85
znterpretabilityKVersusKrccuracykKrKtomparisonKofKMachineK}earningKModelsKsuiltKUsingKuifferentK
rlgorithmsWKãerformanceKMeasuresWKandKweaturesKtoKãredictK}evelsKinKrgriculturalKWaterYKFrontiersb
inbArtificialbIntelligenceWK2021WKeWKgcieeb

3 6

84 ãhosphotransferaseKsystemXdependentKextracellularKgrowthKofKlisteriaKmonocytogenesKisK
regulatedKbyKalternativeKsigmaKfactorsKˇ�}KandKˇ�yYKAppliedbandbEnvironmentalbMicrobiologyWK2014WKiaWKhghdXic4.8 5

83 uetectionKofK}isteriaKmonocytogenesKinKsurfaceKswabsKusingKaKnonXradioactiveKpolymeraseKchainK
reactionXcoupledKligaseKchainKreactionKassayYKFoodbMicrobiologyWK1995WKbcWKbfbXbfh 6 5

82 |eepingKupKwithKtheKgroupkKtaxonomyKthroughKtheKgenomicsKeraKandKbeyondYKCriticalbReviewsbinb
FoodbSciencebandbNutritionWK2021WKbXcg 11.5 5

81 rntibioticKResistanceKinKShigaKToxigenicKzsolatesKfromKSurfaceKWatersKandKSedimentsKinKaKMixedKUseK
UrbanKrgriculturalK}andscapeYKAntibioticsWK2021WKbaWK 4.9 5

80
MolecularKecologyKofK}isteriaKsppYWKSalmonellaWKvscherichiaKcoliK°bfhkyhKandKnonX°bfhKShigaK
toxinXproducingKvY´ coliKinKpristineKnaturalKenvironmentsKinK orthernKtoloradoYKJournalbofbAppliedb
MicrobiologyWK2018WKbceWKfbbXfcb

4.7 5

79 sackyardKwarmsKRepresentKaKSourceKofKWideKyostKRangeKSalmonellaKãhagesKThatK}ysedKtheKMostK
tommonKSalmonellaKSerovarsYKJournalbofbFoodbProtectionWK2018WKibWKchcXchi 2.5 5

78 xenesKrssociatedKWithKãsychrotolerantKxroupKzsolatesYKFrontiersbinbMicrobiologyWK2019WKbaWKggc 5.7 4

77
tlonalKtlusteringKUsingKbaXxeneKMultilocusKSequenceKTypingKRevealsKanKrssociationKsetweenK
xenotypeKandK}isteriaKmonocytogenesKMaximumKxrowthKRateKinKuefinedKMediumYKFoodborneb
PathogensbandbDiseaseWK2015WKbcWKjhcXic

3.8 4

76
znterventionsKdesignedKtoKcontrolKpostpasteurizationKcontaminationKinKhighXtemperatureWK
shortXtimeXpasteurizedKfluidKmilkKprocessingKfacilitieskKrKcaseKstudyKonKtheKeffectKofKemployeeK
trainingWKcleanXinXplaceKchemicalKmodificationWKandKpreventiveKmaintenanceKprogramsYKJournalbofb
DairybScienceWK2020WKbadWKhfgjXhfie

4 4

75 wecalKsheddingKofWKantimicrobialKresistanceKinWKandKserologicKresponseKtoKSalmonellaKTyphimuriumKinK
dairyKcalvesYKJournalbofbthebAmericanbVeterinarybMedicalbAssociationWK2009WKcdfWKhdjXei 1 4

74 ãreXgrowthKconditionsKandKstrainKdiversityKaffectKnisinKtreatmentKefficacyKagainstK}isteriaK
monocytogenesKonKcoldXsmokedKsalmonYKInternationalbJournalbofbFoodbMicrobiologyWK2020WKdddWKbaihjd 5.8 4

73 wactorsKthatKcontributeKtoKpersistentK}isteriaKinKfoodKprocessingKfacilitiesKandKrelevantK
interventionskKrKrapidKreviewYKFoodbControlWK2021WKbddWKbaifhj 6.2 4

72 rKtonceptualKwrameworkKforKuevelopingKRecommendationsKforK oXyarvestKsuffersKaroundKznXwieldK
wecesYKJournalbofbFoodbProtectionWK2019WKbafcXbaga 2.5 3
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71 ShortKcommunicationkKtoliformKãetrifilmKasKanKalternativeKmethodKforKdetectingKtotalK
gramXnegativeKbacteriaKinKfluidKmilkYKJournalbofbDairybScienceWK2020WKbadWKfaedXfaeg 4 3

70
vffectKofKWeatherKonKtheKuieX°ffKofKvscherichiaKcoliKandKrttenuatedKSalmonellaKentericaKSerovarK
TyphimuriumKonKãreharvestK}eafyKxreensKfollowingKzrrigationKwithKtontaminatedKWaterYKAppliedb
andbEnvironmentalbMicrobiologyWK2020WKigWK

4.8 3

69
ãaenibacillusKodoriferWKtheKãredominantKSpeciesKzsolatedKfromKMilkKinKtheKUnitedKStatesWK
uemonstratesKxeneticKandKãhenotypicKtonservationKofKãsychrotoleranceKbutKtladeXrssociatedK
uifferencesKinK itrogenKMetabolicKãathwaysYKMSphereWK2020WKfWK

5 3

68 vxtremeKvalueKtheoryKinKanalysisKofKdifferentialKexpressionKinKmicroarraysKwhereKeitherKonlyKupXKorK
downXregulatedKgenesKareKrelevantKorKexpectedYKGeneticalbResearchWK2008WKjaWKdehXgb 1.1 3

67 }isteriaKmonocytogenesKãrevalenceKVariesKMoreKwithinKwieldsKThanKbetweenKwieldsKorKoverKTimeKonK
tonventionallyKwarmedK ewKYorkKãroduceKwieldsYKJournalbofbFoodbProtectionWK2020WKidWKbjfiXbjgg 2.5 3

66 uzSvrSvSK°wKurzRYKr zMr}SWKz wvtTz°USK|K}isteriosisK2002WKhhhXhic 3

65
MachineK}earningKandKrdvancedKStatisticalKModelingKtanKzdentifyK|eyKσualityKManagementK
ãracticesKThatKrffectKãostpasteurizationKtontaminationKofKwluidKMilkYKJournalbofbFoodbProtectionWK
2021WKieWKbejgXbfbb

2.5 3

64 MovingKãastKSpeciesKtlassificationsKforKRiskXsasedKrpproachesKtoKwoodKSafetykKSalmonellaKasKaKtaseK
StudyYKFrontiersbinbSustainablebFoodbSystemsWK2021WKfWK 4.8 3

63
trossXValidationKzndicatesKãredictiveKModelsKMayKãrovideKanKrlternativeKtoKzndicatorK°rganismK
MonitoringKforKvvaluatingKãathogenKãresenceKinKSouthwesternKUSKrgriculturalKWaterYKFrontiersbinb
WaterWK2021WKdWK

2.6 3

62 uevelopmentKandKvvaluationKofKwoodKSafetyKModulesKforK|XbcKScienceKvducationYKJournalbofbFoodb
SciencebEducationWK2015WKbeWKeiXfd 0.8 2

61 uevelopmentKandKvvaluationKofKaKMultiXznstitutionalKtaseKStudiesXsasedKtourseKinKwoodKSafetyYK
JournalbofbFoodbSciencebEducationWK2015WKbeWKhgXif 0.8 2

60
tomplementationKofK}isteriaKmonocytogenesKnullKmutantsKwithKselectedK}isteriaKseeligeriKvirulenceK
genesKsuggestsKfunctionalKadaptationKofKylyKandKãrfrKandKconsiderableKdiversificationKofKprfrK
regulationKinK}YKseeligeriYKAppliedbandbEnvironmentalbMicrobiologyWK2010WKhgWKfbceXdj

4.8 2

59 yowKuniversityKresearchersKcanKcontributeKtoKfarmXtoXtableKriskKassessmentskK}isteriaK
monocytogenesKasKanKexampleYKFoodbornebPathogensbandbDiseaseWK2007WKeWKfchXdh 3.8 2

58 ãlasmidKprofilingKforKstrainKdifferentiationKandKcharacterizationKofKtlostridiumKperfringensKisolatesYK
ZoonosesbandbPublicbHealthWK1996WKedWKbdhXeg 2

57 uetectionKofKbovineKleukocyteKadhesionKdeficiencyKbyKnonisotopicKligaseKchainKreactionYKAnimalb
GeneticsWK1994WKcfWKjfXi 2.5 2

56 SmallKãroduceKwarmKvnvironmentsKtanKyarborKuiverseK}isteriaKmonocytogenesKandK}isteriaKsppYK
ãopulationsYKJournalbofbFoodbProtectionWK2021WKieWKbbdXbcb 2.5 2

55
ValidationKUsingKuiverseWKuifficultXtoXuetectKSalmonellaKStrainsKandKaKuarkKthocolateKMatrixK
yighlightsKtheKtriticalKRoleKofKStrainKSelectionKforKvvaluationKofKSimplifiedWKRapidKãtRXsasedK
MethodsK°fferingK extXuayKTimeKtoKResultsYKJournalbofbFoodbProtectionWK2020WKidWKbdheXbdig

2.5 2

54 MonitoringKtheKMicroevolutionKofKinKyealthyKuairyKtattleKãopulationsKatKtheKzndividualKwarmK}evelK
UsingKWholeXxenomeKSequencingYKFrontiersbinbMicrobiologyWK2021WKbcWKhgdggj 5.7 2
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53 ãroposalKofKaKtaxonomicKnomenclatureKforKthesacillusKcereusgroupKwhichKreconcilesKgenomicK
definitionsKofKbacterialKspeciesKwithKclinicalKandKindustrialKphenotypes 2

52 TwentiethXcenturyKemergenceKofKantimicrobialKresistantKhumanXKandKbovineXassociatedKSalmonellaK
entericaKserotypeKTyphimuriumKlineagesKinK ewKYorkKStateYKScientificbReportsWK2020WKbaWKbeeci 4.9 2

51 zdentificationWKsubtypingWKandKtrackingKofKdairyKspoilageXassociatedKãseudomonasKbyKsequencingK
theKileSKgeneYKJournalbofbDairybScienceWK2021WKbaeWKcggiXcgid 4 2

50 znternalKtranscribedKspacerKSzTSTKsequenceXbasedKcharacterizationKofKfungalKisolatesKfromKmultipleK
yogurtKfacilitiesXrKcaseKstudyYKJournalbofbDairybScienceWK2019WKbacWKdgegXdgfd 4 2

49
rnKrssessmentKofK}isteriosisKRiskKrssociatedKwithKaKtontaminatedKãroductionK}otKofKwrozenK
VegetablesKtonsumedKunderKrlternativeKtonsumerKyandlingKScenariosYKJournalbofbFoodbProtectionWK
2019WKicWKcbheXcbjd

2.5 2

48
 atureKversusK urturekKrssessingKtheKzmpactKofKStrainKuiversityKandKãregrowthKtonditionsKonK
SalmonellaKentericaWKvscherichiaKcoliWKandKSpeciesKxrowthKandKSurvivalKonKSelectedKãroduceKztemsYK
AppliedbandbEnvironmentalbMicrobiologyWK2021WKihWK

4.8 2

47 RecentKrdvancesKinK°urKUnderstandingKofKtheKuiversityKandKRolesKofKthaperoneXUsherKwimbriaeKinK
wacilitatingKyostKandKTissueKTropismYKFrontiersbinbCellularbandbInfectionbMicrobiologyWK2020WKbaWKgciaed 5.9 2

46 TheKMajorityKofKTyphoidKToxinXãositiveKSerovarsKvncodeKrrtsWKanKrlternateKsindingKSubunitYK
MSphereWK2021WKgWK 5 2

45 ModelsKforKuesignKandK°ptimizationKofKScienceXsasedKvnvironmentalKMonitoringKãrogramsKinK
wreshXtutKãroduceKwacilitiesYKAppliedbandbEnvironmentalbMicrobiologyWK2021WKihWKeaahjjcb 4.8 2

44
ShortKcommunicationkKãostpasteurizationKholdKtemperaturesKofKeKorKg´°tWKbutKnotKrawKmilkKholdingK
ofKceKorKhcKhoursWKaffectKbacterialKoutgrowthKinKpasteurizedKfluidKmilkYKJournalbofbDairybScienceWK
2015WKjiWKhgeaXd

4 1

43
MasterKofKãrofessionalKStudiesKinKrgricultureKandK}ifeKSciencesKofferedKthroughKtheKwieldKofKwoodK
ScienceKandKTechnologyKatKtornellKUniversitykKrKModelKforKtheKuevelopmentKofKaKtourseXsasedK
xraduateKuegreeKinKwoodKScienceKandKTechnologyYKJournalbofbFoodbSciencebEducationWK2015WKbeWKbaXbh

0.8 1

42 StrainKdifferentiationKofKtlostridiumKperfringensKbyKbacteriocinKtypingWKplasmidKprofilingKandK
ribotypingYKZoonosesbandbPublicbHealthWK1998WKefWKfjfXgac 1

41 °ptimalKlevelsKofKinputsKtoKcontrolK}isteriaKmonocytogenesKcontaminationKatKaKsmokedKfishKplantYK
AgribusinessWK2007WKcdWKccjXcee 2.3 1

40 vpidemiologyKofK}isteriosisccbXcdc 1

39
rnKassessmentKofKreferenceKmethodKselectiveKbrothsKandKplatingKmediaKusingKbj´ }isteria´ sppYK
highlightsKtheKimportanceKofKincludingKdiverseKspeciesKin´ }isteria´ sppYKmethodKevaluationsYKJournalb
ofbFoodbProtectionWK2021WK

2.5 1

38 rKpracticalKtrainingKprogramKforKfluidKmilkKdefectKjudgingKshouldKfocusKonKinitialKtrainingKofK
panelistsYKJournalbofbDairybScienceWK2020WKbadWKghbgXghcg 4 1

37 tharacterizationKofKsasalKTranscriptomesKzdentifiesKãotentialKMetabolicKandKVirulenceXrssociatedK
rdaptationsKrmongKuiverseK ontyphoidalKSerovarsYKFrontiersbinbMicrobiologyWK2021WKbcWKhdaebb 5.7 1

36 tereulideKsynthetaseKacquisitionKandKlossKeventsKwithinKtheKevolutionaryKhistoryKofKxroupKzzzK
sacillusKcereusKsensuKlatoKfacilitateKtheKtransitionKbetweenKemeticKandKdiarrhealKfoodborneKpathogen 1
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35
vxtendedKvnrichmentKãroceduresKtanKseKUsedKToKuefineKwalseX egativeKãrobabilitiesKforKtulturalK
xoldKStandardKMethodsKforKSalmonellaKuetectionWKwacilitatingKtomparisonsKbetweenKxoldKStandardK
andKrlternativeKMethodsYKJournalbofbFoodbProtectionWK2020WKidWKbadaXbadh

2.5 1

34 SporeXwormingKsacteriaKrssociatedKwithKuairyKãowdersKtanKseKwoundKinKsacteriologicalKxradeK
rgarXrgarKSupplyYKJournalbofbFoodbProtectionWK2020WKidWKcaheXcahj 2.5 1

33 u rKextractionKandKhostKdepletionKmethodsKsignificantlyKimpactKandKpotentiallyKbiasKbacterialK
detectionKinKaKbiologicalKfluid 1

32 uetectionKofK}isteriaKmonocytogenesKbyKãtRXtoupledK}igaseKthainKReactionK1995WKdehXdgb 1

31 tomplexKinteractionsKbetweenKweatherWKandKmicrobialKandKphysiochemicalKwaterKqualityKimpactKtheK
likelihoodKofKdetectingKfoodborneKpathogensKinKagriculturalKwater 1

30 TranscriptionalKprofilingKofKtheK}YKmonocytogenesKãrfrKregulonKidentifiesKsixKnovelKputativeK
ãrfrXregulatedKgenesYKFEMSbMicrobiologybLettersWK2020WKdghWK 2.9 1

29 vvaluationKofKSerotypeKãredictionKWithKMultiplexK anoporeKSequencingYKFrontiersbinbMicrobiologyWK
2021WKbcWKgdhhhb 5.7 1

28 rlternativeKˇ�KwactorsKRegulateK°verlappingKasKWellKasKuistinctKStressKResponseKandKMetabolicK
wunctionsKinKunderKStationaryKãhaseKStressKtonditionYKPathogensWK2021WKbaWK 4.5 1

27 u rKvxtractionKandKyostKuepletionKMethodsKSignificantlyKzmpactKandKãotentiallyKsiasKsacterialK
uetectionKinKaKsiologicalKwluidYKMSystemsWK2021WKgWKeaagbjcb 7.6 1

26 °ptimizingKãasteurizedKwluidKMilkKShelfX}ifeKThroughKMicrobialKSpoilageKReductionYKFrontiersbinb
SustainablebFoodbSystemsWK2021WKfWK 4.8 1

25 TowardKagentXbasedKmodelsKforKpreXharvestKfoodKsafetyYKIBMbJournalbofbResearchbandbDevelopmentWK
2016WKgaWKikbXikbd 2.5 1

24  extXxenerationKSequencingK2019WKdhgXdid 1

23
rdjacentKTerrestrialK}andscapesKzmpactKtheKsiogeographicalKãatternKofKSoilKvscherichiaKcoliKStrainsK
inKãroduceKwieldsKbyKModifyingKtheKzmportanceKofKvnvironmentalKSelectionKandKuispersalYKAppliedb
andbEnvironmentalbMicrobiologyWK2021WKihWK

4.8 1

22
zdentificationKofKtloselyKRelatedK}isteriaKmonocytogenesKzsolatesKwithK oKrpparentKvvidenceKforKaK
tommonKSourceKorK}ocationkKrKRetrospectiveKWholeKxenomeKSequencingKrnalysisYKJournalbofbFoodb
ProtectionWK2021WKieWKbbaeXbbbd

2.5 1

21 RecentKvvolutionKandKxenomicKãrofileKofKSalmonellaKentericaKSerovarKyeidelbergKzsolatesKfromK
ãoultryKwlocksKinKsrazilYKAppliedbandbEnvironmentalbMicrobiologyWK2021WKihWKeabadgcb 4.8 1

20 zntegrativeKSurveyKofKgiK onXoverlappingKUpstateK ewKYorkKWatershedsKRevealsKStreamKweaturesK
rssociatedKWithKrquaticKwecalKtontaminationYKFrontiersbinbMicrobiologyWK2021WKbcWKgiefdd 5.7 1

19 uevelopmentKofKpredictiveKmodelsKevaluatingKtheKspoilageXdelayingKeffectKofKaKbioprotectiveK
cultureKonKdifferentKyeastKspeciesKinKyogurtYKJournalbofbDairybScienceWK2021WKbaeWKjfhaXjfic 4 1

18 ãhylogeographicKtlusteringKSuggestsKthatKuistinctKtladesKofKSalmonellaKentericaKSerovarK
MississippiKrreKvndemicKinKrustraliaWKtheKUnitedK|ingdomWKandKtheKUnitedKStatesYKMSphereWK2021WKgWKeaaeifcb5 1
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17 rssociationsKbetweenK}isteriaKmonocytogenesKgenomicKcharacteristicsKandKadhesionKtoKpolystyreneK
atKi´ ´°tYKFoodbMicrobiologyWK2022WKbacWKbadjbf 6 1

16 UsingKagentXbasedKmodelingKtoKcompareKcorrectiveKactionsKforK}isteriaKcontaminationKinKproduceK
packinghousesYYKPLoSbONEWK2022WKbhWKeacgfcfb 3.7 1

15 SpoilageKMoldKinKuairyKãroductsK2020WKgahXgah 0

14 uvVv}°ãMv TK°wKrKãtRKrSSrYKw°RKuvTvtTz° K°wKSã°RvXw°RMz xKsrtTvRzrYKJournalbofbRapidb
MethodsbandbAutomationbinbMicrobiologyWK1999WKhWKcfbXcgc 0

13 uevelopmentKofKaKxenomicsXsasedKrpproachKToKzdentifyKãutativeKyypervirulentK ontyphoidalK
SalmonellaKzsolateskKSalmonellaKentericaKSerovarKSaintpaulKasKaKModelYYKMSphereWK2022WKeaahdacb 5 0

12 uevelopmentKofKaKdatabaseKandKstandardizedKapproachKforKrposKsequenceXbasedKsubtypingKandK
identificationKofKaerobicKsporeXformingKsacillalesYKJournalbofbMicrobiologicalbMethodsWK2021WKbjbWKbagdfa2.8 0

11 tharacterizationKofKtheKrolesKofKactivatedKcharcoalKandKthelexKinKtheKinductionKofKãrfrKregulonK
expressionKinKcomplexKmediumYKPLoSbONEWK2021WKbgWKeacfajij 3.7 0

10
woodborneKzllnessK°utbreakKznvestigationKTrainingK eedskKrKSurveyKrmongKStateKãublicKyealthK
StaffKinKtheK ortheastKandKMidXrtlanticKUnitedKStatesYKJournalbofbPublicbHealthbManagementbandb
PracticeWK2018WKceWKdeXea

1.9 0

9
xrowthKandKsurvivalKofKaerobicKandKxramXnegativeKbacteriaKonKfreshKspinachKinKaKthineseKsupplyK
chainKfromKharvestKthroughKdistributionKandKrefrigeratedKstorageYYKInternationalbJournalbofbFoodb
MicrobiologyWK2022WKdhaWKbajgdj

5.8 0

8 TheK umberKandKTypeKofKthaperoneXUsherKwimbriaeKReflectKãhylogeneticKtladeKRatherKthanKyostK
RangeKinKSalmonellaYYKMSystemsWK2022WKeaabbfcc 7.6 0

7
 onsynonymousKMutationsKinKrreKrssociatedKwithKrdaptationKofK}isteriaKmonocytogenesKandK
°therKsppYKtoK}owKtoncentrationsKofKsenzalkoniumKthlorideKbutKuoK otKzncreaseKSurvivalKofK}YK
monocytogenesKandK°therKsppYKafterKvxposureKtoKsenzalkoniumKthlorideKtoncentrationsK
RecommendedKforKUseKinKwoodKãrocessingKvnvironmentsYYKAppliedbandbEnvironmentalbMicrobiologyWK
2022WKeaaeigcc

4.8 0

6 uetectionKofKbovineKleukocyteKadhesionKdeficiencyKbyKnonisotopicKligaseKchainKreactionYKAnimalb
GeneticsWK2009WKcfWKjfXji 2.5

5 uetectionKandKtharacterizationKofK}isteriaKmonocytogenesYKJournalbofbAOACbINTERNATIONALWK2002WK
ifWKejeXeje 1.7
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