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k Paper IF Citations

73 RPSoNaNcomprehensiveNdatabaseNofNRNvsNinvolvedNinNliquidbliquidNphaseNseparationcNNucleiciAcidsi
ResearchaN2021aN 20.1 1

72
UnambiguousNadvancedNradiologicNextranodalNextensionNdeterminedNbyNMRINpredictsNworseN
outcomesNinNnasopharyngealNcarcinomaoNPotentialNimprovementNforNfutureNeditionsNofNNNcategoryN
systemscNRadiotherapyiandiOncologyaN2021aNfjlaNffibfgf

5.3 8

71 MesKitoNaNtoolNkitNforNdissectingNcancerNevolutionNofNmultibregionNtumorNbiopsiesNthroughNsomaticN
alterationscNGigaScienceaN2021aNfeaN 7.6 1

70 yeepOMeoNvNWebNServerNforNtheNPredictionNofNgUbObMeNSitesNwasedNonNtheNHybridNxNNNandNwLSTMN
vrchitecturecNFrontiersiiniCelliandiDevelopmentaliBiologyaN2021aNnaNkmkmni 5.7 2

69 RMVaroNanNupdatedNdatabaseNofNfunctionalNvariantsNinvolvedNinNRNvNmodificationscNNucleiciAcidsi
ResearchaN2021aNinaNyfiejbyfifg 20.1 37

68 RvPIyoNvNRepbSeqNyatasetNvnalysisNPlatformNWithNanNIntegratedNvntibodyNyatabasecNFrontiersiini
ImmunologyaN2021aNfgaNlflink 8.4 2

67 ImagebdrivenNclassificationNofNfunctioningNandNnonfunctioningNpituitaryNadenomaNbyNdeepN
convolutionalNneuralNnetworkscNComputationaliandiStructuraliBiotechnologyiJournalaN2021aNfnaNhellbhemk6.8 1

66 autoRPvoNvNwebNserverNforNconstructingNcancerNstagingNmodelsNbyNrecursiveNpartitioningNanalysiscN
ComputationaliandiStructuraliBiotechnologyiJournalaN2020aNfmaNhhkfbhhkl 6.8 2

65 RwMXNisNrequiredNforNactivationNofNvTRNonNrepetitiveNyNvsNtoNmaintainNgenomeNstabilitycNCelliDeathi
andiDifferentiationaN2020aNglaNhfkgbhflk 12.7 7

64 MzTTLhNandNNkbMethyladenosineNPromoteNHomologousNRecombinationbMediatedNRepairNofNySwsN
byNModulatingNyNvbRNvNHybridNvccumulationcNMoleculariCellaN2020aNlnaNigjbiigcel 17.6 71

63 wwxanceroNanNexpressionNatlasNofNbloodbbasedNbiomarkersNinNtheNearlyNdiagnosisNofNcancerscNNucleici
AcidsiResearchaN2020aNimaNylmnbylnk 20.1 22

62 SingleNvvVbMediatedNxRISPRbSaxasnNInhibitsNHSVbfNReplicationNbyNzditingNIxPiNinNTrigeminalN
βanglionNNeuronscNMoleculariTherapyi-iMethodsiandiClinicaliDevelopmentaN2020aNfmaNhhbih 6.4 6

61 xrossIxxoNiterativeNconsensusNclusteringNofNcrossbplatformNgeneNexpressionNdataNwithoutNadjustingN
batchNeffectcNBriefingsiiniBioinformaticsaN2020aNgfaNfmfmbfmgi 13.4 5

60 Pβxf˛–NprotectsNagainstNhepaticNsteatosisNandNinsulinNresistanceNviaNenhancingNILfebmediatedN
antibinflammatoryNresponsecNFASEBiJournalaN2020aNhiaNfeljfbfelkf 0.9 5

59 PTMsnpoNvNWebNServerNforNtheNIdentificationNofNyriverNMutationsNThatNvffectNProteinN
PostbtranslationalNModificationcNFrontiersiiniCelliandiDevelopmentaliBiologyaN2020aNmaNjnhkkf 5.7 1

58 yeepPhagyoNaNdeepNlearningNframeworkNforNquantitativelyNmeasuringNautophagyNactivityNincN
AutophagyaN2020aNfkaNkgkbkie 10.2 8

57 NbMethyladenosineNModulatesNNonsensebMediatedNmRNvNyecayNinNHumanNβlioblastomacNCanceri
ResearchaN2019aNlnaNjlmjbjlnm 10.1 98
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56 yifferentialNvlternativeNSplicingNβenesNinNResponseNtoNworonNyeficiencyNincNGenesaN2019aNfeaN 4.2 3

55 SinglebbaseNmappingNofNmvNbyNanNantibodybindependentNmethodcNScienceiAdvancesaN2019aNjaNeaaxegje 14.3 128

54 lnxvRoNvNxomprehensiveNResourceNforNlncRNvsNfromNxancerNvrrayscNCanceriResearchaN2019aNlnaNgelkbgemh10.1 26

53 ProposedNmodificationsNandNincorporationNofNplasmaNzpsteinbwarrNvirusNyNvNimproveNtheNTNMN
stagingNsystemNforNzpsteinbwarrNvirusbrelatedNnasopharyngealNcarcinomacNCanceraN2019aNfgjaNlnbmn 6.4 85

52 YYfNPositivelyNRegulatesNTranscriptionNbyNTargetingNPromotersNandNSuperbznhancersNthroughNtheN
wvαNxomplexNinNzmbryonicNStemNxellscNStemiCelliReportsaN2018aNfeaNfhgibfhhn 8 27

51 mkvSNPoNaNtoolNforNannotatingNgeneticNvariantsNbyNmkvNfunctioncNGigaScienceaN2018aNlaN 7.6 22

50 mkvVaroNaNdatabaseNofNfunctionalNvariantsNinvolvedNinNmkvNmodificationcNNucleiciAcidsiResearchaN
2018aNikaNyfhnbyfij 20.1 104

49 PanbxancerNvnalysisNRevealsNtheNαunctionalNImportanceNofNProteinNLysineNModificationNinNxancerN
yevelopmentcNFrontiersiiniGeneticsaN2018aNnaNgji 4.5 17

48 mvNRNvNmodificationNcontrolsNautophagyNthroughNupregulatingNULKfNproteinNabundancecNCelli
ResearchaN2018aNgmaNnjjbnjl 24.7 48

47 yeepNitrooNPredictionNofNProteinNNitrationNandNNitrosylationNSitesNbyNyeepNLearningcNGenomics,i
ProteomicsiandiBioinformaticsaN2018aNfkaNgnibhek 6.5 50

46 αirmianaoNtowardsNaNonebstopNproteomicNcloudNplatformNforNdataNprocessingNandNanalysiscNNaturei
BiotechnologyaN2017aNhjaNienbifg 44.5 27

45 VirusMapoNvNvisualizationNdatabaseNforNtheNinfluenzaNvNviruscNJournaliofiGeneticsiandiGenomicsaN2017aN
iiaNgmfbgmi 4 3

44 vNxisplatinNyerivativeNTetrabPtVbpyWNasNanNOncotherapeuticNvgentNforNTargetingNvLTNxancercNJournali
ofitheiNationaliCanceriInstituteaN2017aNfenaN 9.7 26

43 zxpressionNandNregulationNofNlongNnoncodingNRNvsNduringNtheNosteogenicNdifferentiationNofN
periodontalNligamentNstemNcellsNinNtheNinflammatoryNmicroenvironmentcNScientificiReportsaN2017aNlaNfhnnf4.9 9

42 vNdeNnovoNsubstructureNgenerationNalgorithmNforNidentifyingNtheNprivilegedNchemicalNfragmentsNofN
liverNXNreceptor˛†NagonistscNScientificiReportsaN2017aNlaNfffgf 4.9 5

41 SinglebwalledNcarbonNnanotubeoNOneNspecificNinhibitorNofNcancerNstemNcellsNinNosteosarcomaNuponN
downregulationNofNtheNTβα˛†fNsignalingcNBiomaterialsaN2017aNfinaNgnbie 15.6 19

40 RPαdboNaNdatabaseNforNgenomeNwideNinformationNofNtranslatedNmRNvNgeneratedNfromNribosomeN
profilingcNNucleiciAcidsiResearchaN2016aNiiaNygjibm 20.1 37

39 βPSbLipidoNaNrobustNtoolNforNtheNpredictionNofNmultipleNlipidNmodificationNsitescNScientificiReportsaN
2016aNkaNgmgin 4.9 82

(2016-2019)
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38 MutationNprofilingNinNchineseNpatientsNwithNmetastaticNcolorectalNcancerNandNitsNcorrelationNwithN
clinicopathologicalNfeaturesNandNantibzβαRNtreatmentNresponsecNOncotargetaN2016aNlaNgmhjkbkm 3.3 12

37 xonformationNSelectiveNvntibodyNznablesNβenomeNProfilingNandNLeadsNtoNyiscoveryNofNParallelN
βbQuadruplexNinNHumanNTelomerescNCelliChemicaliBiologyaN2016aNghaNfgkfbfgle 8.2 65

36 ReconfiguringNphosphorylationNsignalingNbyNgeneticNpolymorphismsNaffectsNcancerNsusceptibilitycN
JournaliofiMoleculariCelliBiologyaN2015aNlaNfmlbgeg 6.3 16

35 MixroKiTSNiceoNaNdatabaseNofNmidbodyaNcentrosomeaNkinetochoreaNtelomereNandNspindlecNNucleici
AcidsiResearchaN2015aNihaNyhgmbhi 20.1 18

34 yynamicNmetabonomicNandNmicrobiologicalNresponseNofNratsNtoNlincomycinNexposureoNanNintegratedN
microbiologyNandNmetabonomicsNanalysiscNRSCiAdvancesaN2015aNjaNkjifjbkjigk 3.7 6

33 vNsystematicNsimulationNofNtheNeffectNofNsalicylicNacidNonNsphingolipidNmetabolismcNFrontiersiiniPlanti
ScienceaN2015aNkaNfmk 6.2 12

32 βenomebWideNIdentificationNofNaNMethylationNβeneNPanelNasNaNPrognosticNwiomarkerNinN
NasopharyngealNxarcinomacNMoleculariCanceriTherapeuticsaN2015aNfiaNgmkiblh 6.1 52

31 IwSoNanNillustratorNforNtheNpresentationNandNvisualizationNofNbiologicalNsequencescNBioinformaticsaN
2015aNhfaNhhjnbkf 7.2 473

30 SystematicNanalysisNofNtheNinNsituNcrosstalkNofNtyrosineNmodificationsNrevealsNnoNadditionalNnaturalN
selectionNonNmultiplyNmodifiedNresiduescNScientificiReportsaN2014aNiaNlhhf 4.9 29

29 SystematicNcharacterizationNofNsmallNRNvomeNduringNzebrafishNearlyNdevelopmentalNstagescNBMCi
GenomicsaN2014aNfjaNffl 4.5 17

28 xPLMoNaNdatabaseNofNproteinNlysineNmodificationscNNucleiciAcidsiResearchaN2014aNigaNyjhfbk 20.1 121

27 xlinicalNcharacteristicsaNimmunohistochemistryaNandNoutcomesNofNllNpatientsNwithNskullNbaseN
chordomascNWorldiNeurosurgeryaN2014aNmfaNlnebl 2.1 32

26 dbPPToNaNcomprehensiveNdatabaseNofNproteinNphosphorylationNinNplantscNDatabase:itheiJournaliofi
BiologicaliDatabasesiandiCurationaN2014aNgefiaNbaufgf 5 36

25 vnNintegratedNoverviewNofNspatiotemporalNorganizationNandNregulationNinNmitosisNinNtermsNofNtheN
proteinsNinNtheNfunctionalNsupercomplexescNFrontiersiiniMicrobiologyaN2014aNjaNjlh 5.7 3

24 βPSbSUMOoNaNtoolNforNtheNpredictionNofNsumoylationNsitesNandNSUMObinteractionNmotifscNNucleici
AcidsiResearchaN2014aNigaNWhgjbhe 20.1 274

23 TowardsNaNbetterNunderstandingNofNtheNnovelNavianboriginNHlNnNinfluenzaNvNvirusNinNxhinacNScientifici
ReportsaN2013aNhaNghfm 4.9 13

22 SystematicNanalysisNofNtheNPlkbmediatedNphosphoregulationNinNeukaryotescNBriefingsiini
BioinformaticsaN2013aNfiaNhiibke 13.4 24

21 UUxyoNaNfamilybbasedNdatabaseNofNubiquitinNandNubiquitinblikeNconjugationcNNucleiciAcidsiResearchaN
2013aNifaNyiijbjf 20.1 74
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20 SystematicNanalysisNofNproteinNphosphorylationNnetworksNfromNphosphoproteomicNdatacNMoleculari
andiCellulariProteomicsaN2012aNffaNfelebmh 7.6 123

19 βPSbMwvoNcomputationalNanalysisNofNMHxNclassNIINepitopesNinNtypeNfNdiabetescNPLoSiONEaN2012aNlaNehhmmi3.7 6

18 βPSbvRMoNcomputationalNanalysisNofNtheNvPxdxNrecognitionNmotifNbyNpredictingNybboxesNandN
KzNbboxescNPLoSiONEaN2012aNlaNehihle 3.7 33

17 βPSbYNOgoNcomputationalNpredictionNofNtyrosineNnitrationNsitesNinNproteinscNMoleculariBioSystemsaN
2011aNlaNffnlbgei 74

16 βPSbxxyoNaNnovelNcomputationalNprogramNforNtheNpredictionNofNcalpainNcleavageNsitescNPLoSiONEaN
2011aNkaNefneef 3.7 69

15 βPSbPUPoNcomputationalNpredictionNofNpupylationNsitesNinNprokaryoticNproteinscNMoleculari
BioSystemsaN2011aNlaNglhlbie 34

14 xPLvNfceoNanNintegratedNdatabaseNofNproteinNlysineNacetylationcNNucleiciAcidsiResearchaN2011aNhnaNyfegnbhi20.1 50

13 βPSNgcfoNenhancedNpredictionNofNkinasebspecificNphosphorylationNsitesNwithNanNalgorithmNofNmotifN
lengthNselectioncNProteiniEngineering,iDesigniandiSelectionaN2011aNgiaNgjjbke 1.9 193

12 xomputationalNanalysisNofNphosphoproteomicsoNprogressesNandNperspectivescNCurrentiProteiniandi
PeptideiScienceaN2011aNfgaNjnfbkef 2.8 12

11 βPSbSNOoNcomputationalNpredictionNofNproteinNSbnitrosylationNsitesNwithNaNmodifiedNβPSNalgorithmcN
PLoSiONEaN2010aNjaNeffgne 3.7 176

10 PhosSNPNforNsystematicNanalysisNofNgeneticNpolymorphismsNthatNinfluenceNproteinNphosphorylationcN
MoleculariandiCellulariProteomicsaN2010aNnaNkghbhi 7.6 65

9 MixroKitNhceoNanNintegratedNdatabaseNofNmidbodyaNcentrosomeNandNkinetochorecNNucleiciAcidsi
ResearchaN2010aNhmaNyfjjbke 20.1 25

8 vNsummaryNofNcomputationalNresourcesNforNproteinNphosphorylationcNCurrentiProteiniandiPeptidei
ScienceaN2010aNffaNimjbnk 2.8 46

7 SystematicNstudyNofNproteinNsumoylationoNyevelopmentNofNaNsitebspecificNpredictorNofNSUMOspNgcecN
ProteomicsaN2009aNnaNhienbhifg 4.8 192

6 yOβNfceoNillustratorNofNproteinNdomainNstructurescNCelliResearchaN2009aNfnaNglfbh 24.7 373

5
xomprehensiveNandNreliableNphosphorylationNsiteNmappingNofNindividualNphosphoproteinsNbyN
combinationNofNmultipleNstageNmassNspectrometricNanalysisNwithNaNtargetbdecoyNdatabaseNsearchcN
AnalyticaliChemistryaN2009aNmfaNjlnibmej

7.8 22

4 ProteomebwideNpredictionNofNPKvNphosphorylationNsitesNinNeukaryoticNkingdomcNGenomicsaN2008aNngaNijlbkh4.3 22

3 βPSNgceaNaNtoolNtoNpredictNkinasebspecificNphosphorylationNsitesNinNhierarchycNMoleculariandiCellulari
ProteomicsaN2008aNlaNfjnmbkem 7.6 516

(2008-2012)
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2 xSSbPalmNgceoNanNupdatedNsoftwareNforNpalmitoylationNsitesNpredictioncNProteiniEngineering,iDesigni
andiSelectionaN2008aNgfaNkhnbii 1.9 397

1 SvRSbxovbgbaNHIVbfbaNzbolabneutralizingNandNantibPyfNclonesNareNpredisposed 1
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